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transfection of, suppresses expression of 
hepatitis B virus in human hepa- 
toma cell line, HB611, 28311 
N-Acetylglucosaminyltransferase V gene 
expression, TGF-8 up-regulation of, 6216 
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N-Acetylglycosamine 
terminal residues, serine-rich Entamoeba 
histolytica protein containing, 4121 
7-0-Acetyl-G, 
detection by specific T-cell-activating 
monoclonal antibody, human T- 
lymphocytes, 30173 
N-Acetyllactosamine 
mucin carbohydrate chain of, sulfotrans- 
ferase with role in sulfonation of 
terminal galactose in, human air- 
way, 27544 
N-Acetylneuraminic acid 
human Gyp activator protein Gyo 
epitope recognizes, 24246 
Acetylpseudouridine 
participation in peptide bond synthesis, 
in vitro, 21040 
N-Acetyl-ser-asp-lys-pro 
hydrolysis, angiotensin-converting en- 
zyme, 3656 
N-Acetylsphingosine 
inhibition, neutrophil oxygen release and 
calcium influx, 3056 
AChE. see Acetylcholinesterase 
Achondrogenesis type II 
COL2A1 mutation in, collagens in carti- 
lage, 1747 
Achr LK te r cy 7 7 4, 
characterization of copper-nitrate reduc- 
tase, 27458 
type 1 copper protein pseudoazurin, spec- 
troscopic and electrochemical stud- 
ies on active-site transitions, 25733 
Aciculin 
association with dystrophin and utro- 
phin, 6328 
Acid ceramidase 
human, purification characterization and 
biosynthesis of, 11098 
Acidic domain 
differential expression, alternative ex- 
pression of a2(XI) collagen, 2372 
Acidic fibroblast growth factor 
exogenous, CAAX-tagged, translocation to 
cytosol, 30680 
expression and secretion, induced by 
HIV-1 TAT protein, 17457 
Acidic transcriptional activator E2F-1 
promoter-dependent photocross-linking to 
TATA-binding protein, 13674 
Acid-labile linkages 
protein modification by ADP-ribose via, 
7929 
Acinar cells 
pancreatic, cholecystokinin down-regula- 
tion of cytidylyltransferase, 1437 
Aconitase 
modulation of activity by superoxide radi- 
cal and iron, 13399 
Aconitase enzyme 
structure, genomic organization and ex- 
pression of, 8131 
AcSDKP. see N-Acetyl-ser-asp-lys-pro 
Actin 
a-actin 
gene transcription, characterization of 
DNA-binding proteins,vascular 
smooth muscle, 11310 
skeletal, a,-adrenergic induction of, 
during cardiac myocyte hypertro- 
phy, 410 
smooth muscle, smooth muscle vs. non- 
smooth muscle cells, 7631 
caldesmon interaction, caltropin effects 
on, 6658 
calmodulin and, alternate binding to 
multiple sites on dystrophin, 5578 
kinetics of caldesmon binding to, 9911 
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polymerization induced by GTPYS, role of 
free barbed ends, permeabilized 
neutrophils, 28075 

study of carboxyl- and amino-terminal 
domains of caldesmon bound to, 
30187 

Actin (S14A) 

ATP-binding loop mutation causes tem- 
perature sensitive phenotype, Sac- 
charomyces cerevisiae, 11406 

mutation, effect on conformation and 
thermostability of G-actin, adenine 
nucleotides, Saccharomyces cerevi- 
siae, 11415 

Actin binding loop 
role of, smooth muscle heavy meromysin, 


Actin capping protein CapZ 
identification as novel target of S-100b, 
14651 
Actin cytoskeleton 
phi ig! yiph ph ylcholine induces re- 
ment of the focal contact 
assembly and, 24343 
Actin depolymerizing factor 
phosphorylated, reactivation of, and iden- 
tification of regulatory site, 17582 
Actin dimers 
binding of, swinholide A effects, 3463 
Actin filaments. see also Actin-tropomyosin 
filament 
flexibility derived from thermal fluctua- 
tions, 11437 
severing of, gain-of-function mutations, 
macrophage Cap G, 45 
severing of, swinholide A effects, 3463 
Actin-fragmin complex 
interaction, phosphoinositides, 2644 
a-Actin gene 
transcription, characterization of DNA- 
binding proteins,vascular smooth 
muscle, 11310 
Actin monomers 
Saccharomyces cerevisiae cyclase-associ- 
ated protein binding of, 5680 
Actinorhodin 
identification of flavin:NADH oxidoreduc- 
tase involved in biosynthesis of, 
17339 
Actin-severing mutants 
Cap G, human macrophages, 45 
Actin-tropomyosin 
regulation, by troponin and calcium, mo- 
tility analysis of, 7836 
Actin-tropomyosin filament 
movement, caldesmon control of, 19688 
Action potentials 
quantral release of catecholamines in- 
duced by, adrenal chromaffin cells, 
3498 
Activated protein C 
inactivation of factor Va and factor 
Va®5°6@. 21158 
Activated protein-1 
HIV-1 envelope glycoproteins induce acti- 
vation of, CD4+ T cells, 19364 
HIV-1 envelope glycoproteins induce acti- 
vation of, CD4+ T cells (correc- 
tion), 29038 
Activating transcription factors 
cAMP resp | it modulator and, 
modulation of activity of immuno- 
globulin K 3’ enhancer, 10304 
3/Jun, Ha-Ras activation induces tran- 
scription through a novel nuclear 
factor and, 12210 
Activation function 1 
retinoic acid receptor 82, is an acidic ac- 
tivator, 23552 
Active-site transitions 
type 1 copper protein pseudoazurin, spec- 
troscopic and electrochemical stud- 
ies on, Achromobacter cycloclastes, 
25733 
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Activin 
increases phosphorylation and decreases 
stability of transcription factor 
Pit-1, MtTW15 somatotrope cells, 
28733 
Activin-A 
heteromeric receptors for, GH3 pituitary 
tumor celis containing, 765 
Activin receptor complexes 
inhibition of liver cell growth, inhibin 
and, 6308 
Acute phase gene expression 
hypoxia as novel inducer of, human hepa- 
toma cel] line, 27865 
Acute phase protein 
new, identification of, 22565 
Acute phase response 
late, rat liver nuclei, presence of tran- 
scription factors Stat3 and Stat5b, 
IL-6 binding, 29998 
Acute phase response factor 
Stat3 transcription factor and, activation 
by growth hormone, 3974 
Acyclovir 
L-valyl ester prodrug valaciclovir, purifi- 
cation of hydrolyzing enzyme, rat 
liver, 15827 
Acyl-acyl carrier protein 
malonyl-CoA metabolism regulated by, 
and B-ketoacyl-acyl carrier protein 
synthases, Escherichia coli, 15531 
Acyl-Coa oxidase 
human peroxisomal, insect cells, 4908 
Acyl-CoA synthetase 
mammalian, fatty acid activation gene 
deletions, Saccharomyces cerevisiae 
strains, complementations with, 
10861 
Acyl-CoA synthetase gene 
multiple promoters in, di ferential ex- 
pression of multiple transcripts, 
9676 
Acyl-CoA thioesterases 
long chain and very long chain, liver mi- 
tochondria, rat, 12177 
Acyl-coenzyme A 
binding, transcription factor FadR, 1092 
cholesterol acyltransferase, activation by 
cholesterol, cell-free system, 685 
Acyl-coenzyme A:cholesterol acyltransferase 
inhibition of, cell toxicity induced by, 
5772 
regulation and i localization, mam- 
malian cells, 29532 
tissue specific expression and cholesterol 
regulation of, mouse, 26192 
Acyl-coenzyme A synthetase gene 
induction by fibrates and fatty acids is 
mediated by peroxisome prolifera- 
tor response element in C pro- 
moter, 19269 
Acyl-enzyme intermediates 
stable, serpin-protease complexes, 25309 
Acyltransferase promoter 
mitochendrial glycerol-3-phosphate, mu- 
rine, 1416 
sn-1-Acy]-2-lyso-phosphatidylinositol 
uptake into HeLa S3 cells, 9147 
Ada protein 
Escherichia coli, transcriptional switch- 
ing, metal dependence of, 6664 
methylated, binding site of Escherichia 
coli aidB gene, 8285 
Adaptins 
a-adaptin, appendage domain of, high 
affinity binding site for dymamin, 
10079 
coated-pit, binding EGF receptors to, 
6320 





ADA2 
transcriptional adaptor, interactions with 
acidic activation domains and 
TATAbinding protein, 19337 
Adducin 
model for function in assembly of spec- 


SUBJECT INDEX 


trin-actin complexes, 18990 
Adducin family 
novel member of, protein kinase C bind- 
ing protein 35H, 25534 
Adenocarcinoma cells 
human, induction of lipopolysaccharide 
tolerance by tumor necrosis factor 
through TNF p55 receptor, 25418 
ovarian, plasma membrane-associated 
component of, 999 
Adenosine deaminase 
placental, important for fetal develop- 
ment, mouse, 23891 
Adenosine diphosphate 
GroEL destabilized by binding of, 28551 
induced platelet responses inhibited by 
covalent modification of aggregin 
by 8-(4-bromo-2,3-dioxobutylthio- 
)ADP, 24482 
Adenosine diphosphate/ad ine triphos- 
phate carrier 
mitochondrial, translocation of loops reg- 
ulates transport activity of, 29548 
Adenosine diphosphate-ribose 
cyclic 
agonist stimulated, modulator of cal- 
cium induced calcium release in 
intestinal longitudinal muscle, 
25488 
caged, synthesis and use, 7745 
calcium induced calcium release by cal- 
modulin and, 9060 
calcium stores insensitive to, NADP 
and, 2152 
protein modification via acid-labile link- 
ages, 7929 
Adenosine diphosphate-ribosylation factors 
activated human phosphatidylinositol- 
specific lipase D defines new and 
highly conserved gene family, 
29640 
cytosolic, endosom-endosome fusion and, 
role in GTP YS inhibition of fusion, 
13693 
different domains, phospholipase D and 
cholera toxin activation, 21 
factor 1 
myristoylated amino terminus of, is 
phospholipid and GTP-sensitive 
switch, 14809 
myristoylation of, nucleotide exchange 
at physiological magnesium levels 
and, 1337 
function, 50-kDa cytosolic factor, neutro- 
phil phospholipase D, 2431 
glutamine synthetase III, Rhizobium me- 
liloti, 1624 
GTPase-activating protein directed by, 
5232 





protein structures and functions of, mini- 
review, 12327 
rat brain phospholipase D, synergistic 
activation by rhoA p21 and, 25667 
small GTPase, heterotrimeric G proteins 
interaction with, 24564 
translocation of, GTP yS-stimulation of 
phospholipase D correlates with, 
HL-60 cells, 22795 
Adenosine diphosphate-ribosy! cyclase 
and CD38 catalyze synthesis of calcium- 
mobilizing metabolite from 
NADP*: 30327 
Adenosine diphosphate-ribosyltransferases 
consensus domain, mutagenesis of, 541 
pertussis toxin and exoenzyme 3, ganglio- 
sides as inhibitors of, 8115 
Adenosine monophosphate 
5'-, activation of AMP protein kinase cas- 
cade via three independent mecha- 
nisms, 27186 
cyclic. see Cyclic AMP 
Adenosine monophosphate protein kinase 
cascade 
5'-AMP activation of, via three independ- 
ent mechanisms, 27186 
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Adenosine receptors 

agonists, cAMP effects on, intestinal epi- 
thelia, 2387 

A, identification of domains for binding 
receptor subtype-selective ligands, 
20485 

A, (human), ligand recognition, residues 
involved in recognized by site-di- 
rected mutagenesis, 13987 

A, (rat) 


agonist-dependent phosphorylation and 


desensitization, 29607 
regulation and interaction with multi- 
ple G-proteins, 16895 
Adenosine triphosphate 

anion efflux pumps dependent on, 2,4- 
dinitrophenyl-S-glutathione, 5312 

ATP3 gene coding, yeast, cloning of (cor- 
rection of 1994 article), 2880 

binding mutant, protein kinase C-5, 8311 

binding sites of sodium-potassium-AT- 
Pase, phosphorylation and, 3989 

chaperones DnaK and DnaJ, divergent 
effects on binding, 19300 

degradative pathways dependent on, NF- 
«B, monocytes, 9 

dissociation from hsp70 stimulated by 
Ydjlp and polypeptides, Saccharo- 
myces cerevisiae, 10412 

drug-stimulated activity, covalent modifi- 
cation of mutants of P-glycoprotein 
and, 22957 

endogenously released, shear stress-in- 
duced calcium responses and, fi- 
broblasts, 4451 

energy dependent dissociation from mito- 
chondrial ATPase, oxidative phos- 
phorylation, 9074 


glandular intermediate filaments, 70-kDa 


heat shock protein association 
with, 915 


GrpE alters the affinity of DnaK for mag- 


nesium and, 26282 
H* synthase, interdependence of F, sub- 
unit complex, 2815 
hydrolysis, calcium transport, M5S5 
boundary of sarcoplasmic reticu- 
lum, 908 
mitochondria inner membrane anion 
channels sensitive to, yeast, 19262 
opioid stimulated calcium ion increase, 
desensitization by bradykinin and, 
NG108-15 cells, 16630 
PII signal transduction protein activation 
by 2-ketoglutarate and, Esche- 
richia coli, 17797 
polymerization of hsp 70-kDa by yeast 
DnaJ in presence of, 22535 
protein translocation independent of, 
chloroplast thyalkoid membrane, 
1657 
RecR protein interaction with RecF pro- 
tein dependent on, and double- 
stranded DNA, Escherichia coli, 
31397 
synthase complex, bovine submitochon- 
drial particles, 2053 
synthesis by F,F,-ATPase, the thermo- 
philic Bacillus PS3, 21571 
2’ ,3'-dialdehyde derivative of, phosphori- 
bosylpyrophosphate synthetase in- 
activation by, Escherichia coli, 
20730 
Adenosine triphosphate binding cassette 
transporter 
multidrug, SNQ2, identification and 
characterization of, plasma mem- 
brane, Saccharomyces cerevisiae, 
eee 
Ad . 1 a Se g site 
high offinity, magnesium binding domain 
of SecA protein, Bacillus subtilis 
and Escherichia coli, 18975 
Adenosine triphosphate-binding site-citrate 
lyase 
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phosphorylation of nucleoside diphos- 
phate kinase by, 21758 
Adenosine triphosphate-d dent inward 
rectifier potassium channel 
novel, expression in glial cells, 16339 
Adenosine triphosphate hydrolysis 
coupling to conversion of 5-formyltetrahy- 
drofolate to 5,10-methenyltetrahy- 
drofolate, 22296 
mutation in ATP binding domain of Rho 
alters RNA binding properties and 
uncouples, from helicase activity, 
30410 
protein binding and, affected by mutant 
at position 87, chaperonin GroEL, 
13956 
required for DnaJ-dependent activation 
of DnaK chaperone, 19307 
Adenosine triph de 
pendent protein phosphatase 
phosphorylation and activation of, by 
MAPK, 18352 
Adenosine triphosphate sulfurylase-adeno- 
sine 5'-phosphosulfate kinase 
mouse, bifunctional, isolation and charac- 
terization of cDNA for, 29453 
Adenosine triphosphate synthase 
activity 
first nucleotide binding fold of cystic 
fibrosis transmembrane conduct- 
ance regulator can function as, 
22093 
of molecular chaperone DnaK, modula- 
tion of, 4563 
and nucleotide binding properties of 
hamster recombinant BiP, 26670 
potassium effects on optimal activity 
of, 2247, 2251 
AmiB and integral membrane protein 
(AmiS), new genes encoding in am- 
idase operon, Pseudomonas aerugi- 
nosa, 18818 
calcium, membrane topology, sarcoplas- 
mic and endoplasmic reticulum, by 
in vitro translation scanning, rat, 
25678 
chloroplast 
subunit interaction in, determined by 
complementation between chloro- 
plasts and bacterial ATP synthase 
genes, 17124 
in vitro assembly of the core catalytic 
complex, 9763 
copper, metalloregulatory protein regula- 
tion of, E.hirae, 4349 
cycle progression, analysis of three DnaK 
mutant proteins suggest that con- 
formational change is required, 
30057 
DNA-dependent 
SWI2-related, cloning of, 4575 
vaccinia virus gene A18R gene product, 
1550 
dynein, lipid activation of, microtubule- 
independent, 4492 
extracellular, properties, proteins associ- 
ated with, chicken gizzard smooth 
muscle, 11845 
function of P-glycoprotein, mutation of 
glycine 185 to valine and, 6686 
hydrogen ion-transporting, Escherichia 
coli, ion binding specificity of, 87 
Kdp, potassium binding sites in, 6678 
liver, rat, F, moiety of, 1775 
membrane-bound, FtsH forms complex in 
cytoplasmic membrane, Esche- 
richia coli, 23485 
mitochondrial 
biosynthesis regulation, 7689 
energy dependent dissociation of ATP 
from, oxidative phosphorylation, 
9074 
regulation of, coupling factor 1 ysubunit 
cysteine bridge, Chlamydomonas 
reinhardtii, 9813 
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sarcoplasmic reticulum 
calcium binding to detergent solub- 
lized, 17350 
calcium transport by, 4361 
subunits 
a, arginine 210 can be transferred to 
position 252 with partial retention 
of activity, Escherichia coli, 29407 
coupling hydrogen transport and ATP 
synthesis, Escherichia coli, 24609 
B-y, interaction required for catalysis, 
22850 


y, Suppression mutations in, 14042 
thylakoid unisite, unique characteristics 
of, 6607 
vacuolar 
Bafilomycin A1 as selective inhibitor of 
AB release, 2419 
nitrate inactivation of, 1557 
Adenosine triphosphate synthase gene B-F, 
transcriptional and post-transcriptional 
control of expression, mitochon- 
drial biogenesis, liver, 10342 
Adenosylcobalamin 
diol dehydrase genes dependent on, clon- 
ing of, Klebsiella oxytoca, 7142 
S-Ad ysteine hydrolase 
human ‘placental, p hotoaffinity labeling 
with [2-°H)8-azido-adenosine, 
16140 
as major hepatic copper binding protein, 
20698 
mouse, role in regulation of tissue and 
intracellular copper levels, 20703 
S-Adenosyl-L methionine:L methionine 
S-methyltransferase 
purification and properties of, Wollasto- 
nia biflora, 22344 
S-Ad ylmethionine decarboxylase gene 
intrenless mouse, coding for a functional 
enzyme, 5642 
stable amplification, Chinese hamster 
pont cells, 2124 
S-Ad ine synthetase 
menovalent cation activation of, 18277 
roles of cysteine 90 and cysteine 240 in 
activity of, 18484 
Adenovirus 
genome, stimulation of DNA transcrip- 
tion in a chromatin-like structure 
by replication factor, 9645 
human, E1A N Terminus/conserved do- 
main 1 polypeptides, transcrip- 
tional repression by, 23263 
mediated overexpression of 6-phospho- 
fructo-2-kinase/fructose-2,6- 
bisphosphatase, gluconeogenic rat 
hepatoma cells, 24229 
type E1A, cardiac gene transcription and 
DNA synthesis, ventricular myo- 
cytes, 7791 
type 12 E1A 52R protein, repressed c-Jun 
trans activation correlates with 
phosphorylation inhibition of c-Jun 
activation domain, 10754 
Adenovirus E4 promoter 
activated, abortive initiation and first 
bond formation at, 27332 
Adenovirus protease 
characterization of wild type and mutant 
forms of, 23250 
Adenyate cyclase toxin 
prevention of cell invasion by membrane 
depolarization, Bordetella pertus- 
sis, 9695 
Adenylate cyclase 
phosphoryl transfer catalyzed by, glycoly- 
sis and, intact muscle, 7311 
Adenylate cyclase toxin 
activities affected by differential fatty- 
acylation, 20250 
interaction of calcium with, Bordetella 
pertussis, 26370 
Adeny] cyclase 
voltage sensitive, activity in cultured 

















31462 


neurons, 14340 
Adenylosuccinate synthetase 
identification of essential second metal 
ion in reaction mechanism, Esche- 
richia coli, 15539 
L-aspartate binding site of, arginine resi- 
dues in, Escherichia coli, 13160 
Adenyly! cyclases 
adrenergic receptors a./B,-coupled, char- 
acterization of, during pregnancy, 
rat myometrium, 11012 
calcium sensitive, developmental expres- 
sion disrupted in brains of type 1 
adenylyl cyclase mutant mice, 
14352 
differential coupling to, muscarinic recep- 
tors m2 and m4, by G,a and G,a 
subunits, 16070 
identification of functional domains, in 
vivo chimeras in, 7573 
isolation of inactive and G protein resist- 
ant mutants, 22693 
membrane-bound, mammalian, review, 1 
novel, characterization of, human, 11581 
PTH stimulation of, enhanced by trunca- 
tion of carbyxyl-terminal of PTH/ 
PTHrP receptors, 8458 
regulation by protein kinase A, 12481 
supersensitization on p-opioid receptor- 
transfected CHO cells, 29732 
Adenylyl cyclase type 2 
distinct characteristics of basal activities 
of adenylyl cyclase 6 and, 21368 
Adenylyl cyclase type III 
calcium inhibition of, in vivo, 21480 
hormonal stimulation induces calcium 
oscillations, HEK-293 cells, 24108 
Adenylyl cyclase type V 
expression required for epidermal growth 
factor-mediated stimulation of 
cAMP accumulation, 27525 
Adenylyl cyclase type 6 
distinct characteristics of basal activities 
of adenylyl cyclase 2 and, 21368 
A-dGTP 
replication error rates for, leading and 
lagging, 2595 
Adhesion 
independent cell proliferation role of cy- 
clin A and c-Myc, 15923 
Adhesive plaque 
Mytilus edulis, hydroxyarginine contain- 
ing polyphenolic proteins, in, 
20183 
Adhesive plaque protein gene 
mussel, epidermal growth factor-like 
gene family, 6698 
ADH7 gene 
genomic structure and expression, retinol 
metabolism and, 4305 
Adipocytes. see also Adipose tissue 
CCAAT/enhancer binding protein in, in- 
sulin regulation of transcription, 
647 
B-cell relations, obesity, 1295 
glucose transport in 
okadaic acid stimulation of, rat, 3938 
transporter-binding protein, rat, 7869 
glyceraldehyde-3-phosphate dehydrogen- 
ase and fatty acid synthetase ac- 
tivity in, obese rat, 1102 
insulin stimulation 
endocytosis and, signaling during, 59 
of protein phosphatase-1 activity, rat, 
709 


novel serum protein similar to Clq, pro- 
duced exclusively in, 26746 
rat 
effects of brefeldin A on glucose trans- 
port system, 30199 
endocytosis and exocytosis, GLUT4 re- 
cycling pathway, 11489 
glucose transporter-binding protein in, 
rat, 7869 
glyceraldehyde-3-phosphate dehydro- 
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genase and fatty acid synthetase 
activity in, 1102 
insulin stimulation of protein phospha- 
tase-1 activity in, 709 
okadaic acid stimulation of glucose 
transport in, 3938 
tyrosine phosphorylation of IRS-1, 
growth hormone stimulation of, 
3471 
3T3-F 442, phorbol ester treatment, adre- 
nergic receptor B, down regulation 
in, 10952 
3T3-L1 
insulin control of PHAS-I, 18531 
nutrient control of GLUT1 processing 
and turnover in, 12094 
hosphatidylinositol 3’-kinase and glu- 
cose metabolism, 3442 
thiophosphotyrosine peptide activation 
of ph ph tidyli ro | 3-kinase, 
effect on glucose transport, 26000 
Adipokinetic hormone precursors 
cloning of distinct cDNAs for three differ- 
ent, Locusta migratoria, 23038 
Adipose cells. see also Adipocytes 
immortalized brown, adrenergic receptors 
B Be,Bs regulation by uncoupling 
protein gene, 10723 
Adipose-like cells 
thiazolidinediones and fatty acids convert 
myogenic cells into, 28183 
Adipose tissue. see also Adi 
brown, regulation of biosynthesis ATP 
synthase, 7689 
cDNA, cloning and functional expression 
of thyrotropin receptor, rat, 10833 
human aromatase P450 gene expression 
in, role of Jak/STAT pathway, es- 
trogen biosynthesis, 16449 
rat cDNA, cloning and functional expres- 
sion of thyrotropin receptor, 10833 
ADP. see Adenosine diphosphate 
Adrenal chromaffin cells 
quantral release of catecholamines from, 
3498 
Rabphilin3a enhances regulated secre- 
tion, 16714 
Adrenal cortical cells 
cholesteryl ester droplets associated with 
perilipins in, Leydig cells and, 
16970 
Adrenal gland 
hydroxylase activity, P450c11B3 mRNA 
expression, rat, 1643 
Adrenal glomerulosa cells 
low threshold calcium channels inhibited 
by protein kinase C activation by 
angiotensin II, 15137 
Adrenergic receptor genes 
ap, DNA-protein interactions in, 5614 
Bs, targeted disruption of, 29483 
B-Adrenergic receptor kinases 
lipid regulation of, 5742 
membrane association, role of pleckstrin 
homology domain, requires Gz, 
subunits and lipid, 11707 
mutational analysis of Pleckstrin homol- 
ogy domain of, 17000 
phosphorylation and activation by pro- 
tein kinase C, 18660 
regulated by phospholipids, 21346 
B-Adrenergic receptor mRNA-binding 
protein 
binds G-protein-linked receptors tran- 
scripts, 12787 
Adrenergic receptors 
@2/B-coupled 
adenylyl cyclase system, characteriza- 
tion of, during pregnancy, rat myo- 
metrium, 11012 





Pr 





a 

identification of critical determinants 
of subtype selective agonist bind- 
ing, 23189 

sequences required for activation of 
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Gaq subunits of G proteins, 9828 
@, ap, agonist occupancy of, accelerates 
degradation of G,,a/G,a, 17196 
“1B 
agonist occupancy of, accelerates deg- 
radation of G,,a/G,a, 17196 
agonist regulation of subcellular distri- 
bution and function of, 8902 
Y1-neuropeptide Y interaction with, 
regulation of phospholipase C, pro- 
tein kinase C, arachidonic acid 
and, 11789 
Qc, agonist occupancy of, accelerates 
degradation of G,,a/G,a, 17196 
24 
Gg coupling domain in amino terminus 
of third intracellular loop, 24753 
phosphorylation and desensitization, 
B-adrenergic receptor kinase-medi- 
ated, 4681 


dual effect on MAP kinase, 25259 

kinase-mediated phosphorylation, a2,- 
adrenergic receptor, 4681 

tyrosyl residues 350/354, phosphoryla- 
tion of, obligatory for counterregu- 
latory effects of insulin, 25305 

By 

determinants of internalization, 6482 

determinants of internalization (correc- 
tion), 10358 

phosphorylation and desensitization of, 


regulation by uncoupling protein gene, 
immortalized brown adipose cells, 
10723 

splicing of a carboxyl-terminal domain 
of, 6488 


purified, fluorescent labeling of, evi- 
dence for ligand-specific conforma- 
tional changes, 28268 
regulation by uncoupling protein gene, 
immortalized brown adipose cells, 
10723 
role of phosphorylation in agonist-pro- 
moted sequestration, 24782 
selective coupling to hematopoietic-spe- 
cific G proteins, 16008 
Bs 
down regulation of, phorbol ester treat- 
ment, 3T3-F442 adipocytes, 10952 
regulation by uncoupling protein gene, 
immortalized brown adipose cells, 
10723 
B-Adrenergic stimulation 
parotid gland phosphoproteins, 8061 
Adrenodoxin 
role of threonine 54 in iron-sulfur cluster 
and electron transfer, 29959 
Adrenomedullin 
stimulation, two signal transduction 
pathways, aortic endothelial cells, 
4412 
Adrenomedullin receptor 
rat, cloning and expression of cDNA en- 
coding, 25344 
Adrenoreceptor a, 
subtypes, regulation of vascular smooth 
muscle growth by, 30980 
ad4bp gene 
regulation, E box element, adrenal and 
gonadai development and, 7453 
Aequorin 
transfected, and measurement of cytoso- 
lic calcium ion concentration, HeLa 
cells, 9896 
Aerobic respiratory system 
resolution, terminal oxidase supercom- 
plex, fusion of respiratory com- 
plexes III and IV, Sulfolobus sp. 
strain 7, 30881 
respiratory complex II characterization, 
Sulfolobus sp. strain 7, 30902 
terminal oxidase subcomplexes character- 
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ization, Sulfolobus sp. strain 7, 
30893 
AE1 anion exchangers 
chicken erythroid, four variants of, 19752 
Affinity maturation 
mouse monoclonal antibody, anti-4-hy- 
droxy-3-nitrophenylacetyl, 22218 
AF-1 
amino terminal transcriptional activation 
function, estrogen receptor, hu- 
man, characterization of, 9535 
a-Agglutinin 
structure of, Saccharomyces cerevisiae, 
26168 


bovine cartilage 
N-and O-linked keratan sulfate on hya- 
luronan binding region of, 20516 
N-and O-linked keratan sulfate on hya- 
luronan binding region of (correc- 
tion), 31414 
catabolism of, cell-mediated, 2550 
from swarm rat chondrosarcoma cul- 
tures, chondroitin sulfate chains 
on, 8009 


in 
covalent modification by 8-(4-bromo-2,3- 
dioxobutylthio)ADP inhibits ADP 
induced platelet responses, 24482 


g 
B-amyloid accumulation and, brain, 1369 
oxidative modification of carbonic anhy- 
drase III and loss of phosphatase 
activity during, 14742 
Agonist-induced desensitization 
neurokinin-2 receptor, prevented by sin- 
gle mutation, Xenopus oocytes, 
27601 
Agonists 
modulation of palmitoylation, endothelial 
nitric oxide synthase, 995 
photolabile, P388D, cells, mapping of 
substance P receptor from, 1213 
regulation of subcellular distribution and 
function of a,,-adrenergic recep- 
tor, 8902 
Agonist selectivity 
» Opioid receptor of, 12977 
Agonist specificity 
thrombin receptor mechanisms of, 21619 


n 
heparan sulfate proteoglycan, 3392 
novel mRNA, alternatively spliced, pre- 
ferrential expression in non-neuro- 
nal cells, 15934 
Agrin receptor 
membrane organization of a-dystrogly- 
can-B-dystroglycan complex, rela- 
tionship to an, 25956 
Agrobacterium tumefaciens 
initiation of T-DNA processing, 1269 
nopaline catabolism promoter, role of, 
divergent transcription and remote 
operator in expression, 12339 
AGU. see Aspartylglycosaminuria, 
Finnish-type 
A-helix motif 
phosphorylation sites and,MAP kinase- 
activated protein kinase 2 consitu- 
tive activation by mutation of, 
27213 
Ah receptor 
DNA binding specificities and pairing 
rules of ARNT, SIM proteins and, 
26292 
mouse, transcriptional activation by, 
12697 
AidB gene 
Escherichia coli, transcriptional activa- 
tion, binding of methylated Ada 
protein, 8285 
A-kinase anchor protein 100 
cloning and characterization of, 9327 
Alanine 
incorporation of, lipoteichoic acid and 
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wall teichoic acid, Bacillus subti- 
lus, 15598 
transport, protein kinase C-dependent 
regulation, system B, 3582 
Alanine-scanning mutagenesis 
catalytic mouse primase subunit, 3905 
of F,-F, ATP synthase ¢ subunit reveals 
two classes of mutants, Esche- 
richia coli, 23300 
identification of choline acetyltransferase 
active site arginine by, 29111 
Albumin 
serum, bilirubin transfer from, 1074 
S-nitrosation by dinitrosyl-iron complex, 
29244 


Alcohol dehydrogenase 
class IV gene, molecular analysis of, 4305 
human stomach, expression and kinetic 
characterization, 3625 
human 5 gene expression 
regulation of, 9002 
regulation of (correction), 31414 
mouse class IV, cloning of cDNA, tissue 
specific expression of murine alco- 
hol dehydrogenase genes, 10868 
short-chain 
tissue-specific, liver, 3900 
11-cis retinol, retinal pigment epithe- 
lium, 1107 
Alcohol:NAD* oxidoreductase 
presence in liver peroxisomes, rat, 37 
Alcohols 
inhibition of potassium channel, 19408 
Aldehyde dehydrogenase gene expression 
human mitochondrial, inhibition by triple 
helix formation, hepatoma cells, 
28402 
Aldehyde dehydrogenase I gene 
human, transcriptional regulation of, 
17521 
Aldehyde oxidase 
bovine liver, purification, cDNA cloning 
and tissue distribution, 31037 
Aldehydic abasic site 
solution structure of DNA heteroduplex 
containing, 22980 
Aldolase 
tracheal smooth muscle, binding of inosi- 
tol 1,4,5-triphosphate, 20459 
Aldolase C gene promoter 
rat brain specific, expression in trans- 
genic mice, 20316 
Aldose reductase 
human, role of arginine 268, 16911 
Aldosterone synthase 
activity, determinants of, molecular vari- 
ance in p450c11AS gene, Dahl 
rats, 16555 
Alkaline peptidase 
120-kDa, from Trypanosoma cruzi, gener- 
ation of calcium signaling factor 
and, 5172 
Alkaline phosphatase 
detergent insolubility of, interaction of 
sphingolipids and cholesteral in, 
6254 
tryptophan 109, triplet energy transfer to 
bound terbium, Escherichia coli, 
22890 
Alkaline phosphatase gene 
tumor necrosis factor a modulates reti- 
noic acid regulation of expression, 
8958 
Alkaline phosphatase isoforms 
intestinal, membrane binding of, glycan 
h ph tidyli ro | linkage, rat, 








white face hornet venom, sequence iden- 
tity and antigenic cross-reactivity 
and, 4457 
Alloantigen RT6.1 
reversible NAD*-dependent ADP-ribosy- 
lation of, intact rat lymphocytes, 
22747 
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Allophycocyanin 
pressure-induced dissociation and dena- 
turation at subzero temperatures, 
28759 
a-fetoprotein promoter 
down regulation by c-jun without DNA 
binding, HepG2 hepatoma cells, 
rat, 10204 


a, 
fatty acylation of, 9667 
Alu-essociated protein 
signal recognition particle binds Alu in- 
terspersed repeat sequence RNAs, 
10179 
Alu binding protein 
human sperm chromatin, prevents DNA 
methylation, 18539 
Alu DNA repeats 
function as estrogen receptor-dependent 
transcriptional enhancers, 22777 
Alu elements 
human, nucleosome positioning in chro- 
matin by, 10091 
Alu repeat 
transcription silencer of Wilms’ tumor 
gene WT1 in, 17908 
Alveolar macrophages 
rat basophilic leukemia cells and, leuko- 
triene synthetic capacity and nu- 
clear 5-lipoxygenase translocation 
in, 21652 
Alzheimer amyloid precursor protein 


sorting signals in, 3565 
transcripts levels and alternative splic- 
ing in brains of APP transgenic 
mice and humans with, 28257 
BA4, protelytic processing of, 14140 
secretion, muscarinic regulation of, 4916 
Alzheimer amyloid precursor proteoglycan 
in brain, produced by astrocytes not neu- 
rons, primary neural cultures, 
11839 
Alzheimer B-amyloid peptide 
calcium dependent binding of human 
amyloid P component to, 10392 
Alzheimer £-peptide 
fibril formation inhibited by serum amy- 
loid P component, 26041 
Alzheimer’s disease 
B-amyloid accumulation in brain, 1369 
amyloid deposits, apolipoprotein J-Alzhei- 
mer’s Af interaction, 7563 
amyloid B protein in brain, 7013 
microtubule-associated proteins in, 7679 
mutation associated with, alterations of 
intracellular pH and, 4058 
Amadori product 
enzymatic degradation, into free fruc- 
tosamine, 218 
Amanitin a 
action, pyrophosphorolysis and elonga- 
tion by RNA polymerase II, 19114 
Amastin/tuzin gene cluster 
elements regulating post-transcriptional 
expression, Trypanosoma cruzi, 
22586 
Amicyanin 
electron transfer from, to cytochrome 
c-551i affected by complex forma- 
tion with methylamine dehydro- 
genase, 23941 
Amidotransferase domain 
substructure of, mammalian carbamyl 
phosphate synthetase, 2190 
Amiloride 
sensitive sodium channel, novel, molecu- 
lar cloning and functional expres- 
sion of, 27411 
Amino acids 
alterations to, M5S5 boundary, sarcoplas- 
mic reticulum, 908 
essential, identification of, within Cu, 
binding site, cytochrome c oxidase 
subunit II, 25363 
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flanking, role in down-regulation of insu- 
lin receptor, 3115 
glycated 
enzymatic degradation, 218 
by methylglyoxal, free radicals gener- 
ated during, 28228 
hydrophobic, RIIB dimerization, 1935 
ionizable, catalysis in barley B-glu- 
canases, 8093 
N-terminals 
15, y subunit interaction with a sub- 
unit, 2946 
118, processing of rat renal mitochon- 
drial glutaminase precursor, 1191 
positively charged, transmembrane heli- 
ces 6 and 7, 4185 
residues 
control, reactivation of acetylcholinest- 
erase, 6370 
identification, carboxyl terminus, 1092 
mutation, tyrosine kinase domain of 
IGF-I receptor, autophosphoryla- 
tion and, 2764 
phospholipase C41, for catalysis, 5495 
sequences 
active-site, substrate specificity and, 
liver isozymes, 3625 
distantly spaced, cathepsin D phospho- 
rylation, 170 
partial, G protein-activated phospho- 
lipase C, squid photoreceptors, 854 
single changes, signal receptor domain of 
XyIR, 5144 
transporter characterization, Arabidop- 
sis, 16315 
57 and 64, lipopolysaccharide binding 
domain in CD14 between, 5219 
70-carboxy]-terminal, nascent secretory 
proteins, protection, 6170 
Aminoacyl acceptor stem 
selenocysteine tRNA*** function of, in 
selenocysteylation, eukaryotes, 
18570 
Aminoacyl-tRNA synthetases 
editing of homocysteine, Escherichia coli, 
17672 
4-Aminobutylcadaverine 
novel polyamine in legume nodules, 9932 
4-Aminobutyrate transporter 
gabP encoded, ligand recognition proper- 
ties of, Escherichia coli, 19893 
y-Aminobutyric acid 
glucose modulates release from pancre- 
atic BTC6 cell line, 30286 
transporters, short external loops as po- 
tential substrate binding site of, 
28712 
type A receptor polypeptides, endogenous 
phosphorylation of, by Ser/Thr and 
Tyr kinase activities, 26482 
y-Aminobyturic acid, receptor 
characterization of a6 and ala6 sub- 
units, adult rat cerebellum, 21285 
1-Aminocyclopropane- 1-carboxylate 
synthase 
Encoded by indoleacetic acid-responsive 
gene ASC4, Arabidopsis thaliana, 
19083 
1-Aminocyclopropane-1-carboxylic acid syn- 
thase gene (LE-ACS3) 
expression during flooding in the roots of 
tomato plants, 14056 
Aminoethylsulfide 
derivatives, specificity for, human fibro- 
blast lysosomes, 1179 
Aminoethylthiol 
derivatives, specificity for, human fibro- 
blast lysosomes, 1179 
Aminoglycerophospholipids 
synthesis and intracellular transport of, 
in permeablized cells, Saccharomy- 
ces cerevisiae, 29836 
Aminoglycoside phosphotransferase type 
Ita 
kinetic mechanism of, 24686 
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8-Aminolevulinic acid dehydratase 
Bradyrhizobium japanicum, with altered 
metal requirement, tetrapyrrole 
synthesis, soybean root nodules, 
19823 
Aminopeptidase 
membrane, novel insulin-regulated 
characterization from Glut4 vesicles, 
23612 
characterization from Glut4 vesicles 
(correction), 30236 
puromycin-sensitive, sequence analysis, 
expression and functional] charac- 
terization, 26931 
Aminopeptidase N 
insect, molecular cloning of, receptor for 
CrylA(c) toxin, Bacillus thuring- 
iensis, 17765 
transcytosis mediated by non-cytoplasmic 
signal, Caco-2 cells, 22933 
4-Aminophenylmercuric acetate 
activation of 92-kDa gelatinase by, 6351 
proteinases and, activation TIMP-1 com- 
plex, pro-matrix metalloprotein- 
ase-9, 18506 
Amino-terminal fragment 
B-amyloid peptide, modulation of amyloid 
formation in, 3063 
Amino-terminal propeptide 
acidic domain in, mouse a2(XI) collagen, 
2372 
Amino termini 
role of, in ligand dependent and inde- 
pendent functions, thyroid hor- 
mone receptor, 14274 
a-Amino-3-hydroxy-5-methylisoxazole-4- 
propionic acid receptor GluR-B 
pre-mRNA 
editing reveals site selective adenosine/ 
inosine conversion, 8566 
a-Amino-3-hydroxy-5-methy]-4-isox- 
azolepropionic acid 
MAP kinase activation by, via G-protein 
Bysubunits, rat cortical neurons, 
22783 
AMP. see Adenosine monophosphate 
Amphibacillus xylanus NADH oxidase 
scavenging activity for alkyl hydroperox- 
ide and hydrogen peroxide, 25645 
Amphipathic a-helixes 
class A, tandem repeats of, 1602 
Amphipathicity 
role in folding, small proteins, 1048 
Amphoterin 
cellular binding site, RAGE, 25752 
Amyloid A 
serum gene expression, liver, NF-«B and 
C/EBP heteromer participation in, 
7365 
Amyioid 6 
apolipoprotein E binding to, 9039 
intracellular accumulation of, cells ex- 
pressing Swedish mutant amyloid 
precursor protein, 26727 
Amyloid £-protein 
aggregation, pathological properties in 
cerebrovascular smooth muscle 
cells, 20887 
coagulation factor Xla cleaves RHDS se- 
quence and abolishes cell adhesive 
properties of, 26265 
inhibition of ubiquitin-dependent protein 
degradation in vitro, 19702 
secreted, aggregation into SDS stable oli- 
gomers, cell culture, 9564 
Amyloid B-protein precursor. see also Amy- 
loid precursor protein 
Alzheimer’s disease, brain, 7013. see also 
Alzheimer entries 
cytoplasmic domain, sorting signals in, 
3565 
formation of Golgi secretory vesicles con- 
taining, 23243 
generation of amyloidogenic C-terminal 
fragments during rapid axonal 
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transport in vivo, optic nerve, 
17268 
mutant 
of kunitz-type protease inhibitor do- 
main enhances plasmin inhibition, 
22827 
vacuolar hydrogen-ATPase inhibitor 
effects, 6186 
production, amyloid precursor protein 
secretion and, muscarinic regula- 
tion, 4916 
Rab1B regulation of exocytosis and proc- 
essing of, 10982 
wild-type, vacuolar hydrogen-ATPase in- 
hibitor effects, 6186 
Amyloid B-protein precursor transcripts 
levels and alternative splicing in brains 
of APP transgenic mice and hu- 
mans with Alzheimer’s disease, 
28257 
Amyloidogenic fragments 
of amyloid precursor protein, AB1—42 in- 
tracellular aggregates stimulate 
accumulation of, transfected cells, 
14786 
Amyloid P component 
human, calcium dependent binding of, 
Alzheimer’s B-amyloid peptide, 
10392 
Amyloid-f peptides 
amino-terminal deletions enhance aggre- 
gation of, in vitro, 23895 
amino-terminal fragment of, modulation 
of amyloid formation in, 3063 
degradation, proteinases released by cul- 
tured cells, 1369 
specificity of serpin-enzyme complex re- 
ceptor recognition of, hepatoma 
and neuronal ceils, 28022 
Amyloid precursor gene 
formation of chondroitin sulfate attach- 
ment site of appican in, 10388 
identification and characterization of KB/ 
rel binding site in the regulatory 
region of, 26774 
Amyloid precursor-like protein 2 
metabolism of, MDCK cells, 12641 
Amyloid precursor protein. see also Amy- 
loid B-protein precursor 
Alzheimer’s disease, muscarinic regula- 
tion of secretion, 4916. see also Al- 
zheimer entries 
amyloidogenic fragments of, AB1—42 in- 
tracellular aggregates stimulate 
accumulation of, transfected cells, 
14786 
biogenesis, extracellular matrix effects, 
microglial cells, 7104 
exchange of extracellular domain for 
horse radish peroxidase random- 
izes secretion in MDCK ceils, 
30310 
missorting, MDCK cells, 4058 
novel regulation of chrondroitin sulfate 
glycosaminoglycan modification of, 
and homologue APLP2, 16522 
regions of Fe65 protein bind intracellular 
domain of, 30853 
secretion, tyrosine phosphorylation-de- 
pendent stimulation of, 8337 
specific inhibition of Af release, Bafilo- 
mycin Al, 2419 
transmembrane, ligand-dependent G pro- 
tein coupling function of, 4205 
Amyloid protein precursor mRNA 
interaction with nucleolin and heteroge- 
neous nuclear ribonucleoprotein C 
proteins, 17292 
Amyloids 
formation of, modulation by amino-termi- 
nal fragment of amyloid B-peptide, 
3063 
A and L complex to carboxyl-terminal 
fragments of apolipoprotein E, 
17610 
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Amyotrophic lateral sclerosis 
familial, superoxide dismutase 1 subunits 
linked to, 3234 
Anabaena PCC 7120 
cloning, sequence and regulation of gluta- 
thione reductase gene, 22882 
Anabaena variabilis 
prokaryotic ubiquitin in, 3720 
Anacystis nidulans 
transient accumulation of heme O in cy- 
toplasmic membrane of semi an- 
aerobic, 27937 
Anaerobic fungi 
conserved noncatalytic 40-residue func- 
tions as protein docking domain in 
hemicellulases and cellulases, 
29314 
Analog visual pigment 
9-demethylretinal, reduced light-depend- 
ent phosphorylation of, 6718 
Anandamide 
characterization of enzyme hydrolyzing 
and synthesizing, porcine brain, 
23823 
Anandamide amidohydrolase 
activity, brain microsomes, rat, 6030 
Anaphylatoxin C5a receptor 
human, MAP-kinase activation requires 
input from, 19828 
a,-B Anchoring site 
properties of, in voltage-dependent cal- 
cium channels, 12056 
Androgen receptor 
activation, regulation by dnaJ protein, 
5251 


antagonist or agonist activities, compari- 
son of hydroxyflutamide with vin- 
clozolin, 19998 
ligand-induced conformational alter- 
ations, study of antiandrogen 
mechanism of action, 27569 
N-terminal domain of, two transcription 
activation units in, 7341 
transcriptional suppression by proteins 
binding single-stranded DNA, 
10968 
Androgen receptor dimer 
human, ligand activated, evidence for 
anti-parallel orientation of, 29983 
Anesthetics 
volatile, mechanism of calcium-ATPase 
inhibition by, 28239 
Angiogenesis 
CXC chemokine-mediated, functional role 
of ELR motif in, 27348 
Angiogenic activity 
replacing surface loop endows, ribonucle- 
ase A, 17180 
Angiotensin 
convergence of signaling cascades with 
platelet derived growth factor re- 
ceptor, in vascular smooth muscle 
cells, 12563 
receptor, stable expression in CHO-K1 
cells, 207 
receptor antagonists, tetrazole and car- 
boxylate groups of, 2284 
Angiotensin agonist 
non-peptide, interaction with AT, recep- 
tor, 1493 
Angiotensin-converting enzyme 
AcSDKP hydrolysis by, 3656 
evolutionary conserved single-domain, 
cloning and expression of, Dro- 
sophila, 13613 
human endothelial, cell surface localiza- 
tion of proteolysis of, 28962 
Angiotensin-converting enzyme gene 
cAMP response elements, mediate tran- 
scriptional activation by CREM7z 
and CREMa, 19078 
Angiotensin II 
activation 
phospholipase C-y1, inhibited by 
pp60c-sre antibodies, rat aortic 
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smooth muscle, 15734 
protein kinase C inhibits low threshold 
calcium channels, adrenal glo- 
merulosa cells, 15137 
sodium/bicarbonate symport, cardiac 
cells, 20432 
STAT pathway, T3CHO/AT,, cells, 
19059 
tyrosine kinases in rat liver epithelial 
cells, 28440 
Agr? of, docking with Asp”*! of AT, es- 
sential for agonism, 12846 
c-Jun-c-Fos heterodimer DNA binding 
activity mediated by reactive oxy- 
gen intermediates, myogenic cells, 
22129 
hypertrophy of rat vascular smooth mus- 
cle induced by, associated with 
phosphorylation of upstream bind- 
ing factor, 25096 
protein synthesis induced by, role of p70 
S6 protein kinase in, vascular 
smooth muscle cells, 5225 
stimulation 
system y* and cationic amino acid 
transporter gene expression, cul- 
tured vascular smooth muscle 
cells, 27577 
tyrosine phosphorylation, paxillin, aor- 
tic smooth muscle cells, 4401 
AT, receptor and, role of residues in ago- 
nist activation, 28511 
Angiotensin II amide 
central, leech, 1575 
Angiotensin II receptors 
(AT,) (rat), mutagenesis and molecular 
modeling of, 14024 
activation, critical role of conserved in- 
tramembrane tyrosine residue, 
9702 
endocytosis involves two distinct regions 
of cytoplasmic tail, 22153 
inhibition of T-type calcium current, 
NG108-15 cells, 1670 
losartan-sensitive, novel signaling path- 
way, 20942 
type 1 
identification of domain in, determin- 
ing G, coupling, 16677 
role of NPLFY sequence in function of, 
16602 
type la, hypotension and hyperreninemia 
in deficient mice, 18719 
type 2, growth dependent expression reg- 
ulated by interferon regulatory fac- 
tor-1 and -2, 20225 
Angiotensin II type la receptor gene 
transcription inhibited by negative cis- 
regulatory element and trans-act- 
ing protein, 24282 
Angiotensinogen 
mutation, in preeclampsia, altered kinet- 
ics of renin-angiotensin system, 
11430 
proform of eosinophil major basic protein, 
in human pregnancy serum and 
plasma, binding to, 13645 
Anguilla anguilla 
structure and function of cathodic hemo- 
globin, 18897 
Anion channels 
mitochondria inner membrane sensitive 
to ATP, yeast, 19262 
outwardly rectified, protein kinase A ac- 
tivation of, CFTR regulation, 1521 
Anion conductive pathways 
support of electrogenic hydrogen pump- 
ing, L. major promastigotes, 5299 
Anion efflux pumps 
ATP-dependent, 2,4-dinitrophenyl-S-glu- 
tathione, 5312 
Anion exchange protein 
erythrocyte plasma membrane, role of 
cysteine residues in, 8521 
Anion exchangers 
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AE1 
human, expression, purification and 
reconsitiution, Saccharomyces cer- 
evisiae, 21028 
mammalian, conserved glutamate re- 
sponsible for ion selectivity and pH 
dependence of, 28751 
AE2 (mammalian), conserved glutamate 
responsible for ion selectivity and 
pH dependence of, 28751 
ANK repeats of ankyrin form two bind- 
ing sites for, erythrocytes, 22050 
Anion transport 
stilbene disulfonate-sensitive, generation 
by coexpressed fragments of hu- 
man red cell anion exchanger 
(Band 3,AE1), 9097 
Ankyrin 
ANK repeats of, form two binding sites 
for anion exchanger, erythrocytes, 
22050 
gene, axonal initial segment and node of 
Ranvier, 2352 
identification of binding motif for, on so- 
dium, potassium-ATPase a sub- 
unit, 29971 
interaction with ryanodine receptor, reg- 
ulation of internal calcium re- 
lease,T-lymphoma cells, mouse, 
17917 
mechanism for binding site diversity on, 
31298 
Ankyrin-binding domain 
inositol 1,4,5-trisphosphate receptor, T- 
lymphoma cells, 7257 
Annexin II heterotetramer 
In vitro phosphorylation by protein ki- 
nase C, 27143 
Antagonism 
transactivation and AP1, retinoic acid 
receptor a, 923 
Anthrax toxin 
lethal factor of, effect on ion channels 
formed by protective antigen, 
18626 
Antiandrogen 
mechanism of action, ligand-induced con- 
formational alterations of andro- 
gen receptor, 27569 
Antibacterial activity 
purification, primary structure and, novel 
limulus lectin-L6, 14493 
Antibacterial peptide 
novel, moricin, isolated from Bombyx 
mori, 29923 
Antibody 
antireceptor, RGD cell adhesion mimic, 
2268 
Antibody heavy chain CDR1 
contribution to digoxin binding, 28541 
Anti-CD3 single-chain immunotoxin 
using truncated diphtheria toxin avoids 
inhibition by pre-existing antibod- 
ies in human blood, 28037 
Anti-CD9 monoclonal antibody 
p72syk activation by, human platelets, 
15119 
Antichaeotrophic salts 
stimulation of herpes simplex virus type 
I protease, 30168 
a1-Antichymotrypsin 
identification of lysines important for 
DNA binding, 14548 
a,-Antichymotrypsin-cathepsin G 
complexes 
recognition, lipoprotein receptor-related 
protein, 2841 
Anti-dansyl chimeric antibodies 
formed by mouse IgG2b and human Igm 
domain interchanges, structure 
and function of, 8571 
Antifolate-resistant L1210 cell variants 
role of varied expression at level of 
mRNA transcription, folypolygluta- 
mate synthetase gene, 26918 
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Antigenic cross-reactivity 
white face hornet venom allergen, se- 
quence identity and, 4457 
Antigenic variation 
mechanisms, Borrelia hermisii, 7783 
Antigen presentation 
without proteolytic cleavage, endogenous 
precursors, peptide-MHC class I 
complexes, 6515 
Anti-HIV deoxynucleotides 
recombinant yeast mitochondrial DNA 
polymerase, incorporation of, 
18929 
Anti-inflammatory agents 
BMS-181162, inhibition of nonpancreatic 
phospholipase A, by, 274 
Anti-lysozyme antibody HyHEL10 
monoclonal, role of tyrosine residues in 
antigen binding, 18551 
Anti-oncogenic mutants 
of neurofibromin, inhibition of Ras/Raf 
interaction, cell free systems, 
28834 
Antioxidant response elements 
characterization of, in quinone reductase, 
rat, 24468 
regulation mediated by, gene expression, 
6894 
Antiporter 
NhaA-sodium/hydrogen, amino acid resi- 
due replacements of histidine 226, 
Escherichia coli, 26813 
Antireceptor antibody 
RGD cell adhesion mimic, 2268 
Antisense 
oligonucleotides, mouse oocytes, inhibi- 
tion of zona pellucida gene expres- 
sion by, 849 
Antisense DNA 
gene regulation by in vivo production of, 
19684 
Antisense inhibition 
protein tyrosine phosphatase LAR, 2435 
Antisense RNA induction 
study of 3T3-L1 preadipocytes, early 
stages of differentiation, 119 
Antisense transcripts 
naturally occurring, chick embryo chon- 
drocytes, down-regulation of colla- 
gen gene, 3400 
Antithrombin 
proteinase binding defect in reactant site 
variant of, kinetic characterization 
of, 9717 
proteinase reactions with, acceleration by 
low affinity heparin, 9043 
Antithrombocytic mechanism 
naroparcil, rabbit, 2662 
Antithrombotic agents 
calreticulin, thrombosis and, canine coro- 
nary arteries, 8179 
Antithrombotic properties 
serpin novel, recombinant, with poten- 
tial, 11866 
Antitrypsin a, 
human deficiency variants, mutations 
which enhance secretion of, impede 
loop/sheet polymerization, 8393 
hydrophobic core of, thermostable muta- 
tion suppresses folding defect in 
Z-type variant, 8597 
latent, preparation and characterization 
of, 5282 
novel gene, lipopolysaccharide-induced 
expression of, role of distal en- 
hancer with functional NF-«B- 
binding site, 29201 
a,-Antitrypsin-elastase 
recognition, low density lipoprotein re- 
ceptor-related protein, 2841 
a,-Antitrypsin Mmalton 
forms loop-sheet polymers, in vivo, 16864 
Antizyme 
rat, inhibition of ornithine decarboxylase 
activity, Trypanosoma brucei, 
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10264 
Anti-a2 to 8-linked polysialic acid 
antibodies to, specificities of, 18923 
Anti-4-hydroxy-3-nitrophenylacety! 
mouse monoclonal antibody, affinity mat- 
uration of, 22218 
Antral mucosal membranes 
porcine, vasoactive intestinal polypep- 
tide-degrading endoprotease from, 
7809 
Aortic smooth muscle 
growth factor induced phosphorylation 
and activation of sodium/calcium 
exchanger, 8996 
Aortic smooth muscle cells 
interleukin-18, vascular endothelial 
growth factor induction by, 308 
paxillin in, angiotensin II stimulation of 
tyrosine phosphorylation, 4401 
Apamin 
and MCD peptide, precursors encoded by 
two genes sharing same 3’ exon, 
bee venom, 12704 
Apatite 
rapid formation of, osteoblastic cell line 
UMR106-—01-BSP, 9420 
APC protein 
E-cadherin and, independent complexes 
with a-catenin, B-catenin, and pla- 
koglobin, 5549 
Apical endosomal compartment 
intestine, protein from, rat, 1583 
APLP2 
amyloid precursor protein and, novel reg- 
ulation of modification by chron- 
droitin sulfate glycosaminoglycan, 
16522 
APLP2 gene 
mouse, chromosomal localization and pro- 
moter characterization, 25475 
Aplysia 
eye, identification of three proteins whose 
synthesis is affected by serotonin, 
14619 
Apo-acy! carrier protein 
inhibitor of cell growth, Escherichia coli, 
22229 
ApoA-lI 
hepatic, stimulation of production by die- 
tary fat, 19833 
ApoB 
containing lipoproteins, brefeldin A re- 
versibly inhibits assembly of, in 
McA-RH7777 cells, 28879 
Apobec-1 
catalytic subunit of apolipoprotein B 
mRNA editing enzyme, novel RNA 
binding protein, 14762 
subunit of apolipoprotein B mRNA edit- 
ing enzyme, mutagenesis of reveals 
mediating domains 
cystosine nucleoside deaminase, 14768 
RNA binding, 14768 
RNA editing activity, 14768 
Apobecl gene 
apolipoprvtein B m-RNA editing protein, 
expression of, mice, 13042 
Apocytochrome c 
translocation across the outer membrane 
of mitochondria, 12390 
Apolipophorin-III 
alignment of a-helices, in complex with 
dimyristoylphophatidylcholine, 
12542 
Apolipoprotein 
content of HDL, modulation of cholesterol 
efflux by, Fu5AH Hepatoma cells, 
13004 
exchangeable, lipid association and, 1602 
J-Alzhheimer’s Af interaction, 7563 
mediated cellular lipid efflux, regulation 
of cholesterol incorporation into , 
rat vascular smooth muscle cells, 
26216 
Apolipoprotein(a) 
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cysteine 4362 required for apolipoprotein 
B covalent linkage with, in vivo, 
23914 
Kringles of, lysine-binding sites in, 6227 
Apolipoprotein AI 
conformation in reconstituted discoidal 
lipoproteins, 27429 
gene transcription, involvement of Egr-1 
in, 7004 
human, regulation of gene expression by 
enhancer element in apolipoprotein 
C-III gene, intestinal epithelium, 
19979 
mRNA, rat liver, thyroid hormone effects 
on maturation, 3996 
post-transcriptional regulation of by diet, 
19833 
properties of an N-terminal proteolytic 
fragment, 11290 
role of, in cholesterol transfer between 
lipoproteins, 8588 
structure and particle stability, effect of 
neutral lipid content of high den- 
sity lipoprotein, 26910 
in vivo catabolism, carboxyl-terminal do- 
main truncation alteration of, 5469 
Apolipoprotein AI regulatory protein 
transcriptional regulation of the cho- 
lesteryl ester transfer protein gene 
by, 29916 
Apolipoprotein B 
advanced glycosylation end product modi- 
fication, uptake by low density li- 
poproteins blocked by, 10828 
amino terminus of, translocation into en- 
doplasmic reticulum, 7261 
cysteine 4362 required for covalent link- 
age with apolipoprotein(a), in vivo, 
23914 
degradation of, in post-endoplasmic retic- 
ulum compartment, cultured rat 
hepatocytes, 24924 
de novo synthesized, translocation deter- 
mines fate of, in HepG2 cells, 
28892 
m-RNA editing, expression of Apobec1 
gene, mice, 13042 
protein-protein interaction with, lipopro- 
tein lipase association, 8081 
surface-core relationships, human, 9192 
truncated, inhibition of secretion by 
lamine, 13318 
Apolipoprotein B mRNA editing enzyme 
catalytic subunit apobec-1, novel RNA 
binding protein, 14762 
Apolipoprotein B100 
low density lipoproteins endocytosis, me- 
diated by glycoprotein 330/low den- 
sity lipoprotein receptor-related 
protein-2, 19417 
Apolipoprotein C-III 
transcriptional suppression by hypolipi- 
demic drugs/peroxisome prolifera- 
tors, 13470 
Apolipoprotein C-III gene 
enhancer element in, regulates human 
apolipoprotein A-I gene expression, 
intestinal epithelium, 19979 
Apolipoprotein D 
mammalian, relationship to novel outer 
membrane lipoprotein, Escherichia 
coli, 23097 
Apolipoprotein E 
amyloids A and L complex to carboxyl- 
terminal fragments of, 17610 
attenuation of binding to B-amyloid, 9039 
deficient mice, intracellular localization 
and metabolism of chylomicron 
remnants in, 28767 
VLDL enhancement of triglyceride-rich 
lipoprotein binding by lipoprotein 
lipase and, 15747 
Apolipoprotein E/C-I gene locus 
structure of hepatic control region, hu- 
man, 22577 
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Apolipoprotein E gene 
human, negative regulation by transcrip- 
tion factor BEF-1, liver HepG2, 
15447 
Apolipoprotein E gene locus 
human, evolutionary duplication of he- 
patic control region in, 26278 
Apolipoprotein E3 
stable expression and secretion of, pro- 
duces differential effects on neurite 
outgrowth, mouse neuroblastoma 
cells, 27063 
Apolipoprotein E4 
inhibitory effect on neurite outgrowth 
associated with microtubule depo- 
lymerization, 19791 
stable expression and secretion of, pro- 
duces differential effects on neurite 
outgrowth, mouse neuroblastoma 
cells, 27063 
Apolipoprotein J 
glycoprotein 330 
endocytic receptor for, 13070 
endocytic receptor for (correction), 
23234 
Apoprotein B100 
binding of heat shock protein 70, 25220 
Apoprotein E 
cell lipid metabolism and, 1761 
Apoptosis. see also Programmed cell death 
accumulation of RNA binding proteins 
during RNA degradation and, acti- 
vated T cells, 26593 
activation of p21 growth arrest pathway 
and, by cytoplasmic domain of in- 
tegrin B, 22673 
casein kinase-1 phosphorylates tumor 
necrosis factor p75 receptor and 
downregulates TNF signaling for, 
23293 
CrmA inhibits cytotoxic T-lymphocyte- 
mediated, 22705 
dominant negative mutant transforming 
growth factor-B receptors inhibits 
capillary morphogenesis and, 
21144 
excision of chromosomal DNA loops in 
course of, 20239 
ICE,,, III and ICE,,,IJ, molecular cloning 
and, 15870 
induction 
by c-Myc helix-loop-helix/leucine zipper 
domain in mouse 3T3-L1 fibro- 
blasts, 28797 
by dithiocarbamates, by raising intra- 
cellular level of redox-active cop- 
per, thymocytes, 26202 
by Fas and tumor necrosis factor 
cleavage of U1 small nuclear ribonu- 
cleoprotein during, 18738 
inhibited by baculovirus p35 protein, 
16526 
poxvirus crmA gene product, 3255 
by interferon-y, DAP3 is novel media- 
tor of, 27932 
by lovastatin, intracellular alkaliniza- 
tion effects, 6235 
by peroxynitrite, HL-60 cells, 16487 
by the phosphotyrosine phosphatase 
inhibitor bis(maltolato)oxovanadi- 
um(IV), B cells, 20824 
by T-cell activation, inhibited by reti- 
noids, 18672 
by tumor necrosis factor a, inhibited by 
plasminogen activator inhibitor 
type 2, 27894 
inhibition 
erythropoietin-dependent, roles of car- 
boxyl-truncated receptor forms and 
dominant negative forms of JAK2, 
14500 
by zinc finger protein A20 induced by 
activation of B-cell surface receptor 
DC40, 12343 
interleukin-2-dependent cytotoxic T lym- 
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phocyte cell line, intracellular acid- 
ification and, 3203 
Jurkat t-lymphoblasts, reduced 
numatrin/B23/nucleophosmin la- 
beling in, 9429 
proteolysis of fodrin during, 6425 
regulation, retinoids, 6022 
role of phosphorylation of protein B23 
during, prostate gland, 21009 
signaling by Fas/APO1, 7795 
Apoptotic pathway 
Fas, regulation by Ab1, 22625 
Aporeceptor complexes 
hsp90 mutants disrupt glucocorticoid re- 
ceptor ligand binding and destabi- 
lize, 29433 
Appican 
chondroitin sulfate attachment site of, 
amyloid precursor gene, 10388 
APP transgenic mice 
amyloid 8 protein precursor transcripts 
levels and alternative splicing in 
brains of humans with Alzheimer’s 
disease and, 28257 
Apurinic endonuclease 
human, incision activity at abasic site 
analogs in DNA, 16002 
Apurinic endonuclease gene 
promoter region of, 5556 
activity regulation by MAP kinases, mi- 
nireview, 16483 
adaptor complex domains, Golgi mem- 
brane binding and clathrin recruit- 
ment, 4933 
antagonism functions, retinoic acid recep- 
tor a, 923 
functional element in proximal promoter 
of loricrin gene, regulation of ex- 
pression, mouse, 10792 
inducible genes and transcription factor 
binding, transactivation by Molony 
leukemia retroviral long terminal 
repeat, 13637 
MAP kinase pathway and, activated dur- 
ing cAMP induced melanogenesis, 
B-16 melanoma cells, 24315 
required for ceramide-induced apoptosis, 
human leukemia HL-60 cells, 
27326 
AP-1 transcription factor 
a1(I) procollagen gene increased expres- 
sion in myocardial fibroblasts, in- 
teraction with, tight skin mice, 
9313 
AP-2 
mammalian complexes, clathrin-binding 
site in hinge of 62 chain of, 31059 
transcriptiona! analysis of acetylcholine 
receptor a3 gene promoter motifs 
that bind Sp1 and, 8514 
AP-2 adaptor 
a chain is a clathrin binding subunit, 
23768 
AP-3 
clathrin assembly protein, binding of spe- 
cific inositol polyphophatase to, 
1564 
Ap,A. see Diadenosine 
5’,5'''-P'-P*-tetraphosphate 
AqpZ 
molecular cloning and characterization 
of, Escherichia coli, 29063 
Aquaporin 
cDNA, from salivary, lacrimal and respi- 
ratory tissues, 1908 
Aquaporin-collecting duct water channel 
protein 
stimulation of water permeability by cAMP-- 
dependent phosphorylation, Xeno- 
pus oocytes, 10384 
Aquaporin 3 gene 
human, isolation of, 17913 
Arabidopsis 
characterization of amino acid transport- 
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ers, 16315 
disulfide-linked dimer formation of, eth- 
ylene reponse mediator ETR1, 
12526 
Arabidopsis thaliana 
molybdenum cofactor biosynthesis gene, 
6100 
NADPH oxidoreductase homologues 
from, confer tolerance towards dia- 
mide, in yeast, 26224 
putative copper transporter, molecular 
characterization of yeast homo- 
logue and, 28479 
pyruvate dehydrogenase from, cDNA 
clone of E2 subunit of, 5412 
tryptophan biosynthetic enzymes, chloro- 
plast localization in, 6081 
1-aminocyclopropane-1-carboxylate syn- 
thase encoded by indoleacetic acid- 
responsive gene ASC4, 19093 
Arabidopsis 26 S protease subunit S5a 
inhibition by ubiquitin-mediated proteol- 
ysis, 29660 
1-6-p-Arabinofuranosylcytosine 
c-Abl activation regulates induction of 
SEK\1/stress-activated kinase path- 
way in response to, 30278 
Arachidonic acid 
activation of mitogen-activated protein 
kinase, liver epithelial WB cells, 
rat, 4201 
differential modulation, glutamate trans- 
porter, 6433 
inhibition of glutamate uptake, 9890 
mobilizaton by nitric oxide, mediated by 
calci independent phopholipase 
A, RAW 264.7 cell line, 14855 
peroxisomal f-oxidation requires both 
2,4-dienoyl-CoA reductase and 
5*-5-§?-4-dienoyl-CoA isomerase, 
13771 
reaction of, with tyrosyl radical of pros- 
taglandin H synthase-1, 10503 
regulation of phospholipase C, Y1-neu- 
ropeptide Y interaction with, a), 
adrenergic receptors, protein ki- 
nase C and, 11789 
Arachidonoy]-diacylglycerol kinase 
in vitro inhibition by polyphosphoinositi- 
des, 28647 
Archaebacterial histone-like protein 
MC1, binding to DNA minicircles, 6286 
Archaeosome 
conformational cycle, from Sulfolobus 
shibatae, 28818 
ARF. see Adenosine diphosphate-ribosyla- 
tion factors 





Arf 
modulation of phospholipase D activity, 
by cytosolic factors other than, 
14944 
sensitive phospholipase D, characteriza- 
tion of, porcine brain, 14935 
Arg-gingipain 
molecular cloning of, periodontal disease, 
1007 
Arg-Gly-Asp sequence 
conformationaily constrained, inserted 
into human lysozyme, 5687 
Arginine 
conversion to N-hydroxyarginine, enzy- 
mic synthesis of nitric oxide and, 
1721 
L-arginine, characterization of interac- 
tions with heme cofactor region of 
nitric oxide synthase, 27423 
Arginine-glycine-aspartic acid 
cell adhesion site, antireceptor antibody 
mimic of, 2268 
Arginine-specific cysteine proteinase 
construction and characterization of defi- 
cient mutants, Porphyromonas gin- 
givalis, 23619 
Arginine vasopressin 
stimulation of electrogenic sodium trans- 
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port, A6 cells, 16082 
Arginine 72 
role of, HIV-1 reverse transcriptase, 
19729 
Arginine 120 
required for inhibition by nonsteriodal 
anti-inflammatory drugs, prostag- 
landin G/H synthase-1, 29372 
Arginine 132 
cellular retinoic acid-binding protein-II, 
binding of retinoic acid and, 4518 
Arginine 145 
cleavage at converts coagulation factor IX 
zymogen into factor VIII binding 
enzyme, 14884 
Arginine 206 
C5a receptor, essential for ligand recogni- 
tion and receptor activation, 15966 
Arginine 210 
ATP synthase a subunit, can be trans- 
ferred to position 252 with partial 
retention of activity, Escherichia 
coli, 29407 
Arginine 268 
role of, human aldose reductase, 16911 
Aribidopsis thaliana 
SecY homolog in, 17664 
ARNT 
DNA binding specificities and pairing 
rules of SIM proteins, Ah receptor 
and, 26292 
Arnt 
regulation of E Box-containing promoters 
by, 13968 
Aromatase P450 gene 
expression in human adipose tissue, role 
of Jak/STAT pathway, estrogen 
biosynthesis, 16449 
human,Ad4BP/SF-1 regulation of cyclic 
AMP-.- induced transcription from 
proximal promoter (PII), ovary, 
13561 
Aromatic amine dehydrogenase 
cofactor TTQ in, common element trans- 
fer pathway for, 4293 
ARP 
plasma membrane-associated Ras-related 
GTPase, 30657 
Arrestin 
interactions, G protein-coupled receptors, 
720 
selective proteolysis by calpain, 24375 
visual, binding to rhodopsin, 6010 
Arrest relief 
yeast S-II structure-function relationship 
to RNA polymerase II, suppression 
of 6-azauracil sensitivity and, 8991 
ArsA ATPase 
role of cysteinyl residues in metalloacti- 
vation of, 11245 
Arsenite 
carboxy-terminal domain kinases, induc- 
tion of, 13091 
Arterial cells 
herpes simplex virus-1 infected, choles- 
terol trafficking altered in, 19630 
Arterivirus 
nsp2 protease, 16671 
Arthrobacter globiformis 
histamine oxidase from, bacterial copper- 
topa quinone in, 4712 
Arthrobacter protophormiae 
enhanced transglycosylation activity of 
endo-f-N-acetylglucosaminidase, in 
presence of organic solvents, 17723 
synthesis of neoglyoconjugates, by trans- 
glycosylation with endo-B-N-acetyl- 
glucosaminidase, 17723 
Arthromyces ramosus 
crystal structures of cyanide and triio- 
dide-bound forms of peroxidase, 
21884 
Aryl hydrocarbon receptor 
identification of functional domains of, 
29270 
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Arylphorin-binding protein 
molecular cloning and sequencing, Sar- 
cophaga fat body, 4624 
Ary] sulfotransferases 
homodimeric and heterodimeric, sulfuric 
acid esterification of N-hydroxy-2- 
acetylaminofluorene catalyzed by, 
18941 
Ascaris 
hemoglobin subunit interactions in octa- 
mer formation, 22248 
Ascaris suum 
mitochondria from, stage-specific iso- 
forms of complex II, 928 
Ascidia nigra 
unique dermatan sulfate-like glycosamin- 
oglycan, 31027 
Ascidian tunic 
sulfated L-galactan in, trehalose effects, 
3132 
Ascorbic acid 
enhances ferritin mRNA translation by 
RIP/aconitase switch, 19540 
iron-induced ferritin translation, leuke- 
mia and hepatoma cells, 2846 
separation of transport of dehydroascor- 
bic acid from accumulation as, 
HL60 cells, 23706 
Ash/Grb2 
splicing isoforms of, isolation and charac- 
terization, rat, 13733 
Asialoglycoprotein 
endocytosis, inhibition by inhibitors of 
tyrosine protein kinases, 12823 
Asialoglycoprotein receptors 
fatty acylation of, rat, 21382 
hydroxylamine treatment distinguishes 
two receptor populations, rat liver, 
21388 
H2b subunit, folding and processing of 
disulfide mutant, human, 20169 
Asialo-orosomucoid 
retinol binding protein and 
uptake by different pathway in rat 
liver cells, 15686 
uptake by different pathway in rat 
liver cells(correction), 27389 
Asn 
substitution of Asp for, position 132, ac- 
tive site of TEM f-lactamase, 775 
Asn-X-Ser/Thr sequon 
N-linked core glycosylation and expres- 
sion of cell surface glycoprotein 
influenced by hydroxy amino acid 
in, 14756 
Asp 
substitution for Asn, position 132, active 
site of TEM £-lactamase, 775 
Asparagine 
linked oligosaccharides on phosphacan 
mediate binding to N-CAM and 
tenascin, 24650 
linked oligosaccharides on protein-tyro- 
sine-phosphatase ¢{/B mediate bind- 
ing to N-CAM and tenascin, 24650 
Asparagine aminohydrolase 
NH,-terminal, porcine protein sequence, 
25 
Asparagine-linked oligosaccharides 
disulfide bond formation, human chori- 
onic gonadotropin B subunit via, 
11851 
Asparagine 175 
role of, in active site, papain, 16645 
Aspartate 
P3, determinants of thrombin receptor 
cleavage, domains, specificity and, 
16435 
6 subunit, close to acetylcholine receptor 
binding site, 3160 
utilization of, as a nitrogen source, Esch- 
erichia coli, 638 
Aspartate aminotransferase 
mitochondrial, role in hsp70 binding, 
structural features of precursor 
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for, 24732 
Aspartate aminotransferase gene 
mitochondrial, prostate, androgen modu- 
lation of multiple transcription 
start sites, 12629 
Aspartate aminotransferase isozymes 
refolding of, varying temperatures, 1138 
Aspartate receptor 
identification of transmembrane signal- 
ing helix in, 24043 
mutations at methylation site, 751 
N-terminal cytoplasmic tail, not required 
in signal transduction of bacterial 
chemotaxis, 24038 
Aspartate residues 
conserved, and unique cysteine residue, 
light subunit, human y-Glutamy] 
transpeptidase mutant, 12471 
Aspartate transcarbamoylase 
Escherichia coli, T to R transition in, role 
of L aspartate, 9725 
kinetics influenced by domain closure in 
catalytic chains of, Escherichia 
coli, 15620 
a-Aspartate 261 
is key residue in noncatalytic sites of F ,- 
ATPase, Escherichia coli, 21045 
Aspartate 698 
within cation binding motif of integrin a, 
required for cell adhesion, 18401 
Aspartic acid residues 
essential, at cGMP-binding sites of spe- 
cific cGMP phosphodiesterase, 
30671 
threonine residues and, in I domain of 62 
integrins critical for interactions 
with ICAM-1 and C3bi, c3bi, 12531 
Aspartic acid 301 
critical substrate-contact residue in ac- 
tive site of cytochrome P450 2D6, 
29055 
Aspartic proteinase 
cloning and characterization of, Schisto- 
soma japonicum, 24496 
Aspartylglucosaminadase 
catalytic activity of, 4903 
Aspartylglycosaminuria 
Finnish-type, localization of disulfide 
bond disrupted in, 3212 
Aspen 
isoprene synthase, isolation and charac- 
terizaton from, 13010 
Aspergillus aculeatus 
rhamnogalacturonan acetylesterase, mo- 
lecular cloning and characteriza- 
tion, 27172 
Aspergillus nidulans 
isolation and characterization of cell cycle 
specific NIMA protein kinase, 
18110 
molecular characterization of homogenti- 
sate dioxygenase gene, 21199 
Nek2 protein kinase substrate specificity 
and cell cycle regulation of, poten- 
tial homologue of NIMA in, 12899 
nitrate reductase from, site-directed mu- 
tagenesis of, 6644 
xanthine dehydrogenase gene from, 3534 
Aspergillus niger 
Resonance Raman investigation of, cata- 
lases, 10449 
Aspergillus terreus 
cloning and expression of dihydrogeodin 
oxidase gene, 21495 
Asp-333-His-523 
involvement in catalytic mechanism, sol- 
uble epoxide hydrolase, 7968 
Asp*®? 
modification of, sodium, potassium-AT- 
Pase, sheep al isoform, character- 
ization of D369N mutant, 16206 
Astrocytes 
Alzheimer amyloid precursor proteogly- 
can in brain, production by, not by 
neurons, primary neural cultures, 





SUBJECT INDEX 


11839 
cultured rat, pharmacological induction 
of heat shock protein 68 synthesis 
in, 29967 
long-lasting changes in calcium oscilla- 
tions, response to glutamate, 
15203 
RelA homodimer in, tumor necrosis fac- 
tor-a-dependent activation, 2703 
Astrocytoma cells 
cannabinoid receptor CB1 stimulation 
induces expression in krox-24, hu- 
man, 13973 
Astrocytoma cells 1321N1 
Ga,>.-mediation of DNA synthesis stimu- 
lated by thrombin, 20073 
ATBF'1 isoform 
expression in a neuronal differentiation- 
dependent manner, cloning and 
characterization of, 26840 
ATF. see Activating transcription factors 
ATP. see Adenosine triphosphate 
ATPase. see Adenosine triphosphate 
synthase 
Atrial natriuretic peptide 
interaction with receptors, bovine lung 
membranes, 7672 
suppresses transcription of guanylyl cy- 
clase-linked receptor, 24891 
Attachment sites 
cell, two distinct in entactin, 15838 
AtT20 cells 
constitutive activity of TRH receptor mu- 
tant, 1041 
AT, 
angiotensin II Agr” docking with Asp?*! 
of, essential for agonism, 12846 
AT, receptor 
angiotensin II and, role of residues in 
agonist activation, 28511 
functional and molecular interaction, 
non-peptide angiotensin agonist, 
1493 
Auditory receptor epithelium 
chick inner ear, inward rectifier potas- 
sium channel differential expres- 
sion of conductance, 19228 
Aurin tricarboxylic acid 
stimulates tyrosine phosphorylation cas- 
cade, PC12 cells, 16464 
Autocleavage 
internal, effects on human cytomegalovi- 
rus protease catalytic domain, 
4753 
Autocrine growth 
IGF-I mediated, Simian virus 40-trans- 
formed human fibroblasts, 135 
Autocrine tumors 
interleukin-3 mRNA, stabilization by a 
trans-acting mechanism in, 20629 
Autoinhibition 
phosphorylase kinase, y-subunit, 7183 
Autoinhibitory domain 
mitogen-activated protein kinase-acti- 
vated protein kinase 2, 202 
stabilization of calmodulin-dependent 
protein kinase II through, 2163 
Autophagy 
colon cancer cell line HT-29, heterotrim- 
eric G,,-protein control of, 13 
hepatocytic, protection by flavonoids, 
5830 
Autophosphorylation 
calcium independent, mutational analysis 
of, calcium/calmodulin-dependent 
protein kinase II, 14062 
effects of, Lyn protein kinase, 29773 
endoplasmin grp94, 6381 
intramolecular and intermolecular, acti- 
vates S6/H4 kinase (PAK 65), hu- 
man placenta, 21121 
lens aA-crystallin, oligomers to tetramers 
conversion enhances, 17215 
protein kinase dependent on, identifica- 
tion of -R-X-(X)-S/T-X,-S/T (correc- 





J. Biol. Chem., Vol. 270, 1995 


tion to 1994 article), 3462 
purified c-Src, at primary negative regu- 
lation site, 25729 
rhodopsin kinase, 15294 
Ser-1173 mutation effects, 2764 
Auxin 
not bound within endoplasmic reticulum 
by auxin-binding protein 1, 26962 
Auxin-binding protein 1 
auxin not bound within endoplasmic re- 
ticulum by, 26962 
awd*" 
point mutations in, affect nucleoside 
diphosphate kinase substrate bind- 
ing and catalysis, 23021 
Axial coordination 
alteration of, by protein engineering, 
myoglobin, 15993 
Axl receptor 
tyrosine kinase, regulation by proteolytic 
cleavage, 551 
Axonal transport 
rapid, in vivo, optic nerve, generation of 
amyloidogenic C-terminal frag- 
ments from B-amyloid precursor 
protein during, 17268 
6-Azauracil sensitivity 
yeast S-II structure-function relationship 
to RNA polymerase II, arrest re- 
lief, and suppression of, 8991 
[2-°H]8-Azido-adenosine 
human placental S-ad ylh tei 
hydrolase, photoaffin: 
with, 16140 
3'-Azidodeoxythymi 








5'-triphosphate 


HIV-1 reverse transcriptase inhibition 
by, 9740 
2-Azido-(**P]adenosine triphosphate 
coated vesicle V-ATPase, inhibition label- 
ing by, 15494 
3'-Azidothymidine 
inhibits glycosylation and alters glyco- 


sphingolipid synthesis, whole cells, 
22836 
5'-azido-3'-azido-2’ ,3'-dideoxyuridine a 
photoaffinity analogue of, 13660 
5'-Azido-3 SQ-2'-dideoxyuridine 
a photoaffinity analogue of 3'-azidothy- 
midine, 13660 
Azorhizobium caulinodans 
biosynthesis of nod factors, 29217 
A trh. 4, :. 7 dai 





characteristics of NIFNE strains, 4432 
cloning, sequencing and overexpression of 
NADPH:ferredoxin reductase, 
21258 
cytochrome bd oxidase ligand binding, 
16213 
role of lysine 15 of nitrogenase iron pro- 
tein in nucleotide binding and pro- 
tein conformational changes, 13112 
Aztobacter vinelandii 
characterization of y protein and its role 
in metallocluster assembly and 
maturation of dinitrogenase in, 
24745 
Azurin 
structure of metal site in, PAC investiga- 
tion of, 573 
Al-domain 
coagulation factor VIII, 110-amino acid 
region within, inhibition of secre- 
tion in mammalian cells, 10297 
Ap1-42 
intracellular aggregates stimulate accu- 
mulation of amyloidogenic frag- 
ments of amyloid precursor pro- 
tein, transfected cells, 14786 
A6 cells 
arginine vasopressin stimulation of elec- 
trogenic sodium transport in, 
16082 
A18R gene 
vaccina virus, DNA-dependent ATPase, 
1550 
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A77 1726 
dihydroorotate dehydrogenase a high af- 
finity binding protein for, 22467 


Bacillus circulans strain 251 
cyclodextrin glycosyltransferase interac- 
tion with natural substrates and 
products, crystallographic studies, 
29256 
Bacillus sp. D04 
characterization of bifunctional cellulose 
and cel gene, 26012 
Bacillus macerans 
endo-1,3—1,4-8-glucanase, structure and 
mutagenesis, 3081 
Bacillus megaterium 
cloning and characterization of transcrip- 
tion factors BM1P1 and BM1P2, 
cytochrome P4501, 18615 
B subunits of, construction of chimeric B 
subunits containing, 1489 
transcriptional regulation of genes for 
cytochrome P450,y,.3 and cyto- 
chrome P450gy.3, 18606 
Bacillus subtilis 
contrahelicase activities of replication 
terminator proteins from Esche- 
richia coli and, 29138 
high affinity ATP-binding site, magne- 
sium binding domain of SecA pro- 
tein, Escherichia coli and, 18975 
incorporation of D-alanine, lipoteichoic 
acid and wall teichoic acid in, 
15598 
OpuA, osmotically regulated binding pro- 
tein-dependent transport system 
for glycine betaine, 16701 
outB gene of, codes for NAD synthetase, 
6181 
riboflavin synthase complexed with lum- 
azine synthase, substrate channel- 
ing, 16788 
RNA polymerase £ subunit, organization 
of region encoding, 20329 
SipS of, similarities with LexA-like pro- 
teases, 3611 
streptolydigin resistance conferred by 
alterations to B or PB’ subunits of 
RNA polymerase, 23930 
structural features of L-tryptophan re- 
quired for activation of trp RNA- 
binding attenuation protein, 12452 
Bacillus subtilis 168 
characterization of prelantibiotic pep- 
tides, 23533 
Bacillus thruingiensis toxin 
kinetics of binding with brush border 
membrane vesicles, Putella xylos- 
tella larvae, 11887 
Bacillus thuringiensis 
CrylAc toxin-binding protein, identifica- 
tion isolation and cloning of, from 
midgut of Heliothis virescens, 
27277 
CryIA 6-endotoxins, binding to gypsy 
moth brush border membrane vesi- 
cles correlated to toxicity, 24719 
domain I mutations, CryIAb toxin, 6412 
5-endotoxin, pore-forming domain of, 
2571 
insecticidal toxin of, receptor for, 5490 
Bacteriochlorophyll « 
reconstitution, R. sphaeroides and R. 
rubrun light-harvesting complexes, 
5793 
Bacterioferritin 
replacement of coaxial heme ligands, gen- 
erates heme-free variants, 23268 
Bacterio-opsin 
role of water in retinal complexation to, 
13860 
Bacteriophage N4 gene 
encoding single stranded DNA-binding 
protein, identification, cloning and 
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characterization of, 22541 
Bacteriophage peptide display libraries 
identification of protease substrates, 
6440 


Bacteriophage T4 
Dda helicase, unidirectional translocation 
on single stranded DNA, 22236 
DNA polymerase, proofreading using, 
4759 
DNA replication helicase of, ATP-acti- 
vated, formation of hexamer and, 
7462 
endonuclease V, glutamic acid 23 is cata- 
lytic residue in, 2652 
proteins of, gene 32, 41, and 59, func- 
tional interactions, 2614 
regA protein, COOH-terminal region of, 
mutagenesis of, 5107 
Bacteriophage T4 late promoter 
RNA polymerase a subunit COOH-termi- 
nal domain role in transcription 
enhancement and deactivation, 
15899 
Bacteriophage T7 
gene 4 helicase/primase, domain required 
for formation of active hexamer, 
20215 
Bacteriophage T7 gene 4 protein 
nucleotide and DNA-induced conforma- 
tional changes in, 24509 
Bacteriophage 434 
discrimination between Og1 and O,3, 
1205 
Bacteriorhodopsin 
extracellular surface of, glutamic acid 
204 is terminal proton release 
group, 27122 
photocycle, protein conformational 
changes during, 29746 
role of leader sequence coding region in 
expression and assembly, 24858 
spectral tuning in absence of counterion 
and coplanarization effects, 29668 
Baculovirus 
encoding diphtheria toxin receptor, toxin 
sensitivity in insect cells, induction 
by, 16879 
polyhedrin promoter, 30-kDa protein 
binding to, 4405 
p35 protein, inhibition of Fas- and tumor 
necrosis factor-induced apoptosis, 
16526 
Baculovirus system 
characterization of G, family G proteins 
in, insect cell, 6246 
thyrotropin receptor in, extracellular do- 
main in, 1543 
Bafilomycin A 
selective inhibitor of Af release, vacuolar 
ATPases, 2419 
Bafilomycin Al 
proteolytic processing and, mutant and 
wild-type B-amyloid precursor pro- 
tein, 6186 
Barbie box sequence 
barbiturate-mediated induction, cyto- 
chrome P-450g.,.; and P-450g.4.3. 
4438 
Barbiturate 
inducted of cytochrome P450 mediated 
by, Barbie box sequence rvle in, 
4438 
Barley 
B-glucanases, tetrad of ionizable amino 
acids for catalysis in, 8093 
Barley seed 
B-glucosidase, biochemical and molecular 
characterization of, 15789 
Barley yellow dwarf virus (PAV) genome 
RNA, messenger uncapped, stimulation 
of translation by, 13446 
B-Barrel membrane protein 
kinetics of folding and membrane inser- 
tion of, 28199 
Barrier protease 
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bar secretion leader derived from, N-and 
O-glycosylation and phosphoryla- 
tion of, Saccharomyces cerevisiae, 
24810 
Bar secretion leader 
derived from barrier protease, N-and O- 
glycosylation and phosphorylation 
of, Saccharomyces cerevisiae, 24810 
Base excision repair 
mammalian, uracil-initiated, DNA polym- 
erase B in, 949 
Basic fibroblast growth factor 
calcium channel activation by, cardiom- 
yocytes, neonatal rat, 17361 
chimera with keratinocyte growth factor, 
definition of domains for receptor 
binding specificities, 29813 
Glu-96 essential for high affinity receptor 
binding, 21869 
induction of c-fos expression, role of reac- 
tive oxygen species, chondrocytes, 
11727 
inhibition of high affinity binding by oli- 
gonucleotides, 21718 
phosphorothioate oligodeoxynucleotide 
interaction with, 2620 
receptor binding mediated by heparan 
sulfates, neural precursor cells, 
24941 
regulation, D-type cyclin expression, skel- 
etal myoblasts, 4093 
Basic fibroblast growth factor gene 
effect of ionizing radiation on expression 
and binding activity of AP-1, 
MCF-7 and MCF-7/ADR cells, 
28770 
Basic residues 
human, recombinant plasminogen, in- 
volved in conformation, 15770 
Basophilic cells 
human, cloning and expression of cDNA 
for CC chemokine receptor, 19495 
Basophilic leukemia 2H3 cells 
rat, tyrosine phosphorylation of protein- 
tyrosine phosphatase HePTP in- 
duced by aggregated IgE receptors, 
21902 
B block promoter 
lethal mutations in, yeast U6 RNA gene, 
identification of contacts with tran- 
scription factor-IIIC, 11398 
B cell antigen receptor 
ligation, hematopoietic cell phosphatase 
binds to CD22 following, 20305 
reconstitution of signaling components, 
COS cells, 27072 
B cell receptors 
signaling, She in, tyrosine phosphoryla- 
tion of, 6824 
B cells 
activation, soluble recombinant CD40 li- 
gand, 7025 
association of CD20 with 75/80 phospho- 
proteins and tyrosine kinases, 
22632 
c-myb gene repression by WT1 protein, T 
cells and, 23785 
cyclosporin A treated human, phosphoryl- 
ation of transcription factor 
NFATp inhibits DNA binding in, 
20653 
human 
CD9 expression confers B1 integrin-de- 
pendent motility on fibronectin 
and laminin substrates, enhances 
tyrosine phosphorylation, 24092 
selective activation of c-Jun kinase mi- 
togen-activated protein kinase by 
CD40, 30823 
hybridoma 7TD1, biphasic junB tran- 
scription induced by interleukin-6, 
1261 
immature, selective regulation of lyn ty- 
rosine kinase by CD45 in, 27987 
B cell-specific coactivator BOB.1/OBF.1 
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functional characterization of murine 
homolog of, 29870 
B cell surface protein 
38—42 kDa, involved in T cell activation 
and differentiation, 23429 
B-cell surface receptor DC40 
activation induces novel zinc finger pro- 
tein A20 that inhibits apoptosis, 
12343 
BCG 
Mycobacterium bovis, analysis of mannan 
region, lipoarabinomannan, 15012 
bchJ mutants 
Rhodobacter capsulatus, monovinyl and 
divinyl protochlorophyllide pools 
in, 3732 
Bel-2 
overexpression of, increases half-life of 
p21®** 26049 
structure-function analysis of, 11962 
Bel-2 oncogene 
anti-apoptotic and antioxidant actions, 
3487 
Bel-3 
human P-selectin promoter regulation by 
members of NF-«B/Rel family and, 
23077 
B creatine kinase gene 
human, nuclear protein interacts with 
regulatory elements in, 16134 
bc, complex 
catalysis of ubiquinol oxidation, trypto- 
phan 142 Of cytochrome 5, role in 
Saccharomyces cerevisiae, 22321 
mitochondrial 
structure-function relationships of, in 
temperature-sensitive mutants of 
cytochrome b gene, 29356 
zinc ions inhibit the Qp center of, bo- 
vine heart, 25001 
Bee venom 
MCD peptide and apamin, precursors 
encoded by two genes sharing 
same 3’exon, 12704 
Bence Jones proteins 
V, fragment and, peptide-hydrolyzing 
activities of, natural catalytic anti- 
bodies, 15257 
Benzodiazepine receptors 
mitochondrial, characterization of 10-kDa 
protein associated with, 20285 
regulates photosynthetic membrane com- 
plex formation, Rhodobacter 
spheroides 2.4.1, 21167 
Benzo|a)pyrene-7 ,8-dihydrodiol 
9,10-epoxide 
stereoisomeric, adducts on replication, 
4990 
Benzphetamine 
stoichiometry of metabolism of methoxy- 
flurane and, catalyzed by cyto- 
chrome P450, with or without cyto- 
chrome 6, 24707 
Berberine bridge enzyme 
characterization and mechanism of, 
plants, 24475 
Beta amyloid peptide 
inhibition of proteolysis mediated by pro- 
teoglycans, 18666 
By complex 
assembly of, discrete region of G protein 
y subunit conferring selectivity in, 
8779 
B-lactam 
25-kDa outer membrane protein, Vibrio 
cholerae, 2914 
B-lactam antibiotics 
differential recognition of, by intestinal 
and renal peptide transporters 
PEPT 1 and PEPT 2, 25672 
B-lactamase 
class C 
molecular evolution of, 5729 
molecular evolution of (correction), 
21428 
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TEM 
active site of, substitution of Asp for 
Asn at position 132, 775 
specificity mutant, substrate-dependent 
functional interactions, 781 
B-lactaminase 
TEM-35 and TEM-36,N276D substitution 
involved in resistance to clavulanic 
acid, 18240 
Bz gene 
nicotinic acetylcholine receptor, charac- 
terization of, 3224 
transactivation of, interleukin-4-induced 
expression, 4115 
Bet v 1 
isoforms of, protein sequences, 2607 
bFGF. see Basic fibroblast growth factor 
Bicarbonate absorption 
inhibition by hyperosmolality, via tyro- 
sine kinase pathway, rat, 9883 
Bicarbonate/chloride exchangers 
expression and function in preimplanta- 
tion mouse embryo, 24428 
Bidirectional promoter 
GPAT/AIRC, purine nucleotide synthesis 
and, chicken, 2403 
Biglycan 
interaction, type I collagen, 2776 
Bikunin proteins 
biosynthesis in human carcinoma cell 
line HepG2 and primary hepato- 
cytes, 18700 
Bile acid transport proteins 
differential ontogenic regulation of, rat 
liver, 20841 
Biliproteins 
cryoptomonad, studies on dissociation of, 
27555 
Bilirubin 
conformation in solution, 73 
transfer, from serum albumin and mem- 
brane vesicles, kinetics of, 1074 
Bilirubin transferase 
mutated di-glycine in, Crigler-Najjar type 
I patient, 3284 
Binding protein-dependent transport 
system 
osmotically regulated, OpuA, for glycine 
betaine, Bacillus subtilis, 16701 
Binuclear [2Fe-2S] clusters 
SoxR protein, role of metal centers in 
transcription, Escherichia coli, 
20908 
Bioactive peptides 
precursors to, processing by cathepsin E, 
19135 
Biomineralization 
rapid mineral formation, osteoblastic cell 
line UMR106—01-BSP, 9420 
Biosynthesis 
of cysteine, cloning and characterizaton 
of serine acetyltransferase and role 
in, watermelon, 16321 
of estrogen, role of jak/STAT pathway, 
human aromatase P450 gene ex- 
pression in adipose tissue, 16449 
of heparan sulfate, cells defective in, ac- 
cumulation of pentasaccharide ter- 
minating in a-N-acetylglu- 
cosamine, 12557 
of hormone, neuropeptides inhibit, Gryl- 
lus bimaculatus, 21103 
of molybdopterin, Escherichia coli, early 
steps of, 1082 
of nisin, autoregulation of, by signal 
transduction, Lactococcus lactis, 
27299 
of phospholipid, regulation by CTP, Sac- 
charomyces cerevisiae, 18774 
of sphingolipid, change of medium in- 
duces increased turnover in sphin- 
gosine and sphinganine and, cul- 
tured J774A.7 cells, 18749 
Biotin synthase 
in vitro activity of, Escherichia coli, 
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19158 
BiP 
hamster recombinant, nucleotide binding 
properties and ATPase activity of, 
26670 
BiP binding sequences 
in antibodies, 27589 
BiP-mediated pathway 
Drosophila secretion and formation of 
heavy chain dimers and antibodies 
via, 19800 
BiP-peptide complexes 
in vitro dissociation requires conforma- 
tional change in Bip after ATP 
binding, 26677 
Birch pollen 
isoforms of Bet v 1, protein sequences of, 
2607 
Bis-diphosphoinositol tetrakisphosphate 
synthesis and metabolism of, 10489 
Bis(maltolato)oxovanadium(IV) 
phosphotyrosine phosphatase inhibitor, 
induction of apoptosis by, B cells, 
20824 





Bla g 2 
cockroach allergen, cloning of, from Blat- 
tella germanica, 19563 
Bla g 4 
cloning identifies calycins as causing IgE 
antibody responses, Blattella ger- 
manica, 31196 
Blastocysts 
peri-implantation, mouse, integrins B, 
and £, mediate fibronectin binding 
activity, 11522 
Blastomyces dermatitidis 
cloning, characterization and functional 
analysis of WI-1, 30725 
Blattella germanica 
Bla g 2 cockroach allergen, cloning of, 
19563 
Bla g 4 cloning identification of calycins 
as cause of IgE antibody re- 
sponses, 31196 
blk gene 
transcription controlled by 2 promoters, 
human B lymphocytes, 25968 
Blocking regions 
identification of calcium release trigger- 
ing and, dihydropyridine receptor 
II-III loop, skeletal muscle, 22116 
Blood 
coagulation, pathway of, hepsin effects, 
thrombin formation and, 66 
Blood-brain barrier 
discrimination between luminal and ab- 
luminal enzyme and transport ac- 
tivities of, 14907 
luninal and abluminal membranes, char- 
acterization of neutral amino 
transport of, 14913 
Blood group A substance 
human and mouse monoclonal antibodies 
to, immunochemically similar use 
different primary sequences, 12457 
B lymphocytes 
antigen receptor-ligated, p120cbi associa- 
tion with activated phosphatidyli- 
nositol 3-kinase in, 27504 
human, blk gene transcription controlled 
by 2 promoters, 25968 
platelet integrin alIb3, agonist stimu- 
lated ligand binding, 18631 
SH2 domains, association with p72syk, 
PLCy1 in, 11806 
B lymphoid cells 
syndecan transfection into, intercellular 
adhesion after, 5077 
BMS-181162 
inhibition, by nonpancreatic phospho- 
lipase A, 274 
B-myb 
function in human neuroblastoma cells, 
8540 


BM-40 
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adjacent N-terminal glutamines active in 
transglutami catalyzed modi- 
fication, 23415 
BM88 Antigen 
new neuron-specific molecule, enhances 
differentiation, neuroblastoma 
cells, mouse, 14201 
Bomapin (protease inhibitor-10) 
novel human serpin, expressed specifi- 
cally in bone marrow, 26754 
Bombesin/m3 muscarinic receptors 
chimeric, role of second and third cyto- 
plasmic loops, binding internaliza- 
tion and coupling, 17884 
Bombesin receptor 
chimeras, carboxyl-terminal domains de- 
termine internalization and recy- 
cling characteristics of, 18858 





Bombyx 
regulation of sericin-1 gene, silk gland 
factor-1, 9340 
Bombyx mori 
moricin, novel antibacterial peptide, iso- 
lated from, 29923 
Bone 
calcium-binding 63-kDa protein, struc- 
ture of, 6125 
Bone marrow 
novel human serpin, bomapin (protease 
inhibitor-10), expressed specifically 
in, 26754 
1,25-dihydroxyvitamin D, stimulated cul- 
tures, mouse, bone resorption in- 
creased by C-type natriuretic pep- 
tide, 18983 
Bone morphogenetic protein-2 
cellular binding proteins for, character- 
ization of, 5476 
Bone morphogenetic protein-4 
identification of human type II receptor 
for, 22522 
Bone morphogenetic protein-4 gene 
mouse, analysis of promoter utilization 
and regulation, 28364 
Bone resorption 
increased by C-type natriuretic peptide, 
1,25-dihydroxyvitamin D, stimu- 
lated mouse bone marrow cultures, 
18983 
osteoclastic, mycotrienins potent inhibi- 
tors of, 25949 
Bordetella avium 
B-cystathionase in, 7695 
Bordetella pertussis 
interaction of calcium with adenylate cy- 
clase toxin, 26370 
membrane depolarization, prevention of 
cell invasion by adenyate cyclase 
toxin, 9695 
Bordetella pertussis adenylate cyclase 
regulatory domain of, calmodulin binding 
and, 7088 
Borrelia hermisii 
antigenic variation in, 7783 
Botulinum neurotoxins 
Effect of, on insulin release from insuli- 
noma cell lines HIT-15 and 
RINmSF, 18216 
Bovine growth hormone 
alternative intron retention of, multiple 
splicing signal control of, 5346 
Box A 
antiterminator, effects on transcription 
elongation, Escherichia coli, 18335 
Bradykinin 
activation of phospholipase D, ceramide 
inhibition of, 5007 
effect on calcium homeostasis, mamma- 
lian cells, 1992 
opioid stimulated calcium ion increase, 
desensitization by ATP and, 
NG108-15 cells, 16630 
Bradykinin B2 receptor 
differentiation of agonist and antagonist 
binding sites on, 20591 
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Bradykinin B, receptor gene 
targeted disruption of, eliminates brady- 
kinin action in smooth muscle and 
neuron, 13706 
Bradyrhizobium japanicum 
&aminolevulinic acid dehydratase with 
altered metal requirement, tetra- 
pyrrole synthesis, soybean root 
nodules, 19823 
B-raf gene 
mouse, encodes multiple protein isoforms 
with tissue-specific expression, 
23381 
Brain 
alkali metal ion dependence of inositol 
1,4,5-trisphosphate-induced cal- 
cium release, rat cerebellar micro- 
somes, 28097 
Alzheimer amyloid precursor proteogly- 
can in, produced by astrocytes not 
neurons, primary neural cultures, 
11839 
bovine 
calcium-inhibitable magnesium-depen- 
dent serine/threonine protein phos- 
phatase, 25607 
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prostaglandins in neonates, 24615 
rat 

amino-terminal signal peptide not 
mandatory for expression of sodi- 
um-calcium exchanger gene (RBE- 
1), 19120 

characterization of cDNA for inositol 
polyphosphate 4-phosphatase, 
16128 

dimeric and catalytic subunit forms of 
protein phosphatase 2A, stimu- 
lated by c.-ceramide, 12808 

GLT-1, glutamate 404 involved in sub- 
strate discrimination, 17093 

glutamate dehydrogenase steady state 
activity measured by ‘°N NMR in, 
24805 

identification of metal-binding sites in 
calcium-binding protein, 30353 

and insect sodium channels reveal di- 
vergent allosteric modulations by 


brevetoxin and veratridine, a-Scor- 


pion toxins binding, 15153 
molecular cloning and expression of 

endopeptidase 3.4.24.16, 27266 
specific aldolase C gene promoter, ex- 
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cytotoxicity and inhibitory effect on mem- 
brane binding of COP coat pro- 
teins, 11574 
effects on glucose transport system, rat 
adipocytes, 30199 
inhibition, HDL-mediated cholesterol ef- 
flux, 5891 
reversible inhibition of assembly of ApoB 
containing lipoproteins in McA- 
RH7777 cells, 28879 
sensitivity of CHO cells, transcriptional 
suppression by 25-hydroxycholes- 
terol, 8023 
Brefeldin A-induced retrograde transport 
depends on calcium sequestered to intra- 
cellular stores, Golgi apparatus to 
endoplasmic reticulum, 25960 
Brevetoxin 
veratridine and, a-scorpion toxins bind- 
ing, rat brain and insect sodium 
channels reveal divergent allos- 
teric modulations by, 15153 
Brevican 
chondroitin sulfate proteoglycan, occurs 
as secreted and cell surface glyco- 
sylphosphatidylinositol-anchored 


characterization of multiple forms of pression in transgenic mice, 20316 isoforms, 27206 
N-myristoyltransferase, 23226 Brain cytosol Brn-3a 
Rab5-RabGDI complex on clathrin bovine, purification of Ras-dependent pou factor Brn-3b short isoform forms 
coated vesicles, GDP/GTP ex- MEKK1, 11723 heterodimer with, 30958 
change-stimulatory activity, 11257 Brain injury-derived protein Brn-3a transcription factor 
chicken embryo, regulation and develop- 13-mer peptide of, supports neuronal sur- a-internexin promoter activation and, 
ment of polysialyltransferase, vival and rescues neurons from 2853 
19357 glutamate injury, 29067 regulation of neurite outgrowth and 
coated vesicles, purification of new clath- Brain microsomes SNAP-25 gene expression by, 
rin assembly protein, bovine, anandamide amidohydrolase activity in, 15858 
30551 rat, 6030 Brn-3b POU family transcription factor 
embryonic, microtubule mobility restored Branched-chain aminotransferase activation of neuronal nicotinic acetylcho- 
by MAP2 kinase, chicken, 12511 isoenzyme line receptor a2 subunit gene pro- 
L-glutamate decarboxylase, regulation of, mammalian, cytosolic, cloning and ex- moter by, 15143 
6464 pression of, 30344 Bromide 
human Branched-chain a-ketoacid dehydrogenase oxidation, bromamine formation and, 
characterization of cDNA for inositol kinase 2906 
polyphosphate 4-phosphatase, expression and characterization of, rat, Bromoenol lactone 
16128 19861 inhibition, macrophage Ca?* -independent 
hexokinase active site residues of, Branched-chain a-ketodehydrog phospholipase A, 445 
studied by site specific mutagene- role of amino acid residues near phospho- 8-(4-Bromo-2,3-dioxobutylthio)ADP 
sis, 10509 rylation site 1 in phosphorylation covalent modification of aggregin by, in- 
prion protein in, truncated forms in site recognition by BCKDH kinase, hibits ADP induced platelet re- 
normal brain and prion diseases, 31071 sponses, 24482 
19173 role of amino acid residues near phospho- Brown fat 
mammalian L-Proline transporter, 15755 rylation site 1 of in catalysis, thermogenesis, novel regulatory pathway 
microtubules, non-cooperative binding of 31071 of, 5666 
MAP.-2, 1035 Branched-chain a-ketodehydrogenase Brugia pahangi 
mouse kinase expression and properties of selenium 
molecular cloning of Role of amino acid residues near BCKDH independent glutathione peroxi- 
siaa2,3GalB1,4GicNAc a2,8-sialyl- phosphorylation site 1 in phospho- dase, 18313 
transferase, 14628 rylation site recognition by, 31071 Brush border membrane 
murine fascin homolog, cloning and Brassica oleracea small intestine, lipid exchange proteins 
expression of, 10764 novel methyltransferase, biosynthesis of of, 5917 
neutral galactocerebroside sulfate sul- halomethanes and methanethiol Brush border membrane vesicles 
fatidase, 10187 in, 9250 kinetics of binding with Bacillus thruin- 
type 1 adenylyl cyclase mutant mice, Breast giensis toxin, Putella xylostella \ar- 
developmental expression of cal- carcinoma, presence of new conserved vae, 11887 
cium sensitive adenylyl cyclase dis- domain in CART1, 25715 Brutons’s tyrosine kinase 
rupted in, 14352 female, prostate-specific antigen expres- conserved SH3-binding site mediates spe- 
neuroglycan C, membrane-spanning sion in, 6615 cific protein interactions, 20832 
novel chondroitin sulfate proteogly- tumors, human, Mat-8 expressed in, chlo- BTS1 
can, restricted to, 26876 ride conductance and, 2176 encodes a geranylgeranyl diphosphate 
novel cytochrome P450, primary expres- Breast cancer cells synthase, Saccharomyces cerevi- 
sion in, 29739 growth inhibition by prolactin receptor siae, 21793 
novel receptor-type protein tyrosine phos- antagonists, 13133 Bud formation 
phatase expressed in, cDNA clon- human protein interaction in, Saccharomyces 
ing of, 2337 cell growth inhibition by transforming cerevisiae, 626 
novel related adhesion focal tyrosine ki- growth factor B, mediated by insu- Bullous pemphigoid antigen gene 
nase, identification and character- lin-like growth factor binding pro- 230-kDa, tissue-specific expression of, 
ization from megakaryocytes and, tein 3, 13589 7609 
27742 inorganic cation dependence of putres- Burkholderia cepacia 2CBS 
porcine cine and spermidine transport, studies of 2Fe2S centers of 2-halobenzo- 
characterization of arf-sensitive phos- 1695 ate 1,2-dioxygenase, 30869 
pholipase D from, 14935 regulation of putrescine and spermi- Burkitt’s lymphoma 
characterization of enzyme hydrolyzing dine transport, 1685 transcription factor Nm23H2, binding 
and synthesizing anandamide, Brefeldin A and activation of tranlocated c-myc 
23823 ceramide effects, brefeldin-resistant cell allele, 13392 
prostaglandin G/H synthase-2 role in lines, 4088 Butanediamide renin inhibitors 
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crystallographic studies on binding 
modes of, 29520 
Buthionine sulfoximine 
decreased expression of glutathione S- 
transferase 7 gene, in human can- 
cer cell lines resistant to, 19451 
B-50 
and neurogranin phosphorylation by pro- 
tein kinase C during long term po- 
tentiation, 13592 
B61 
Eck receptor protein-tyrosine kinase, 
characterization, 5636 


C 


CAA repeated element 
TATA-like sequence, cooperativity, E1A- 


dependent negative regulation and, 


2327 
CAAT enhancer-binding protein-f gene 
cAMP activation of acetyl CoA carboxyl- 
ase promoter I and, 21487 
CAAX geranylgerany! transferase 
transfer of farnesyl and geranylgeranyl 
to RhoB, 7864 
CAAX motif 
Specificity of G protein y subunit preny- 
lation, influence by regions outside 
of, 14835 
CAAX motif proteins 
depalmitoylation of, 7251 
c-Abl 
activation regulates induction of SEK1/ 
stress-activated kinase pathway in 
response to 1-8-p-arabinofuranosyl- 
cytosine, 30278 
CACGTG motifs 
carbohydrate regulation of hepatic gene 
transcription dictated by two, 
21991 
Caco-2 cells 
characterization of novel protein (p137) 
which trancytoses bidirectionally, 
20717 
transcytosis of aminopeptidase N, medi- 
ated by non-cytopiasmic signal, 
22933 
Cadherin 
vascular endothelium, catenin-dependent 
and -independent functions of, 
30965 
E-Cadherin 
APC protein and, independent complexes 
with a-catenin, B-catenin, and pla- 
koglobin, 5549 
N-Cadherin 
identification of plakoglobin domains re- 
quired for association with a-cate- 
nin and, 20201 
Caenorhabditis elegans 
characterization of cysteine rich region of 
Unc-13 protein as phorbol ester 
receptor, 10777 
elt-2 GATA factor, 14666 
small GTP-binding protein RhoA, during 
larval development (correction to 
1994 article), 7012 
structure and expression of spliced leacer 
RNA genes, 22066 
unc-13 gene, novel family of C.-domain 
proteins, defined by mammalian 
homologues, 25273 
Calbindin 
expression in renal tubular epithelial 
cells, opossum kidney cell line, 
16291 
Calcineurin 
A and B subunits, interaction, identifica- 
tion, 456 
calcium-dependent phosphatase, role in 
gene transcription mediated 
through cAMP response elements, 


8860 
feedback inhibition of agonist-evoked 
cAMP formation, 28055 
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intracellular calcium homeostasis, vacuo- 
lar H*-ATPase, Saccharomyces 
cerevisiae, 10113 
4-(fluromethyl)pheny] phosphate inhibi- 
tor of, 25651 
Calcineurin A 
B subunit binding domain, interaction 
with FKBP12BP-FK506, 15463 
Calcineurin B 
myristoylation not required for function- 
ality, Saccharomyces cerevisiae, 
24831 
Calcineurin gene 
regulation of expression in Schizosaccha- 
romyces pombe, 24794 
Calcineurin phosphatase 
activity, calcium regulation of, 340 
Caicitonin 
increases free calcium concentration via 
capacitative calcium influx, 16666 
Calcitonin/calcitonin gene-related peptide 
gene promoter 
cyclic AMP response element role in acti- 
vation by nerve growth factor, 
9655 
Calcium 
activated high conductance potassium 
channel, characterization of tissue 
expressed a subunit, 22434 
activation, calcineurin phosphatase activ- 
ity, 340 
aggregation dependent on, carboxypepti- 
dase E, 7963 
binding by a proteasome activator, 29664 
binding properties 
bovine neurocalcin 6, in Escherichia 
coli, 3179 
epidermal growth factor-like domains 
in fibrillin-1, 6751 
binding to calmodulin, role in Schizosac- 
charomyces pombe, 20643 
binding to recoverin, amino-terminal 
myristoylation induction, 4526 
calcitonin increases concentration of free, 
via capacitative calcium influx, 
16666 
capacitative entry, inhibition of cAMP 
synthesis, C6—2B glioma cells, 
1149 - 
cytosolic, correlation with real-time cate- 
cholamine release, bovine chromaf- 
fin cells, 5353 
dependence of human Fcy-receptor initi- 
ated phagocytosis, 22301 
endoplasmic reticulum stores, depletion 
of, activation of protein kinase by, 
6211 
entry, signals for, mammalian cells and 
Xenopus laevis oocytes, 8050 
entry and release, cell-specific purinergic 
receptors in, adrenal chromaffin 
cells, 5098 
flux, interleukin-1-induced, human fibro- 
blasts, 6042 
high affinity binding site, serine protease 
domain, role in tissue factor bind- 
ing and catalytic activity, human 
factor Vila, 15523 
homeostasis, meiotic maturation and, 
mouse oocytes, 6671 
in IL-13, modulation of monocyte oxida- 
tive burst, 5084 
induced calcium release in intestinal lon- 
gitudinal muscle, agonist stimu- 
lated cyclic ADP ribose is modula- 
tor of, 25488 
induced extrusion of myristoyl group of 
recoverin, NMR evidence for, 
30909 
induced flexibility revealed by distance 
distribution measurements, tropo- 
nin, 15507 
influx, neutrophil, C.-ceramide inhibition 
of, 3056 
influx factors, thapsigargin-activated Jur- 
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kat cells, 6429 

inhibitable, magnesium dependent ser- 
ine/threonine protein ph-sphatase, 
bovine brain, 25607 

inhibition of adenylyl cyclase type III, in 
vivo, 21480 

intercellular, acetylcholine affects, via 
nicotinic and muscarinic receptor, 
neurons, 14366 

intracellular, a, integrins mediate rise 
in, endothelial cells on fibronectin 
(correction to 1994 article), 30235 

intracellular homeostasis requires cal- 
cineurin and vacuolar H*-ATPase, 
Saccharomyces cerevisiae, 10113 

intracellular release, neurotensin recep- 
tors coupled to, endothelial cells, 
3409 


keratinocyte differentiation induced by, 
stimulation of protein kinase C 
during, 1362 
mitochondrial uptake of, from physiologi- 
cal pulses of calcium, 27510 
mobilization 
adrenomedullin stimulation of, aortic 
endothelial cells, 4412 
derivative of NADP and, 2152 
inositol trisphosphate-dependent, vacu- 
olar membrane, Candida albicans, 
7272 
mobilization in fibroblasts, throm- 
bospondin mediation of, 23747 
novel B, integrin epitope inhibited by, 
induced by soluble ligand and 
manganese and defined by mAb 
9EG7, 25570 
nuclear concentration, changes in inositol 
1,4,5-trisphosphate levels and, 
4959 
post-transcriptional regulation with, 
Stanniocalcin gene, 1960 
regulated compartmentalization of cal- 
modulin, smooth muscle cells, 
21532 
regulation of lymphoid specific NFATc3 
with distinct DNA binding specific- 
ity, 19898 
regulation of synaptotagmin interaction 
with syntaxin 1, 23667 
release system 
alkali metal ion dependence of inositol 
1,4,5-trisphosphate-i d, rat 
cerebellar microsomes, 28097 
NAADP triggering of 
Sea urchin eggs, 3216 
Sea urchin eggs (correction), 10359 
phosphorylation of, sarcoplasmic retic- 
ulum, heart, 2074 
sarcoplasmic reticulum, conformational 
change in junctional foot protein, 
regulation of, 15634 
responses, shear stress-induced, mouse 
fibroblasts, 4451 
responsiveness conferred to apical iso- 
form NHE3 by cytoplasmic domain 
of sodium/hydrogen exchanger 
NHE1, 26460 
role of, mechanism of human neutrophil 
gelatinase B activation, 18563 
sensitivity of smooth muscle contraction 
enhanced by calponin peptide, no 
effect on myosin light chain phos- 
phorylation, 20400 
sequestered to intracellular stores, 
Brefeldin A-induced retrograde 
transport Golgi apparatus to endo- 
plasmic reticulum dependent on 
25960 
ignaling, coordination by intercellular 
propagation of calcium waves, 
liver, 8102 
sphingolipid-gated release, endothelial 
cells, novel calcium-permeable 
channel, 5266 
strontium and, distinct binding proper- 
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ties of synaptotagmins, 24898 
thrombin receptor-mediated entry, inhibi- 
tion by protein kinase C 6, 23887 
total cell, hormone-induced decrease, 
mammalian cells, 1992 
translocation across plasma membrane, 
using calcium green D,, primary 
osteoblasts, 22445 
transport, amino acid alterations at 
M5S5 boundary, 908 
troponin and, motility analysis of actin- 
tropomyosin regulation by, 7836 
type lectin, mouse macrophage, calcium 
dependent conformation of, 16056 
variable stoichiometric efficiency, trans- 
port by sarcoplasmic reticulum 
ATPase, 4361 
Calcium-APTase 
plasma membrane transmembrane do- 
main six, calcium ion ligation in, 
27812 
Calcium APTase 2 gene 
sarco/endoplasmic reticulum, processing 
requirements for transcript, 11004 
Calcium-ATPase 
isoforms of, located in distinct functional 
calcium pools, platelets, 21050 
membrane topology, sarcoplasmic and 
endoplasmic reticulum, by in vitro 
translation scanning, rat, 25678 
M5S5 boundary of sarcoplasmic reticu- 
lum, amino acid alterations at, 908 
phosphorylated 
dephosphorylation rate increased by 
phosphatidylinsitol 4-phosphate, 
14467 
lumenal calcium ions sequential disso- 
ciation from, sarcoplasmic reticu- 
lum, 18271 
plasma membrane, isolation and charac- 
terization of stable CHO cell line 
overexpressing, 14643 
plasma membrane isoform 4C1, carboxyl 
terminus of, endoplasmic reticu- 
lum retention at, 2679 
sarcoplasmic reticulum 
ATP-induced changes in tryptophan 
fluorescence and, 3089 
calcium binding activity of transmem- 
brane segments after proteinase K 
treatment, 20123 
mutational analysis of peptide linking 
phosphorylation and calcium bind- 
ing domains, 16283 
skeletal, functional reconstitution of re- 
combinant phospholamban with 
skeletal, rabbit, 9390 
Calcium-ATPase (sarcoplasmic reticulum) 
kinetics of interaction with thapsigargin, 
11731 
Calcium-ATPases 
mechanism of inhibition by volatile anes- 
thetics, 28239 
Calcium binding 
to detergent solublized ATPase, sarco- 
plasmic reticulum, 17350 
pH dependent modulation by ATP ana- 
logues, to sarcoplasmic reticulum, 
27160 
in pore, modulates dihydropyridine bind- 
ing, L-type calcium channels, 
18201 
Calcium binding domains 
sarcoplasmic reticulum calcium-ATPase, 
mutational analysis of peptide 
linking phosphorylation and, 
16283 
Calcium binding protein 
distinctive, cloning of cDNA for DNA su- 
percoiling factor reveals, 15571 
Calcium-binding protein 
rat brain, identification of metal-binding 
sites in, 30353 
63-kDa, bone, structure of, 6125 
Calcium binding proteins 
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extracellular, characterization of throm- 
bospondin-4, 2809 
Caleium-calmaduli 
activated histone 3 arginine kinase, stim- 
ulation of, in quiescent and ac- 
tively dividing endothelial cells, 
rat heart, 23155 
Calcium/calmodulin 
activation of calmodulin-dependent pro- 
tein kinase I cascade via three in- 
dependent mechanisms, 27186 
Calcium-calmodulin 
inhibits MARCKS protein phosphoryla- 
tion by protein kinase Cs, C6 rat 
glioma cells, 24911 
Calcium-cal decline ch p Sond protein 
kinase 
cascade, characterization of, 19320 
Calcium/calmodulin-dependent protein ki- 
nase | 
regulatory region contains autoinhibitory 
and calmodulin-binding domains, 
23851 
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p t protein ki- 

















nase II 
mutational analysis of calcium independ- 
ent autophosphorylation, 14062 


Calcium dent protein ki- 





nase IV 
phosphorylation and activation by calci- 


A. 





um p t protein 
kinase Ia kinase, 17616 
Calci 1} J Avh dep aA t protein ki- 
nase IV 
activation by CaM-kinase kinase, Jurkat 
T lymphocytes, 30464 
Calcium/calmodulin-dependent protien ki- 





nase I 
cDNA cloning and identification of auto- 
phosphorylation site (correction to 
1993 article), 10358 
Calcium channels 
activation by basic fibroblast growth fac- 
tor, cardiomyocytes, neonatal rat, 
17361 
brain, a,, subunits, identification and 
differential phosphorylation of, 
21234 
cardiac, voltage dependent inactivation 
involves carboxyl-terminal region 
a, subunit, 17306 
endothelial cells, sphingolipid-gated cal- 
cium release mediated by, 5266 
low threshold, protein kinase C activa- 
tion by angiotensin II inhibits, ad- 
renal glomerulosa cells, 15137 
L-type 
calcium binding in pore, modulates di- 
hydropyridine binding, 18201 
al subunit, sites of cAMP-dependent 
phosphorylation, skeletal muscle 
myotubes, 16371 
L-type voltage-sensitive, regulation of 
c-fos transcription, 4224 
novel truncated, cloning and expression 
of, non-excitable cells, 483 
voltage-dependent 
properties of a,-f anchoring site in, 
12056 
zinc influx through, excitation-tran- 
scription coupling, 2473 
Calcium channels L-type 
molecular determinants of high affinity 
phenylalkylamine block, 22119 
Calcium channel splice variants 
human, voltage dependent inhibition by 
dihydropyridines, 10540 
Calcium channel f subunits 
association with a, subunit interaction 
domain, 18088 
Calcium current 
depletion activated, slow calcium depend- 
ent inactivation, 14445 
Calcium currents 
T-type, inhibition by angiotensin II re- 
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ceptors, NG108-15 cells, 1670 
Calcium entry mechanism 
novel, turned on during growth arrest 
induced by calcium pool depletion, 
26790 
Calcium feedback 
role of, excitation-contraction coupling, 
isolated triads, 19936 
Calcium green D,, 
dye, calcium translocation across, using 
plasma membrane, primary osteo- 
blasts, 22445 
Calcium inflow 
agonist and store-activated, pertussis 
toxin-sensitive trimeric GTP-bind- 
ing protein G;. requirement, hepa- 


calcium release-activated, differential 
regulation by heterotrimeric G pro- 
teins, 29169 
Calcium influx factor 
degradation of, phosphatase inhibitors or 
chelation of calcium ions, 29 
Calcium ion 
cytosolic, measurement of concentration, 
with transfected aequorin, HeLa 
cells, 9896 
cytosolic free, sodium/calcium/potassium 
exchanger regulation, retinal rods, 
13231 
ligation in transmembrane domain six of 
plasma membrane calcium- 
APTase, 27812 
plasma membrane pump, role in calcium 
ion signaling, exocrine cells, 8528 
Calcium ion channels 
L-type, role of membrane localized B sub- 
unit in formation and targeting of, 
30036 
Calcium ion/nitric oxide/eGMP pathway 
prostaglandin EP, receptor-mediated, 
gastric chloride channel activation 
via, 18781 
Calcium ionophores 
repression of 92- and 72-kDa gelatinases, 
17602 
Calcium ion release 
G protein By subunit tranduces musca- 
rinic receptor signal for, Xenopus 
oocytes, 30068 
Calcium ions 
binding, thrombospondin 1, 1729 
chelation of, blockade of degradation of 
calcium influx factor, 29 
cytoplasmic, role in glucose-induced rise 
of cytoplasmic pH, pancreatic is- 
lets, 7915 
dependent interaction of recoverin with 
rhodopsin kinase, 18060 
lumenal, sequential dissociation from 
phosphorylated calcium-ATPase, 
sarcoplasmic reticulum, 18271 
magnesium-ATP and, conformational 
changes induced by, endoplasmic 
reticulum luminal domain of cal- 
nexin, 18051 
opioid stimulated increase, desensitiza- 
tion by bradykinin or 
ATP,NG108-15 cells, 16630 
regulation of muscle contraction, tropo- 
nin T and troponin C role in, 2557 
Calcium mobilization 
cADP-ribose-mediated intracellular, cal- 
modulin-dependent protein kinase 
II required for, 30257 
Calcium oscillations 
adenylyl cyclase type III hormonal stimu- 
lation induces, HEK-293 cells, 
24108 
long-lasting changes in response to gluta- 
mate, astrocytes, 15203 
Calcium permeable cation channel CD20 
G, progression, acceleration by expres- 
sion of, Balb/c 3T3 cells, 13099 
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Calcium pool depletion 
induction of growth arrest, novel calcium 
entry mechanism turned on by, 
26790 
Calcium pools 
distinct functional, isoforms of calcium- 
ATPase located in, platelets, 21050 
Calcium pump 
intracellular, inhibition of, stimulation of 
HIV expression, 10278 
plasma membrane, tissue distribution of 
isoforms, 12184 
Calcium-pump 
plasma membrane, mutants in nucleotide 
binding of, 30111 
Calcium pumps 
intracellular, resistant to thapsigargin, 
11955 
Calcium release 
internal regulation of, ankyrin interac- 
tion with ryanodine receptor, T- 
lymphoma cells, mouse, 17917 
kinetics of, inositol 1,4,5-trisphosphate 
receptor, reconstituted lipid vesi- 
cles, 19046 
Calcium release channel 
regulation by phosphorylation of dihydro- 
pyridine receptor II-III leop pep- 
tide, skeletal muscle, 18459 
skeletal muscle sarcoplasmic reticulum, 
stimulated by hydrogen peroxide, 
25557 
Calcium release channel ryanodine receptor 
interaction with thimerosal, skeletal 
muscle sarcoplasmic reticulum, 
29644 
Calcium release triggering 
identification of blocking regions and, 
dihydropyridine receptor II-III 
loop, skeletal muscle, 22116 
Calcium signaling 
ch tactic receptor-induced, inositol 
trisphosphate receptor down-regu- 
lation, 4840 
defective glycolysis and, implication in 
impaired insulin secretion, trans- 
genic mouse, 28688 
generation of, Trypanosoma cruzi prote- 
ase involved in, 5172 
Calcium signaling pathway 
activation of cAMP-regulated by gluca- 
gon-like peptide-1 insulinotropic 
hormone, pancreatic B-cells, 17749 
Calcium transport ATPase 
intracellular, development of thapsigar- 
gin resistance, chinese hamster 
lung fibroblasts, 12140 
Calcium?* calmodulin 
functional modulation of multidrug re- 
sistance related P-glycoprotein, 
11040 
Caldecrin 
serum, molecular cloning and expression 
of, 30315 
Caldesmon 
actin interaction, caltropin effects on, 
6658 
bound to actin, study of carboxyl- and 
amino-terminal domains, 30187 
control of actin-tropomyosin filament 
movement, 19688 
effects on myosin assembly, smooth mus- 
cle, 3919 
kinetics of binding to actin, 9911 
mutants, lacking mitosis-specific phos- 
phorylation sites, 4023 
smooth muscle, identification of calmodu- 
lin binding site in, 19964 
Caldesmon gene 
chicken, transcriptional regulation of, 
23661 
Calmodulin 
actin and, alternate binding to multiple 
sites on dystrophin, 5578 
binding, peptide from domain of Borde- 
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tella pertussis adenylate cyclase, 
7088 

blockade, MARCKS protein phosphoryla- 
tion, 1362 

calcium binding to, role in Schizosaccha- 
romyces pombe, 20643 

calcium induced calcium release by cyclic 
ADP-ribose and, 9060 

calcium regulated compartmentalization, 
smooth muscle cells, 21532 

calcium regulation, calcineurin phospha- 
tase activity, 340 

dependent protein kinase II, required for 
cADP-ribose-mediated intracellular 
calcium mobilization, 30257 

flagellar, differentiation-specific, Naegle- 
ria, 5839 

identification of binding site, smooth 
muscle caldesmon, 19964 

interaction of binding domain with rat 
cerebellar nitric oxide synthase, 
20901 

interaction with clathrin-coated vesicles, 
triskelions and light chains, 2395 

interaction with nitric oxide synthase, 
29117 

new divergent isoforms, differential abil- 
ity to activate calmodulin-depend- 
ent enzymes, soybean, 21806 

nuclear functional elimination by inhibi- 
tor peptide, 30245 

protein kinase II dependent on, stabiliza- 
tion, autoinhibitory domain, 2163 

stabilization, two neuronal protein kinase 
C substrates, 6741 

T cell activation and, Jurkat T cells, 8032 

Calmodulin binding domain 

role of, endothelial, in membrane associa- 
tion and phospholipid inhibition of 
nitric oxide synthase, 14705 

Calmodulin-binding domains 
let / } Avulh aA 


aA 





Pp t protein 
kinase I regulatory region contains 
autoinhibitory and, 23851 

Calmodulin-dependent protein kinase I 
cascade 

calcium/calmodulin activation of, via 
three independent mechanisms, 
27186 
Calmodulin-dependent protein kinase IV 
gene 
rat, organization and analysis of com- 
plete, 29507 
Calnexin 
chaperone, role of in folding and assem- 
bly of nicotinic acetylcholine recep- 
tors, endoplasmic reticulum, 15085 
conformational changes induced by mag- 
nesium-ATP and calcium ions, en- 
doplasmic reticulum luminal do- 
main of, 18051 
fails to associate with substrate proteins 
in glucosidase-deficient cell lines, 
26060 
influences folding of human class I histo- 
compatibility proteins, but not as- 
sembly with B.-microglobulin, 
19638 
lar requir ts for, association 
with major histocompatibility com- 
plex, class II, 2784 
oligosaccharide binding by, recognizing 
unfolded glycoproteins, 4697 
recognition of N-glycan, class I MHC 
molecules, 3944 
Schizosaccharomyces pombe homologue 
of, viability and, 4845 
sequence, endoplasmic reticulum quality 
control apparatus, 244 
Calnexin association 
unique expression of major histocompati- 
bility complex class I proteins in 
the absence of glucose trimming 
and, 29025 
Calorimetry 
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molecular mechanics simulations and, 
monounsaturated phosphatidylcho- 
lines, 2014 
Calpain 
agonist-induced activation of, endogenous 
cleavage of phospholipase C-63 by, 
4318 
cleavage of cytoplasmic domain of inte- 
grin B, subunit by, 26146 
differential sensitivity of IL-la and IL-8 
precursor proteins to cleavage by, 
27758 
expression, lymphoid cells, 2497 
localization changes in coordination with 
actin-related cytoskeleton changes, 
early embryonic development, Dro- 
sophila, 22652 
proteolysis, PEST sequences in, 2032 
selective proteolysis of arrestin by, 24375 
u-Calpain 
purification by affinity chromatography, 
14576 
Calpain-calpastatin system 
role of in TRH down regulation of 
nPKCe, rat pituitary GH,C, cells, 
25115 
Calpains 
activation in necrotic fibers, mdx distro- 
phic mice, 10909 
Calponin 
gizzard, characterization of regulatory 
domain of, 8867 
physical characterization of, 10576 
Calponin peptide 
enhances calcium sensitivity of smooth 
muscle contraction, no effect on 
myosin light chain phosphoryla- 
tion, 20400 
Calreticulin 
cell surface 
mitogenic effects of BB chain of fibrino- 
gen mediated through, fibroblasts, 
26602 
triggers mouse melanoma cell spread- 
ing, 15926 
chaperone function of, expressed in endo- 
plasmic reticulum, 20298 
heat shock sensitive expression of, 17011 
integrin a8, inducible interaction with, 
23132 
interaction with protein disulfide isomer- 
ase, 31338 
as a molecular chaperone, biosynthesis of 
myeloperoxidase, 4741 
sequence, endoplasmic reticulum quality 
contro! apparatus, 244 
thrombosis and, canine coronary arteries, 
8179 
Calsequestrin 
ryanodine receptor and, sssociation with 
triadin, sarcoplasmic reticulum, 
9027 
Calspermin gene 
activation by testes specific transcription 
factor CREMr, 20962 
activation by testes specific transcription 
factor CREMr (correction), 28494 
Caltropin 
effects on caldesmon-actin interaction, 
6658 
Calycins 
causes IgE antibody responses, Bla g 4 
cloning identification of, Blattella 
germanica, 31196 
CaM-kinase kinase. see Calcium/calmodu- 
lin-dependent protein kinase 
cAMP. see Cyclic AMP entries 
Camphor 
analogues, uncoupling oxygen transfer 
and electron transfer in oxygen- 
ation by cytochrome P450-CAM, 
28042 
cAMP-ribose. see Adenosine diphosphate- 
ribose, cyclic 
(R,)cAMPS 
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novel inhibitor of cAMP-kinase, 20599 
Camptothecin 
DNA topoisomerase | mutant resistant 
to, 6141 
Campylobacter fetus type B 
segmental conservation of sapA se- 
quences in, 15093 
Canalicular membrane 
glutathione S-conjugate transport across, 
3594 


Canalicular transporter 
distinct from mitochondrial carrier and 
sinusoidal transporter for reduced 
glutathione, 15946 
Cancer 
human insulin-like growth factor II gene 
promoters, concordant loss of im- 
printing in, 27983 
Cancer cells 
DNA MeTase in, RAS, 1595 
hematopoietic and epithelial, kinase-defi- 
cient human JAK3 splice variant 
expressed in, 25028 
Candida albicans 
pathogenic yeast, cell wall mannan of, 
branched side chains in, 1113 
vacuolar membrane of, inositol trisphos- 
phate-dependent calcium mobiliza- 
tion in, 7272 
Cannabinoid receptor 
central, amino-terminal variant in, 3726 
Cannabinoid receptor CB1 
stimulation induces krox-24 expression in 
human astrocytoma cells, 13973 
Cannabis 
two central cannabinoid receptor iso- 
forms in, alternative splicing and, 
3726 
Cap G 
actin-severing mutants, 45 
Capillary morphogenesis 
dominant negative mutant transforming 
growth factor-f receptors inhibits 
apoptosis and, 21144 
Capsid 
phage 22, stability of wild type and tem- 
perature-sensitive protein subunits 
of, 16595 
Cap Z 
human, sequence analysis and chromo- 
somal localization of, 21472 
Cap4 


trypanosome, modification of in homolo- 
gous cell free system, 20365 
Carbachol 
tyrosine phosphorylation promotion of 
protein kinase Cé by substance P 
and phorbol ester, salivary gland 
epithelial cells, 13490 
6-O-Carbamoylation 
involvement of nodS and nodU in 
N-methylation, of Nod factors Rhi- 
zobium sp. NGR234, 22968 
Carbamoyl-phosphate synthatase I gene 
far-upstream enhancer, responsible for 
tissue specificity and hormone in- 
duction of expression, 24932 
Carbamoyl-phosphate synthetase-aspartate 
transcarbamoylase-dihydroorotase 
mRNA 
nucleotide sequence and expression ofS- 
qualus acanthias, 14130 
Carbamyl phosphate synthetase 
mammalian, substructure of amidotrans- 
ferase domain, 2190 
Carbohydrate binding 
property of peptide:N-glycanase, evalu- 
ated using various oligosaccha- 
rides, mouse fibroblasts L-929, 
15181 
Carbohydrate binding proteins 
characterization of, Trypanosoma cruzi, 
11062 
Carbohydrate metabolism 
central, pleiotropic regulation via csrA 
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gene, Escherichia coli, 29096 
Carbohydrate-protein linkage region 
decasaccharide and octasaccharide se- 
quences isolated from, porcine in- 
testinal heparin, 22914 
N-acetylgalactosamine transfer to, of sul- 
fated glycosaminoglycans, 22190 
Carbohydrates 
determinants, calnexin recognition of, 
class I MHC molecules, 3944 
N-linked, with nove! core structure, 
LEC18 dominant CHO glycosyla- 
tion mutant synthesizes, 30294 
regulation of hepatic gene transcription 
dictated by two CACGTG motifs, 
21991 
selectin interaction, leukocyte trafficking 
mediations, minireview, 11025 
specificity, Entamoeba histolytica lectin, 
5164 
sulfated unit, role in cell aggregation, 
marine sponge, 5089 
Carbon fluxes 
quantification using labelled glucose, 
maize root tips, 13147 
Carbonic anhydrase II 
folding, catalysis by cyclophilin and, ki- 
netic analysis, 740 
Carbonic anhydrase III 
oxidative modification and loss of phos- 
phatase activity during aging, 
14742 
Carbonic anhydrase VI 
distinct glycoforms of, parotid and sub- 
maxillary glands, 5985 
Carbon monoxide 
binding kinetics, human cytochrome 
P450 3A4, 5014 
religation kinetics to hemoglobin S poly- 
mers, 26078 
Carbon tracer 
hepatic gluconeogenesis, citric acid cycle 
activity and, 1509 
y-Carboxygliutamic acid 
metal-rich, domain of blood coagulation 
Factor IX, 7980 
Carboxylase 
vitamin K-dependent, deletion mutagene- 
sis of, 5305 
Carboxylate 
angiotensin receptor antagonists, interac- 
tions, 2284 
Carboxylesterase 
rat serum, regulation and secretion of, 
liver, 19128 
Carboxylesterase Esta2'(A,) 
cloning and sequence of full length cDNA 
for, Culex quinquefasciatus, 17044 
Carboxyl ester hydrolase 
zymogen granule membranes, rat exo- 
crine pancreas, 3780 
Carboxy] tail 
truncation of, constitutive activity and, 
Xenopus oocytes and AtT20 cells, 
1041 
Carboxyl-terminal domain 
a-platelet-derived growth factor, focus 
forming activity, 7033 
truncation, alteration of apolipoprotein 
A-I catabolism, 5469 
Carboxyl-termina! domains 
alternative splicing sites, sodium-calcium 
exchange, 6917 
neurospora plasma membrane hydrogen 
ATPase, membrane topology of, 
6942 
B,-adrenergic receptor 
internalization, 6482 
internalization (correction), 10358 
splicing of, 6488 
Carboxyl-terminal nucleotide binding 
domain 
characterization of p-Glycoprotein, 14085 
Carboxyl-terminal! protein 
actin monomer binding activity localized 
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to, Saccharomyces cerevisiae pro- 
tein, 5680 
receptor complex, mitochondrial outer 
membrane, 5674 
Carboxy] terminus 
amino acid residues in, transcription fac- 
tor acyl coenzyme A binding, 1092 
phosphorylation of, GRK2, 1130 
plasma membrane Ca”*-ATPase isoform 
4C1, endoplasmic reticulum reten- 
tion, 2679 
Thr-422 and Tyr-424 residues in, neuro- 
tension receptor, 2439 
Carboxypeptidase A 
isoforms, produced by distinct genes or 
alternative splicing in, brain, 
20543 
Carboxypeptidase D 
novel, purification and characterization 
of, bovine pituitary, 25007 
Carboxypeptidase E 
aggregation of, calcium- and pH-depend- 
ent, 7963 
Carboxypeptidase gene family 
member of encodes gp180 that binds 
duck hepatitis B virus particles, 
15022 
Carboxypeptidase M 
epidermal growth factor extracellular 
conversion to des-Arg®®-EGF by, 
17154 
identical to MAX.1 antigen, expression 
associated with monocyte to 
macrophage differentiation, 15644 
Carboxy-terminal domain kinases 
induction by heat shock and arsenite, 
13091 
Carboxy-terminal processing protease 
D1 precursor protein recognition of cleav- 
age site by, photosystem II reac- 
tion center, 10711 
Carcinoembryonic antigen 
gene, transcriptional regulation, 3602 
Carcinoma 
breast, presence of new conserved do- 
main in CART1, 25715 
Carcinoma cell line HepG2 
human, biosynthesis of bikunin proteins 
in, 18700 
Carcinoma cells 
embryonal 
differentiation to neural or cardiomyo- 
cyte lineage linked to expression of 
endothelin receptors, 15385 
sodium-hydrogen exchanger gene acti- 
vation during neuronal differation, 
10420 
human, expressing appropriate receptors, 
cytotoxicity of chimeric protein of 
IL-13 and Pseudomonas exotoxin, 
16775 
Cardiac calcium channel 
molecular determinants of pharmacology 
of, regulation of dihydropyridine 
binding, 27106 
Cardiac cells 
angiotensin II activates sodium/bicarbon- 
ate symport, 20432 
Cardiac hypertrophy 
ventricular expression of MLC-2v-ras fu- 
sion gene induces diastolic dys- 
function and, transgenic mice, 
23173 
Cardiac myocytes 
glucocorticoids increase osteopontin ex- 
pression in microvascular endothe- 
lial cells and, 28471 
m, muscarinic receptors expressed in, 
mediation of Ras-dependent 
changes in gene expression in, 


parasympathetic signaling by activation 
of endothelial nitric oxide synthase 
type III, 14582 
Cardiomyocytes 
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hypertrophy, neonatal, regulation of 
rDNA transcription factors during, 
8290 
identification of band 3-like proteins, 
chloride-bicarbonate exchange and, 
1315 
neonatal rat, calcium channel activation 
by basic fibroblast growth factor, 
17361 
rat ventricular, MAPK kinase MEK1 
stimulates pattern of gene expres- 
sion typical to hypertrophic pheno- 
type, 28092 
Cardiotropin-1 
binding to leukemia inhibitory factor re- 
ceptor/gp130 signaling complex, 
10915 
CArG 
a,-adrenergic induction of skeletal a-ac- 
tin and, during cardiac myocyte 
hypertrophy, 410 
cARI 
affinity transition, COOH-terminal serine 
residue, 4418 
Carnitine palmitoyltransferase I 
mitochondrial, isoform switching in the 
developing rat heart, 8952 
Caroteniod 
biosynthesis of regulated by singlet oxy- 
gen and peroxyl radicals, Phaffia 
rhodozyma, 18374 
Carotenoid 
reconstitution, R. sphaeroides and R. 
rubrun light-harvesting complexes, 
5793 
Carotid artery 
proliferative response to balloon injury, 
gax expression, 5457 
Cartilage 
articular, human lumican gene, organiza- 
ton, chromosomal location and ex- 
pression in, 21942 
chondrocytes, ED-A and ED-B sequences 
of fibronectin in, 1817 
collagen type XI, analysis of cross-linking 
domains in, 18865 
COL2A1 mutation in achondrogenesis 
type II, 1747 
Cartilage matrix protein 
role of coiled-coil a-helices and disulfide 
bonds in subunit assembly of, 
23150 
Cartilage matrix protein gene 
nuclear factor-1, identification of protein 
binding site in, 10212 
CARTI1 
presence of new conserved domain in, 
breast carcinoma, 25715 
cAR1 
Dictyostelium, correlation of agonist-in- 
duced loss of ligand binding and 
phosphorylation, 8667 
B-Casein 
peptides derived from, transport in Lac- 
tococcus lactis, 1569 
B-Casein gene promoter 
CCAAT/enhancer protein isoforms B and 
5 binding to, expression in epithe- 
lial cells, 17962 
Casein kinase I 
DARPP-32 phosphorylation by, 8772 
Casein kinase I5 
regulatory role of COOH-terminal phos- 
phorylation, 21689 
Casein kinase le 
human, isolation and characterization of, 
novel member of CKI gene family, 
14875 
Casein kinase II 
ABF1 Ser-720, phosphorylation site for, 
Saccharomyces cerevisiae, 16153 
DNA binding function of p53, activated 
independently of, 18165 
Drosophila engrailed protein phosphoryl- 
ation by, enhancement of DNA 
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binding, 11130 

encoding subunit of, isolation of CKB1 
gene, Saccharomyces cerevisiae, 
10395 

identification of polyamine binding do- 
main on regulatory subunit of, 
17400 

isoforms, HeLa cells, identification of, 


phosphorylation by p34cdc2, 25872 
phosphorylation on serine 66 by, in vitro, 
polyomavirus major capsid protein 
VP1, 26006 
required for cell cycle progression during 
G, and GoM, Saccharomyces cer- 
evisiae, 25905 
role in function of phosphoprotein (P) 
subunit of RNA polymerase, vesic- 
ular stomatitis virus, 24100 
subunit interactions, 13017 
Casein kinase-1 
phosphorylated p75 TNF receptor and 
downregulates TNF signaling for 
apoptosis, 23293 
Casein kinase ly 
subfamily, cloning expression and charac- 
terizations of isoforms, 12717 
Casein kinase 2 
quarternary structure of, 8345 
Catabolic cellular mediators 
increased CD44 expression by, bovine 
articular chondrocytes, 27734 
Catabolism 
of urokinase-plasminogen inhibitor type I 
complexes and lipoprotein lipase 
mediated by very low density li- 
poprotein receptor, 26550 
Catalase 
copper and zinc containing superoxide 
dismutase, simultaneous overex- 
pression retards age related 
ch 
15671 
Catalase-peroxidase 
purification and characterization of, My- 
cobacterium smegmatis, 22290 
spectral characterizaton and chemical 
modification of, Streptomyces sp., 
13740 
Catalases 
Resonance Raman investigation of, As- 
pergillus niger, 10449 
Catalysis 
ATP synthase f-ysubunit interaction re- 
quired for, 22850 
of chitosanase, site-directed mutagenesis 
reveals two residues essential for, 
Streptomyces sp. N174, 31077 
hydrogen-ATPase (ATP synthase) 6 sub- 
unit Glu-185 of, essential for coop- 
erative, Escherichia coli, 25656 
signature of oxyg intermediate, ri- 
bulose-bisphosphate carboxylase/ 
oxygenase in, 11741 
Catalytic activity 
of p-glycoprotein nucleotide binding sites, 
26956 
Catalytic amino acids 
in substrate binding region of 1,3-B-glu- 
canases, mapping of, barley, 14556 
Catalytic antibodies 
natural, peptide-hydrolyzing activities of 
Bence Jones proteins and V, frag- 
ment, 15257 
Catalytic chains 
aspartate transcarbamoylase kinetics in- 
fluenced by domain closure in, 
Escherichia coli, 15620 
Catalytic domain 
point mutations, guanylyl cyclase-A re- 
ceptor, 425 
Catalytic loop 
glyoxalase I, 12957 
Catalytic residue 
of glutamic acid 23, in T4 endonuclease 
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V, 2652 
Catalytic residues 
barley B-glucanases, tetrad of ionizable 
amino acids for, 8093 
Catalytic subunits 
protein kinase isoform inhibition of, 7227 
Catecholamine depletion 
severe and perinatal lethality, result of 
targeted disruption of tyrosine hy- 
droxylase locus, mice, 27235 
Catecholaminergic cell lines 
transgenic mice, tyrosine hydroxylase 
expression directed by cAMP re- 
sponse elements, 21579 
Catecholamines 
quantral release, action potentials and, 
adrenal chromaffin cells, 3498 
real-time release, cytosolic calcium corre- 
lation, bovine chromaffin cells, 
5353 
Catenin 
dependent and -independent functions of 
vascular endothelium cadherin, 
30965 
a-Catenin 
identification of plakoglobin domains re- 
quired for association with N-cad- 
herin and, 20201 
independent complex, APC protein and 
E-cadherin, 5549 
B-Catenin 
independent complex, APC protein and 
E-cadherin, 5549 
Cathepsin B 
crystal structures of 
structure-based inhibitor design, 5527 
structure-based inhibitor design (cor- 
rection), 28494 
glucagon proteolysis by membrane associ- 
ated cathepsin D and, endosomes, 
hepatic, 15798 
S, subsite specificity of, 18036 
Cathepsin C 
human, structure and substrate induced 
inhibition, 21626 
Cathepsin D 
glucagon proteolysis by membrane associ- 
ated cathepsin B and, endosomes, 
hepatic, 15798 
phosphorylation, amino acid sequences 
for, novel mutagenesis strategy, 


propeptide is not essential for the expres- 
sion of, human, 9778 
Cathepsin E 
neurotensin precursors, processing by, 
19135 
Cathepsin G 
expressed at monocyte surface, human 
coagulation factor V activated to, 
1408 
human 
carboxy-terminal prodomain-deleted, 
targeted and enzymatically acti- 
vated in granules in basophilic 
mast cell line, rat, 12912 
lacking functional glycosylation site, 
processing and storage of, after 
transfection to RBL or 32D cell 
lines, 28413 
neutrophil chemotaxis controlled by in- 
hibitors of chymotrypsin and, 
23437 
neutrophil derived, proteolysis of platelet 
and endothelial cell thrombin re- 
ceptor, 11168 
Cathodic hemoglobin 
structure and function of, Anguilla an- 
guilla, 18897 
Cation channel 
monovalent, plasma membrane, activa- 
tion of inositol triphosphate, rat 
megakaryocytes, 16638 
Cationic amino acid transporter 
gene expression, angiotensin II stimu- 
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lates system y* and, cultured vas- 
cular smooth muscle cells, 27577 
Cationic amphiphilic drugs 
Cholera toxin internalization to Golgi ap- 
paratus and elevation of cyclic 
AMP, inhibition by, 12117 
Cationic lipid 
mediated gene transfer efficiency of, 
18997 
Cations 
inorganic, dep e of poly 
transport, breast cancer cells, 1695 
Cation transport 
induced, novel anion dependence of, in 
malaria-infected erythrocytes, 
24270 
Caveolin 
heterotrimeric G proteins, regulated in- 
teraction with, 15693 
isoforms, differ in N-terminal protein se- 
quence and subcellular distribu- 
tion, 16395 
palmitoylation of, multiple cysteine resi- 
dues, 6838 
*- see Calcium ions 


A 





multimeric CCAAT-binding factor, tran- 
scription activation by, 468 
Cbl 
tyrosine-phosphorylated, complexed with 
Crk1, Ph-positive leukemia, 21468 
CCAAT-binding factor CBF 
multimeric, transcription activation by, 
468 
CCAAT binding protein 
regulation of histone H2A.X gene pro- 
moter by transcription factor E2F 
and, mouse, 18759 
CCAAT Boxes 
human y- and e-globin, differential bind- 
ing of NFE3 and CP1/NFY tran- 
scription factors to, 21934 
CCAAT displacement protein 
repressor activity of, myeloid leukemia 
cells HL-60, 12745 
CCAAT/enhancer binding protein 
transcription, insulin regulation of, adi- 
s, 647 
CCAAT/enhancer-binding proteins 
a and £, glutathione S-transferase B 
gene promoter silencer element 
interacts with, hepatocarcinogen- 
esis, 31288 
CCAAT/enhancer protein 
isoforms B and 6 binding to B-casein gene 
promoter, expression in epithelial 
cells, 17962 
e-Cbl 
proto-oncogene, coupling of, epidermal 
growth factor to, 25332 
e-cbl 
association with p85 subunit of phos- 
phatidylinositol-3 kinase, 18260 
e-Cbl 
stimulated tyrosine phosphorylation of, 
by GM-CSF or Epo, binding to 
SH3 domain of Grb2/Ash, human 
hematopoietic cells, 10800 
c-Cb1 protein 
tyrosine phosphorylation, translocation 
of, follows activation of tyrosine 
kinase signaling pathway, 14347 
CC chemokine 
activity, mutuations in IL-8, 2716 
CC chemokine receptor 1 
monoycyte chemoattractant protein-3 is 
ligand for, 29671 
CC chemokine receptor 2B 
monoycyte chemoattractant protein-3 is 
ligand for, 29671 
c-Crk 
phosphorylation, by insulin-like growth 
factor-I, 5187 
Cdc2-like kinase 
neuronal, reconstitution of, from Cdk5 
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and fragment of brain specific acti- 
vator, 10847 
Cdc25p 
cellular content regulated by destabiliza- 
tion through a cyclin destruction 
box 
Saccharomyces cerevisiae, 20742 
Saccharomyces cerevisiae (correction), 
26020 
CDC34 
mutation, increased ubiquitin expression 
supresses cell cycle defect, yeast, 
9347 
Cdc37 
glyc inoglycan-binding protein verte- 
brate homologue of, 16198 





Cdc42 
signaling, Jun kinase and p38 MAP ki- 
nase activation by PAK-mediated 
signaling and, 27995 
target proteins defined by conserved 
binding motif, 29071 
CDC42Hs 
translocation to cytoskeleton, mediated 
by integrin a;7,83, human plate- 
lets, 17321 
Cdc42Hs 
targets 68-kDa kinase and NADPH oxi- 
dase component p67phox, neutro- 
phils, 10717 
CDK. see Cyclin-dependent kinase 
CDK inhibitors 
p16 and p21, block phosphorylation of 
cyclin-dependent kinase, 18195 
Cdk2 
cyclin E complexes, meiotic and embry- 
onic cell cycles, 6843 
overexpression inhibits neuronal differen- 
tiation, rat pheochromocytoma 
PC12 cells, 23031 
Cdk5 
reconstitution of neuronal Cdc2-like ki- 
nase from, and fragment of brain 
specific activator, 10847 
CD2 gene 
enhancer, transactivation of by SOX4, 
7515 
CD3-y chain 
distinct domains of, in T cell antigen re- 
ceptor expression, 4675 
CD4-associated tyrosine kinase p56l/ck 
T-lymphocyte migration induced by lym- 
phocyte chemoattractant factor, 
requires, 17081 
CD6 
cysteine-rich domain, contains activated 
leukocyte cell adhesion molecule 
binding site, 18187 
CD9 
expression, human B cells, confers B1 
integrin-dependent motility on fi- 
bronectin and laminin substrates, 
enhances tyrosine phosphorylation, 
24092 
CD 11a I-domain 
binding of ICAM-1 to leukocyte function- 
associated antigen-1, involvement 
of, 12635 
CD11b/CD18 
functional interaction with the integrin 
antagonist neutrophil inhibitory 
factor and (correction to 1994 arti- 
cle), 6420 
CD14 
membrane, LPS binding protein complex 
formation, 5320 
N-terminal region of, required for lipopo- 
lysaccharide binding, 361 
physical properties 
lipopolysaccharide binding site between 
amino acids 57 and 64, 5219 
lipopolysaccharide binding site identifi- 
cation, 5213 
soluble 
binds lipopolysaccharide and enables 
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cellular response to LPS, 1382 
complexation of with lipopolysaccha- 
ride, mediated bylipopolysaccha- 
ride binding protein, 10482 
domain in, essential for lipopolysaccha- 
ride signaling, 17237 


CD16 
isoforms, Feyreceptor III, ligand binding 
and phagocytosis, CHO cells, 
25762 
CD16/CD7/Jak2 
fusion protein, signal transduction by, 
18420 


CD18 
transcription increased by GABP and 
PU.1, 23627 
CD20 
association of 75/80 phosphoproteins and 
tyrosine kinases with, B cells, 
22632 
CD22 
B cell-specific, binding of plasma sialogly- 
coproteins by, 7543 
cell adhesion mediated by, cytokine-acti- 
vated endothelial cells, 7533 
hematopoietic cell phosphatase binds to, 
following B cell antigen receptor 
ligation, 20305 
oligosaccharide binding by, characteriza- 
tion of, 7523 
CD28 
CD80 extracellular domains bind T cell 
surface receptors CTLA-4 and, 
21181 
CD32 
human, multiple regions contribute to 
binding of IgG, 21188 
CD36 
class B scavenger receptor, receptor for 
anionic phospholipids, 16221 
induction, monocytes, adhesion to TNF- 
activated endothelial cells, 6267 
thrombospondin binding domain on, re- 
combinant GST/CD36 fusion pro- 
tein definition of, 2981 
CD38 
ADP-ribosy] cyclase and, catalyze synthe- 
sis of calcium-mobilizing metabo- 
lite from NADP*: 30327 
regulatory role in insulin secretion by 
glucose in pancreatic B cells, 30045 
CD40 
selective activation of c-Jun kinase mito- 
gen-activated protein kinase by, 
human B cells, 30823 
CD40 ligand 
soluble recombinant, B cell activation 
and, 7025 
CD44 
increased expression of, by catabolic cel- 
lular mediators, bovine articular 
chondrocytes, 27734 
serglycin as a novel ligand for, lymphoid 
cell adherence and activation, 7437 
CD44 Isoforms 
adhesive interactions between, 11567 
CD45 
interaction between CD45-AP and, 21151 
protein-tyrosine phosphatase, associated 
with 116-kDa tyrosine-phosphory- 
lated glycoprotein, 2313 
selective regulation of lyn tyrosine kinase 
by, in immature B cells, 27987 
sites of interaction with lymphocyte phos- 
phatase-associated phosphoprotein, 
31372 
CD45-AP 
associates with CD45 protein-tyrosine 
phosphatase through transmem- 
brane region, 28103 
interaction between CD45 and, 21151 
CD45 protein-tyrosine phosphatase 
associates with CD45AP through trans- 
membrane region, 28103 
isoforms, regulate interleukin 2 secretion 
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and activate signal pathways in- 
volving Vav, T cells, 24949 
CD52 
primary structure of, 6088 
CD59 
site recognized by, chimeras of human 
complement C9, 3483 
CD63 
association with integrins VLA-3 and 
VLA-6, 17784 
CD80 
extracellular domains bind T cell surface 
receptors CTLA-4 and CD28, 
21181 
C/EBP 
binding sites, ciliary neurotrophic factor- 
leukemia inhibitory factor, regula- 
tion, 8068 
C/EBP heteromer 
NF-«B and, serum amyloid A gene ex- 
pression, liver, 7365 
Cek7 receptor protein-tyrosine kinase 
ligand 
cDNA cloning and characterization of, 
3467 


cel gene 
characterization of bifunctional cellulose 
and, Bacillus sp. D04, 26012 
CEL-III 
interaction with erythrocyte membrane, 
Cucumaria echinata, 3560 
B-Cell 
human glucokinase, 9939 
Cell activation 
lymphoid cells, calpain expression in, 
2497 
Cell adhesion 
activation and, mitogen-activated protein 
kinase, 269 
aspartate 698 within cation binding motif 
of integrin a, required for, 18401 
to fibronectin, synergy site requirement 
for activation state of integrin 
a5B1, 21612 
integrin-mediated, promotes tyrosine 
phosphorylation of p130°** 15398 
structural requirement for, to kalinin 
(laminin-5), 13766 
Cell adhesion kinase B 
novel, cloning and characterization of, 
21206 
Cell adhesion molecule L1 
colocalization of homophilic binding site 
and neutritogenic activity to sec- 
ond Ig-like domain, 29413 
Cell aggregation 
carbohydrate-carbohydrate-mediated, 
novel sulfated carbohydrate unit 
in, marine sponge, 5089 
heparan sulfate-mediated, 5077 
Cell attachment 
fibroblast growth factor-2 mediates, by 
linking receptors and heparan sul- 
fate proteoglycans, 24188 
perlecan promotion of, recombinant do- 
main III, 404 
Cell cycle 
arrest 
ceramide role in, 2047 
sphingolipids and, 2859 
dependent regulation of cyclin B1 pro- 
moter, 28419 
G, phases, novel kinase activity, cell cy- 
cle regulator, retinoblastoma pro- 
tein, 9281 
phase-specific phosphorylation of human 
topoisomerase Ila, 28357 
progression during G, and GoM, casein 
kinase II required for, Saccharo- 
myces cerevisiae, 25905 
regulated polo-like kinase, activation 
during mitosis, 21086 
regulation, heat-stable protein kinase 
inhibitor, 2041 
Cell cycle regulation 
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of Nek2 protein kinase, potential homo- 
logue of NIMA in Aspergillus nidu- 
lans, 12899 
novel DNA binding complex with role in, 
Saccharomyces cerevisiae, 20724 
Cell cycle related proteins 
effects of tumor necrosis factor a on anti- 
mitogenicity and, MCF-7, 18367 
Cell death. see Apoptosis 
Cell-free protein synthesis 
inhibition by isolated and characterized 
novel perchloric acid-soluble pro- 
tein, 30060 
Cell-free system 
activation of acyl-coenzyme A:cholesterol 
acyltransferase, by cholesterol, 685 
nuclear factor xB activation in, protein 
kinase role, 4158 
synthesis, msDNA, 581 
Cell growth 
apo-acyl carrier protein inhibits, Esche- 
richia coli, 22229 
cloning of interferon inducible 17-kDa 
membrane protein involved in, 
23860 


inhibition of, following inactivation of 
kdtA gene, Escherichia coli, 27646 
Ras-dependent, inhibition by farnesyl- 
thiosalisylic acid, 22263 
transforming growth factor-81 modula- 
tion of, not correlated with MAP 
kinase activation, 30686 
B-Cell line 
insulin-secreting, MAP kinase regulation 
in, 7882 
Cell membranes 
activation of progelatinase A, role of in- 
termolecular autolytic cleavage in, 
30479 
Cell migration 
paxillin tyrosine phosphorylation, p125 
focal adhesion kinase, VSMC, fi- 
broblasts, effects of platelet de- 
rived growth factor BB, 11367 
Cell proliferation 


Ad 





p t, role of cyclin A 
and c-Myc, 15923 
novel structural motif Gln7®°-Gin®” in 
integrin B,- cytoplasmic domain 
regulates, 24666 
role of insulin-like growth factor-I recep- 
tor tyrosine kinase domain in tu- 
morigenesis, intracellular signaling 
and, 29176 
Cells 
non-excitable, novel truncated calcium 
channel from, cloning and expres- 
sion of, 483 
spreading, staurosporin-induced, in Colo 
B-Cells 
pancreatic, in obesity, 1295 
B-cells 
G-Protein G; in insulin secretory gran- 
ules, role in insulin exocytosis, 
12869 
Cell signaling 
role of protein-tyrosine phosphatases 
Statla mediated, 25709 
Cell surface 
compartmentalized preduction of ceram- 
ide at, 27179 
furin recycling from, role of Ser and Tyr 
residues within cytoplasmic do- 
main in, 28397 
Golgi complex, glycoprotein transport be- 
tween, clathrin-coated vesicles 
and, 665 
Cell surface localization 
proteolysis of human endothelial angio- 
tensin I-converting enzyme, 28962 
Cell surface receptors 
phosphorothioate oligodeoxynucleotide 
binding to, bFGF effects, 2620 
Cell-surface retention sequence binding 
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proteins 
identification, human SK-Hep cells, bo- 
vine liver, 1807 
Cell to cell channels 
open, connexin-43 inhibition of glycosyla- 
tion induces formation of, 26581 
Cell toxicity 
induction by inhibition of ACAT, 5772 
Cellubrevin 
VAMP-2 and, 3T3-L1 adipocytes, 8233 
Cellular binding proteins 
characterization of, bone morphogenetic 
protein-2, 5476 
Cellular cholesterol efflux 
mediated by cyclodextrins, 17250 
Cellular nucleic acid binding protein 
regulates CT element of c-myc, 9494 
Cellular phenotype 
altered, matrix nonenzymatic glycosyla- 
tion leads to, 3278 
Cellular redox stress 
p21ras signaling targeting of reactive 
free radicals and, 21195 
Cellular retinoic acid-binding protein II 
arginine 132 of, binding of retinoic acid 
and, 4518 
Cellular transcription factor Sp1 
HIV-1 viron protein Vpr interaction with, 
and trans-activation of viral long 
terminal repeat, 25564 
Cellulases 
conserved noncatalytic 40-residue func- 
tions as protein docking domain in 
hemicellulases and, anaerobic 
fungi, 29314 
Cellulose 
bifunctional, characterization of, and cel 
gene, Bacillus sp. D04, 26012 
Central nervous system 
diuretic peptide from, structure, leech, 
1575 
Centromere/kinetochore targeting 
C-terminus of mitosin essential for nu- 
clear localization, dimerization 
and, 19545 
Ceramidase activity 
growth factor and cytokine differential 
regulation of sphingomyelinase ac- 
tivity and, 23305 
Ceramidases 
epidermal, membrane bound, purification 
and characterization of, guinea pig, 
12677 
Ceramide 
activates stress-activated protein kinases, 
22689 
brefeldin resistance and, brefeldin-resist- 
ant cell lines, 4088 
compartmentalized production of, at cell 
surface, 27179 
endocytosis, modulation by, 13291 
inhibition of protein kinase C-a translo- 
cation, bradykinin activation of 
phospholipase D and, 5007 
meiotic cell cycle progression triggered 
by, Xenopus oocytes, 13541 
role, cell cycle arrest, 2047 
role in cellular senescence, 30701 
role in regulation of neuroblastoma 
neuro2a cell differentiation, 26868 
Ceramide-induced apoptosis 
requires AP-1, human leukemia HL-60 
cells, 27326 
Ceramides 
cleavage of N-acyl linkage of, novel en- 
zyme for, 24370 
DNA synthesis and regulation of activity 
of phospholipase D influenced by 
interaction of sphingosine, sphin- 
gosine 1-phosphate and, 26318 
regulation of cytochrome P450 2C11 gene 
expression by interleukin-1, sphin- 
gomyelin hydrolysis and, rat hepa- 
tocytes, 25233 
Ceratitis capitata 
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medfly, cDNA for a sex-specific peptide, 
6199 


c-Erb A al 
related 43 kDa protein in mitochondrial 
matrix, rat liver, 16347 
c-erb-2 
c-Myb repression of transcription by 
binding to cerb-2 promoter, 9384 
cerb-2 promoter 
c-Myb repression of c-erb-2 transcription 
by binding to, 9384 
Cercarial glycocalyx 
O-glycans, unique multifucosylated motif 
repeating unit in, Schistosoma 
mansoni, 17114 
Cerebellum 
adult rat, characterization of a6 and 
ala6 subunits of y-aminobyturic 
acid, receptor, 21285 
Ceruloplasmin 
biosynthesis, cultured hepatocytes from 
LEC rats, 7656 
Cervical carcinoma cell line 
human chromosome region 12q13-15 de- 
letion in, by integration of human 
papillomavirus DNA, 24321 
CETP. see Cholesteryl ester transfer 
protein 
c-Ets-2 
cyclin D1 promoter activation by trans- 
forming p21ras and, 23589 
c-fos 
transcription, L-type voltage-sensitive 
calcium channel activation and. 
4224 
c-fos serum response element 
Ras pathway for activation of, endothe- 
lin-1 nuclear signaling, 11654 
CFTR. see Cystic fibrosis transmembrane 
conductance regulator 
cGMP 
peroxynitrite-induced accumulation of, 
endothelial cells, 17355 
specific phosphodiesterase, essential as- 
partic acid residues at cGMP-bind- 
ing sites of, 30671 
cGMP-dependent protein kinase 
type II, dimeric isoform, distinct regula- 
tory and catalytic properties of 
type I isoforms, 27380 
cGMP-dependent protein kinase II 
cystic fibrosis conductance regulator-chlo- 
ride channels isotype specific acti- 
vation by, 26626 
cGMP kinase 
pertussis toxin-sensitive hormone recep- 
tor blockade by, Chinese hamster 
ovary cells, 9052 
cGMP phosphodiesterase 
ysubunit, carboxyl terminus catalytic 
subunits, transducin a subunit, 
interaction, rod, 13210 
CGS 9343B 
effects on isolated skeletal muscle, 25613 
Chalcone synthase 
homodimeric plant, reaction mechanisms, 
7922 
Chaperones 
calnexin, role of in folding and assembly 
of nicotinic acetylcholine receptors, 
endoplasmic reticulum, 15085 
calreticulin function, expressed in endo- 
plasmic reticulum, 20298 
cytosolic small heat shock proteins, in 
vitro,pea, 10432 


divergent effects of ATP on binding, 
19300 
and DnaK chaperone activation, 19307 


divergent effects of ATP on binding. 
19300 

nucleotide induced conformational 
changes, evidence for interdomain 
communication, 16903 
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export, SecB, effects of mutation on activ- 
ity, Escherichia coli, 22831 
Grp94-related protein function in folding 
and transport of pancreatic bile 
salt-dependent lipase, 13524 
intramolecular, for protein folding, 
propeptide of subtilisin E role as, 
25127 
like activity reduced, of aA™*-crystallin, 
alternative splicing product, 13916 
molecular 
associations between P-glycoprotein 
domains and, 21839 
association with major histocompatibil- 
ity complex, class II, 2784 
calnexin 
binding of oligosaccharide, 4697 
Schizosaccharomyces pombe homo- 
logue of, 4845 
calreticulin as, biosynthesis of my- 
eloperoxidase, 4741 
de Novo synthesis in rabbit reticulocyte 
lysate and, 2588 
DnaD, modulation of ATPase activity 
of, peptides and heat shock pro- 
teins, 4563 
mitochondrial hsp70, 1705 
monomeric variant of GroEL inactive 
as, 20404 
potassium effect on activity of, 2247, 
2251 
substrate binding properties of, 2139 
protein disulfide isomerase activity, inde- 
pendent of thioredoxin-like active 
site, 17078 
reduced requirement ADNA replication 
by mutation 7 in AP gene, AP pro- 
tein and DnaB helicase interac- 
tion, 9792 
RNA, and RNA folding problem, minire- 
view, 20871 
Chaperone SecB 
mapping of binding frame of, within ga- 
lactose-binding protein, 25920 
Chaperonin complex 
Escherichia coli, guanidinium destabili- 
zation of, 5388 
Chaperonin Cpn60 
hydrophobic surfaces in, modulation of, 
1535 
reduction of local flexibility, 13057 
Chaperonin GroEL 
destabilized by binding of ADP, 28551 
protein binding and ATP hydrolysis af- 
fected by mutant at position 87, 
13956 
Chaperonin GroEL oligomer 
exposure of hydrophobic surfaces on, 
7335 
Chaperonins 
bound intermediates in facilitated protein 
folding, 23910 
chloroplast, characterization of, higher 
plant, 18158 
GroE, interactions with rhodanese, 21517 
homolog, heat shock protein 60-kDa, 
identification, properties and local- 
ization, mammalian, 13429 
molecular, dissociation of, high hydro- 
static pressure-induced, 2061 
Chaperonin 10 
forms stable tetrameric and heptameric 
structures, Mycobacterium tubercu- 
losis, 26159 
homologues, role of N-terminal acetyla- 
tion, 22037 
mitochondrial targeting signal of, rat, 
1323 
Charge movements 
kinetics of steady state currents and, so- 
dium/glucose cotransporter, rat, 
27099 
CheA binding cluster 
mutations on a face CheY lead to altered, 
24414 
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Chelation 
Isx protein regulation by, 3638 
Chemoattractant receptors 
cross-desensitization of, role for inhibi- 
tion of phospholipase C activity, 
27829 
G protein-coupled 
regulate Lyn tyrosine kinase-Shc 
adapter protein signaling com- 
plexes, 19969 
regulate Lyn tyrosine kinase-She 
adapter protein signaling com- 
plexes (correction), 24622 
Chemokine 
class differences in, binding to Duffy an- 
tigen-erythrocyte chemokine recep- 
tor, 25348 
new C-X-C, encoded by glucocorticoid- 
attenuated response genes, 16756 
Chemokine N51 
competes with '*°]-interleukin-8 binding 
to IL-8RB but not to IL-8Ra, 28014 
CC Chemokine receptor 
cloning and expression of cDNA for, hu- 
man basophilic cells, 19495 
Chemotaxis 
bacterial 
aspartate receptor N-terminal cytoplas- 
mic tail not required in signal 
transduction of, 24038 
uncoupled phosphorylation and activa- 
tion in, 17386 
5-Oxo-eicosanoids are potent factors for 
eosinophils, 15029 
Chemotaxis regulatory protein CheY 
structure of threonine to isoleucine mu- 
tant at position 87, 17386 
CheY 
mutations on a face lead to altered CheA 
binding cluster on, 24414 
Chicken oocyte receptor 
for yolk precursors, model for action of 
receptor associated protein and 
lactoferrin, 18219 
Chicken oocytes 
multifuntional receptor, different spliced 
variants expressed by somatic cells 
and, 23546 
Chick ovalbumin upstream promoter tran- 
scription factor I 
orphan receptor, regulator of neurite/sub- 
strate cell contacts and cell aggre- 
gates, 15066 
Chimera 
bombesin/m3 muscarinic receptors, role 
of second and third cytoplasmic 
loops, binding internalization and 
coupling, 17884 
calcium-binding, from human lysozyme 
and bovine a-lactalbumin, forms 
molten globule, 10514 
Chimeras 
bombesin receptor, carboxyl-terminal do- 
mains determine internalization 
and recycling characteristics of, 
18858 
Chimeric B subunits 
Escherichia coli and Bacillus megate- 
rium, 1489 
Chinese hamster cell line 
mutant, with defect in integral mem- 
brane protein C,,, of complex II of 
mitochondrial electron transport 
chain, 26104 
Chinese hamster DNA topoisomerase Ila 
gene 
molecular cloning and characterization of 
promoter for, 25850 
Chinese hamster ovary cells 
brefeldin A effects, transcriptional sup- 
pression by 25-hydroxycholesterol, 
8023 
culture medium of, heparan sulfate 6-sul- 
fotransferase from, 4172 
expression, novel type of acetylated low 
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density lipoprotein receptor, 1921 
ctoside-binding lectin in, 5198, 





B-gal 
5207 
IgG fusion protein in, interferon y recep- 
tor expressed as, 3958 
pertussis toxin-sensitive hormone recep- 
tor blockade by cGMP kinase, 9052 
S-adenosylmethionine decarboxylase 
gene amplification in, 2124 
terminal region of bacteriphage T4 regA 
protein, mutagenesis of, 5107 
transfected with bovine cardiac sodium- 
calcium exchanger, ATP-dependent 
regulation of sodium-calcium ex- 
change, 9137 
Wortmannin-sensitive Ras-inependent 
glycogen synthase activation by 
insulin, 11304 
a, adrenergic receptor subtypes ex- 
pressed in, 3491 
Chi sites 
RecBCD enzyme strand specificity of 
DNA nicking at, 24459 
Chitin 
B(1-3)-glucan, linkage, 1170 
Chitinase 
proteins, purification of human chitotrio- 
sidase, 2198 
Chitin deacetylase 
purification and characterization of, Col- 
letotrichum lindemuthianum, 
26286 
Chitin synthase 2 
characterization of, Saccharomyces cer- 
evisiae, 13961 
Chitolipooligosaccharide Nod factors 
synthesized in Rhizobium trifolii, 20968 
Chitosanase 
site-directed mutagenesis reveals two 
residues essential for catalysis, 
Streptomyces sp. N174, 31077 
Chitotriosidase 
human, purification of, 2198 
human macrophage, cloning of cDNA for, 
26252 
Chlamydia trachomatis 
gene for CTP synthetase, cloning and ex- 
pression, 7908 
Chlamydomonas 
flagella, cytoplasmic homologues of outer 
arm dynein light chains, 11445 
Chlamydomonas reinhardtii 
ATP synthase regulation of coupling fac- 
tor 1 ysubunit cysteine bridge in, 
9813 
deletion of petG disrupts cytochrome bf 
complex, 29293 
photoautotrophic growth of mutant strain 
of, lacking chloroplast photosystem 
II psbi gene, 9651 
psbA site-directed mutants of, photosys- 
tem II inhibition in, 225 
purification and characterization of cyto- 
chrome bef complex, 29342 
in vivo maturation of pre-apocytochrome 
f, 27797 
Chloramphenicol 
inactivation by O-phosphorylation, 27000 
Chloride 
conductive pathways, electrogenic hydro- 
gen pumping by Leishmania major 
promastigotes, 5299 
currents, Mat-8-induced, human breast 
tumors, 2176 
Chloride-bicarbonate exchange 
band 3-like proteins and, identification in 
cardiomyocytes, 1315 
Chloride channel 
activity, NBD mutations of CFTR and, 
1711 
epithelium, cloning of, bovine trachea, 
31016 
expression with tandem construct of 
«6-82 GABA, receptor subunit re- 
quires monomeric subunit a6 or 
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y2, 26063 
gastric, activation via prostaglandin EP, 
receptor-mediated calcium ion/ni- 
tric oxide/ceGMP pathway, 18781 
outwardly rectified, interaction with cys- 
tic fibrosis transmembrane con- 
ductance regulator, 29194 
volume-sensitive, not dependent on en- 
dogenous P-glycoprotein, 27887 
Chloride channel CIC-1 
skeletal muscle sarcolemma absence of, 
in myotonic mice, 9035 
Chloride channel conductance state 
cystic fibrosis transmembrane conduct- 
ance regulator intracellular loop 
involved in regulation of, 28084 
Chloride channels 
cystic fibrosis transmembrane conduct- 
ance regulator, pyrophosphate 
stimulation of wild type and mu- 
tant, 20466 
Chlorination 
in peptides, tyrosine by myeloperoxidase 
and human neutrophils, 16542 
4-Chlorocatechol 
formation of protoanemonin from, by en- 
zymes of 3-oxoadipate pathway, 
29229 
Chloroperoxidase 
and myoblobin x-ray absorption near 
edge studies of cytochrome P-450- 
CAM, 10544 
Chlorophyll 
binding, nuclear-encoded photosystem 
II-S protein, stable in absence of 
pigments, 30141 
Chlorophyll oxidation 
hydroxylamine treated photosystem II, 
8420 
Chloroplast 
ATP-independent protein translocation 
mechanism in, 1657 
ATP synthase in vitro assembly of the 
core catalytic complex, 9763 
D1 and D2 polypeptides, genetic engi- 
neering of, 225 
inner envelope membrane of, voltage de- 
pendent ion channel, 9947 
light harvesting chlorophyll a/b-binding 
protein transport to, polyprotein 
processing, Euglena, 13084 
pH-dependent protein transport pathway 
in, 1663 
Chloroplast ATP-synthase 
subunit interaction in, determined by 
complementation between chloro- 
plasts and bacterial ATP synthase 
genes, 17124 
Chloroplast cpn21 
co-chaperonin, characterization of two 
functional domains, spinach, 10695 
Chloroplast envelope membranes 
spinach, monogalactosyldiacylglycerol 
synthase of, 5714 
Chloroplast membrane proteins 
nuclear-encoded, distribution to envelope 
and thylakoid membrane, 20808 
Chloroplast photosystem II psbi gene 
absence of, in photoautotrophic growth of 
mutant strain of Chlamydomonas 
reinhardtii, 9651 
Chloroplast protein import apparatus 
characterization of cDNA clone encoding 
Com44/Cim44 envelope proteins, 
28601 
Chloroplasts 
characterization of chaperonins, higher 
plant, 18158 
characterization of import process of 
transit peptide of ferredoxin into, 
22368 
inclusion bodies in, 15299 
isolated, D1 incorporation into photosys- 
tem II core proteins, 25685 
precursor of ferredoxin-NADP* reductase 


31481 


synthesized in Escherichia coli, 
contains bound FAD, imported 
into, 19930 
spinach, characterization of cDNA coding 
for SecA protein, 18341 
unisite ATPase of, unique characteristics 
of, 6607 
Chloroplast transit sequence 
domains, ferredoxin involved in, 3882 
Chloroquine 
resistance to, reversed by verapamil, 
Plasmodium falciparum, 22393 
4-Chlorothreonine 
substrate for and inactivator of serine 
hydroxymethyl] transferase, 17204 
1-Chloro-2,4-dinitrobenzene 
inhibition, human thioredoxin reductase, 
3479 
CHO 
cystic fibrosis transmembrane conduct- 
ance regulator chloride channel, 
mutant (5F508), functional in en- 
doplasmic reticulum in, 12347 
CHO cell line 
stable, overexpressing plasma membrane 
calcium-ATPase, 14643 
CHO cells 
cystic fibrosis transmembrane conduct- 
ance regulator, recombinant, puri- 
fication and characterization from 
insect cells and, 17033 
methotrexate defective, human cDNAs 
restoring methotrexate sensitivity 
and reduced folate carrier activity, 
17468 
mutant, impaired DCP-choline pathway, 
expression of phosphatidylethano- 
lamine N-methyltransferase-2, 
16277 
m2 muscarinic acetylcholine receptor, 
purification of recombinant por- 
cine, 17808 
porcine m2 muscarinic acetylcholine re- 
ceptor-effector coupling in, 15485 
pyrimethamine disruption of respiratory 
function and alters mitochondrial 
gene expression in, 20668 
serum treated, serine 209, major phos- 
phorylation site in initiation factor 
eIF-4E, 21684 
streptolysin O permeabilized, transferrin 
recycling reconstituted in, 25976 
Up-regulation of DNA polymerase B by 
DNA-alkylating agents inhibited 
by phorbol ester, 16402 
CHO-K1 cells 
truncated AT), receptor in, stable ex- 
pression of, 207 
Cholecystokinin 
down-regulation, cytidylyltransferase, 
pancreatic acinar cells, 1437 
Cholecystokinin-B 
gastrin receptor transmembrane do- 
mains, role in affinity for subtype- 
selective ligands, 5019 
Cholecystokinin receptors 
phosphopeptide mapping of, pancreatic 
acinar cells, 3435 
Cholera toxin 
activation, different ARF domains re- 
quired for, 21 
internalization to the Golgi apparatus 
and elevation of cyclic AMP, inhi- 
bition by cationic amphiphilic 
drugs, 12117 
Cholesterogenic genes 
role of NF-Y in sterol dependent tran- 
scription of two, 21445 
Cholesterol 
activation of acyl-coenzyme A:cholesterol 
acyltransferase, cell-free system, 
685 


content, reconstituted LpA-I, effect on 
lecithin:cholesterol acyltransferase 
activity, 5151 
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dietary 
hepatic 7a-hydroxylase expression in, 
rat and hamster, 5381 
plasma phospholipid transfer protein 
activity and mRNA regulated by 
lipopolysaccharide and, 17133 
effects of acceptor particle size on efflux 
of cellular free, 17106 
efflux 
to HDL, phospholipid effects on, 5882 
HDL-mediated, monensin and brefeldin 
A inhibition of, 5891 
free, loading of macrophages stimulates 
CTP:PT and involves signaling 
through protein dephosphorylation, 
29894 


intracellular transport and compartmen- 
tation, minireview, 15443 

newly synthesized, efflux from cells, 
25037 


oxygenation of, studied by *°O, inhala- 
tion technique and mass isoto- 
pomer distribution analysis, rat, 
20278 
regulation of 
incorporation into free apolipoprotein- 
mediated cellular lipid efflux, rat 
vascular smooth muscle cells, 
26216 
and tissue specific expression of acyico- 
enzyme A:cholesterol acyltrans- 
ferase, mouse, 26192 
sphingolipids and, in detergent insolubil- 
ity of alkaline phosphatase, 6254 
transfer, composition of high-density li- 
poproteins and, 4280 
unesterified, accumulation of, cell toxicity 
induced by, 5772 
Cholesterol efflux 
cellular, mediated by cyclodextrins, 
17250 
modulation of, apolipoprotein and, HDL, 
Fn5AH Hepatoma cells, 13004 
Cholesterol ester transfer protein 
effects on spherical reconstituted HDL, 
189 
Cholesterol trafficking 
altered in herpesvirus-infected arterial 
cells, 19630 
Cholesterol transfer 
between lipoproteins, role of apolipopro- 
tein A-I, 8588 
role of sterol carrier protein-2, endoplas- 
mic reticulum to plasma mem- 
brane, human fibroblasts, 18723 
Cholestery! ester 
binding site, CETP, 612 
droplets, associated with perilipins, adre- 
nal cortical and Leydig cells, 16970 
Cholesteryl ester transfer protein 
carboxyl-terminal deletion mutant of, 
binding of neutral lipids and, 612 
plasma, molecular determinants of bind- 
ing to high density lipoproteins, 
11532 
two neutral lipid binding sites in, cyno- 
molgus monkey, 21068 
Cholesteryl ester transfer protein gene 
transcriptional regulation of, by apoli- 
poprotein Al regulatory protein, 
29916 
Choline acetyltransferase 
activation by limited proteolysis, rat, 
19395 
identification of active site arginine by 
alanine scanning mutagenesis, 
29111 
Choline acetyltransferase gene 
coordinated upregulation of vesicular ace- 
tylcholinetransporter gene expres- 
sion and, mouse SN56 cells, 22101 
rat, vesicular acetylcholine transporter 
promoters within first intron, 


24654 
Chondrocyte 
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chick, cloning and expression of chon- 
droitin 6-sulfotransferase, 18575 
Chondrocytes 
bovine articular, increased CD44 expres- 
sion by catabolic cellular media- 
tors, 27734 
cartilage, ED-A and ED-B sequences of 
fibronectin in, 1817 
chick embryo, down-regulation of colla- 
gen gene, antisense transcripts 
and, 3400 
role of reactive oxygen species in cytokine 
and growth factor induction of c- 
fos expression, 11727 
Chondroitin sulfate 
attachment site of appican, amyloid pre- 
cursor gene, 10388 
sulfur transferase 6-sulfates both keratin 
sulfate and, purification of, 22483 
Chondroitin sulfate attachment region 
PG-M without, mouse and human tis- 
sues, 3914 
Chondroitin sulfate chains 
nonreducing end structures of, aggrecan, 
swarm rat chondrosarcoma cul- 
tures, 8009 
Chondroitin sulfate proteoglycan 
brevican, occurs as secreted and cell sur- 
face glycosylphosphatidylinositol- 
anchored isoforms, 27206 
membrane-spanning, novel neuroglycan 
C, restricted to brain, 26876 
multiple forms generated by alternative 
splicing, mouse, 958 
Chondroitin 6-sulfotransferase 
cloning and expression of, chick chondro- 
cyte, 18575 
Chondrosarcoma cell line 
new rat, chrondrocyte specific enhancer 
and promoter segments in mouse 
pro-al(II) collagen gene studied 
using, 27711 
Chondrosarcoma cultures 
swarm rat, chondrosarcoma cultures, 
chondroitin sulfate chains on, 8009 
Choriocarcinoma 
human chorionic t tropin 
gene enhancer function protein fac- 
tor in mediation through CT-IIC 
enhanson in COS cells and, 13906 
Choriocarcinoma cells 
up-regulation of human serotonin trans- 
porter by staurosporine, 17189 
Chorionic gonadotropin 
interaction between lutropin receptor 
and, model for signal transduction 
by glycoprotein hormones, 20020 
Chorionic t tropin gene 
promoter and enhancer function, initiator 
element in, 3683 
Chorismate synthase 
conversion of (6S)-6-fluoro-5-enolpyru- 
vylshikimate-3-phosphate to 6-fluo- 
rochorismate by Escherichia coli, 
22811 
Neurospora crassa 
has flavin reductase activity, 20447 
has flavin reductase activity (correc- 
tion), 27982 
Choroideremia 
geranylgeranylation deficient Ram/Rab27 
in, 24420 
Choroid plexus 
Na* ,K*-ATPase in, 2427 
nucleobase transport mechanisms in, 
rabbit, 22816 
Chromaffin cells 
adrenal 
cell-specific purinoceptors in, 5098 
quantral release of catecholamines, 








Rabphilin3a enhances regulated secre- 
tion, 16714 
bovine, calcium and catecholamine re- 
lease, single-cell measurement, 
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5353 
exocytosis in, IgA protease inhibition of, 
1770 


Chromaffin granule ghosts 
resealed, reduction of membrane bound 
dopamine £-monooxygenase in, 
27516 
Chromaffin granules 
bovine adrenal medulla, prohormone 
processing from, 8201 
regulation of vesicular monoamine trans- 
porter in, 16030 
syntaxin 1 association with, 15930 
Chromatin 
assembly and folding of fragments, 22514 
higher order structure, minireview, 8373 
human sperm, Alu binding protein, pre- 
vents DNA methylation, 18539 
nucleosome positioning by human Alu 
elements in, 10091 
relaxation of, accompanied by stimulation 
of transcription, high mobility 
group 1 protein overexpression, 
9272 
Chromatin assembly 
plasmid DNA replication not dependent 
on prior, in Xenopus egg extracts, 
29676 
Chromatin core particle 
antibodies to retro-inverso peptidomidet- 
ics, crossreactivity with histone H3 
and, 11921 
Chromatin folding 
modulation of, by histone acetylation, 
17923 
Chromatography 
substrate elution affinity, purification of 
doexyhypusine synthase from N. 
crassa, 383 
Chromatography, liquid 
isoforms of Bet v 1 analyzed by, 2607 
Chromobacterium violaceum 
L-tryptophan 2’,3’-oxidase substrate spec- 
ificity, 23540 
Chromogranin B 
PH and calcium-induced, conformational 
change and aggregation of, 12578 
Chromosomal replication 
clamp loader 
identification by ATP-binding site mu- 
tants, 13378 
intermediate complex with clamp, 
13358 
clamp loader and interface between two 
polymerases, Escherichia coli, 
13366 
clamp loader organization of, 13348 
Pol III-clamp complexes, on DNA, 13384 
Chromosome VIII 
Saccharomyces cerevisiae, YHRO68w gene 
for deoxyhypusine synthase in, 
18408 
Chromosome 19p 
human, expression of a(1,3)-fucosyltrans- 
ferase genes, 20112 
Chrondroitin sulfate glycosaminoglycan 
modification of amyloid precursor protein 
and homologue APLP2, novel regu- 
lation of, 16522 
Chronic granulomatous disease 
X-linked 
partially functional cytochrome b, 8194 
partially functional cytochrome 6b (cor- 
rection), 17056 
Chylomicron metabolism 
in normal, cholesterol-fed and Watanabe 
heritable hyperlipidemic rabbits, 
8578 
Chylomicron remnants 
LDL receptor and apolipoprotiein defi- 
cient mice, intracellular localiza- 
tion and metabolism of, 28767 
Chymase 
mast cell, release of matrix TGR-£, epi- 
thelial and endothelial cells, 4689 
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Chymotrypsin 
neutrophil chemotaxis controlled by in- 
hibitors of cathepsin G and, 23437 
Cicadella viridis 
structure of MIP protein from digestive 
tract of, 17414 
Ciliary neurotrophic factor 
binding characteristics, sympathetic neu- 
rons and neuronal cell lines, 313 
leukemia inhibitory factor and, C/EBP 
binding sites necessary for regula- 
tion, 8068 
localization of functional receptor 
epitopes, indicates conserved 
epitope on helical cytokines, 14007 
Circadian expression 
of transcription factor Fra-2, in rat pineal 
gland, 27319 
Circular DNA 
topoisomerase V unlinks, Methanopyrus 
kandleri, 13593 
Circumsporozoite protein 
antigen from Plasmodium falciparum, 
anchorage on surface of Dictyoste- 
lium discoideum, 12941 
cis 
multiple elements, additive activation of 
yeast LEU4 by, 5270 
cis-Acting elements 
methylation center, epigenetic gene inac- 
tivation induced by, 788 
mouse mammary tumor virus promoter, 
steroid hormone responsiveness 
mediated by cellular factors bind- 
ing to, 24502 
regulation, mouse clara cell-specific 10- 
kDa protein gene, 2689 
transcription factors, and activity of hu- 
man factor VIII gene promoter, 
11828 
Cisplatin 
uvrAB proteins binding to cis-[N-2-ami- 
no-N-2-methylamino-2,2,1-bicyclo- 
heptane ]dichloroplatinum (II) and, 
21251 
cis-Regulatory elements 
interleukin-5 gene promoter, mouse, 
17541 
CitP 
Leuconostoc mesenteroides of, catalysis of 
malate and citrate membrane po- 
tential-generating transport by, 
25370 
Citrate 
membrane potential-generating transport 
of, catalyzed by CitP of Leuconos- 
toc mesenteroides, 25370 
Citrate binding protein 
tonoplast-associated, Hevea brasiliensis, 
30525 
Citrate synthase 
early unfolding intermediates of, tran- 
sient interaction of Hsp90 with, 
7288 
Citrate transport protein 
mitochondrial, yeast, overexpression, 
4108 
Citric acid 
cycle activity, hepatic gluconeogenesis 
relative to, 1509 
Citric acid cycle 
gluconeogenesis and, modeling of, isoto- 
pomer distribution analysis of in- 
termediates by, 10037 
isotopomer analysis of, gluconeogenesis 
and, rat liver, 10027 
c-Jun 
adenovirus type 12 E1A 52R protein re- 
pressed trans activation, correlates 
with phosphorylation inhibition of 
c-Jun activation domain, 10754 
interacts with ERM, 23795 
c-Jun 
mutants, negative transcriptional regula- 
tion of interferon y promoter by 
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glucocorticoids, 12548 
c-Jun 
stimulation of transcription by epidermal 
growth factor and, P-450 choles- 
terol side chain cleavage promoter, 
18301 
c-jun 
contains estrogen-inducible enhancer in 
coding sequence, 8506 
cyjun 
a-fetoprotein promoter down regulation 
by, HepG2 hepatoma cells, rat, 
10204 
c-Jun amino-terminal kinases 
stress-activated protein kinases, MAP 
kinase, activators for, 12969 
c-June-Fos heterodimer 
induced by angiotensin iI, DNA binding 
activity mediated by reactive oxy- 
gen intermediates, myogenic cells, 
22129 
c-Jun kinase 
protein kinase characteristic of, ultravio- 
let radiation-induced protein, 5511 
c-Jun kinase mitogen-activated protein 
kinase 
selective activation by CD40, human B 
cells, 30823 
c-Jun N-terminal kinase 
cAMP inhibits, T lymphocytes, 18094 
c-Jun N-terminal protein kinases 
and extracellular signal-regulated protein 
kinases, differential activation by 
cellular stresses, 29710 
c-Jun protein 
ubiquitinylation optional for degradation 
by 26 S proteasome, 11623 
Ick 
syk and, Fcy receptor initiation of activa- 
tion, natural killer cells, 16415 
CKB1 gene 
encoding subunit of casein kinase II, iso- 
lation of, Saccharomyces cerevisiae, 
10395 
CKI gene family 
human casein kinase Ie, isolation and 
characterization of, novel member 
of, 14875 
c-Kit 
MATK SH2-dependent interaction with, 
9661 


Clamp loader 
chromosomal replication 
identification by ATP-binding site mu- 
tants, 13378 
interface between two polymerases, 
Escherichia coli, 13366 
chromosomal replication machine, 13348 
intermediate complex with clamp, chro- 
mosomal replication, 13358 
Class B scavenger receptors 
SR-BI and CD36, receptors for anionic 
phospholipids, 16221 
Clathrin 
binding subunit, AP-2 adapter a chain is, 
23768 
cage assembly, inositol hexakisphosphate 
inhibition, 214 
coated vesicles, Rab5-RabGDI complex 
on, GDP/GTP exchange-stimula- 
tory activity, bovine brain, 11257 
inhibition of assembly, binding of specific 
inositol polyphosphatase to AP-3, 
1564 
protein complex A2 associated with, EGF 
receptor interaction with, 619 
recruitment, Golgi membrane binding 
and, AP-1 adaptor complex re- 
quired for, 4933 
synapse specific clathrin assembly pro- 
tein AP-3, binding and assembly 
activities of expressed domains, 
10933 
vesicles coated with 
glycoprotein transport and, cell surface 
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to Golgi complex, 665 
interaction of calmodulin with, 2395 
Clathrin assembly protein 
new, purification from bovine brain 
coated vesicles, 30551 
Clathrin assembly protein AP-3 
synapse specific, clathrin binding and 
assembly activities of expressed 
domains, 10933 
Clathrin-binding site 
in hinge of 62 chain of mammalian AP-2 
complexes, 31083 
Clathrin-coated pits 
glycolipid anchored prion protein N-ter- 
minal domain essential for endocy- 
tosis via, 14793 
Clavam 
biosynthesis, multifunctional enzyme of, 
5399 
Clavaminate synthase 
expression and characterization of, iron 
binding site, 4262 
purification, Streptomyces antibioticus, 
5399 


Clavulanic acid 
resistance to, B-lactaminase TEM-35 and 
TEM-36, N276D substitution in- 
volved in, 18240 
CLC-5 
rat, cloning and functional expression of, 
1172 
CLEO 
interleukin-5 promoter activation re- 
quires GATA-3 and, mouse EL-4 
cells, 24548 
Clone 9 cells 
inhibition of oxidative phosphorylation 
modulates intrinsic activity of 
GLUTI1, 21772 
Cloning 
cDNA, novel receptor-type protein tyro- 
sine phosphatase expressed in 
brain, 2337 
human megakaryocyte growth and devel- 
opment factor gene, 511 
interleukin-18 converting enzyme, four 
novel isoforms of, 4312 
molecular 
Arg-gingipain proteinase of Porphy- 
romonas gingivalis, 1007 
bovine B-mannosidase, 3841 
copper/topa quinone-containing hista- 
mine oxidase, 4712 
endothelial cell protein C/activated pro- 
tein C receptor, 5571 
novel bone phosphoprotein 
related to thiol protease inhibitors, 
431 
related to thiol protease inhibitors 
(correction), 10359 
paxillin, phosphorylation by P210°°” 
ABL, 5039 


squalene epoxidase, rat, 17 
succinic semialdehyde dehydrogenase, 
from rat to human, 461 
myosin heavy chain kinase A, Dictyoste- 
lium, 523 
novel truncated calcium channel, non- 
excitable cells, 483 
protein, transcriptional effects of fatty 
acids, preadipocytes, 2367 
Clostridium botulinum C3 exoenzyme 
inhibition of rat brain phospholipase D, 
25667 
Clostridium thermocellum 
endoglucanase CelD metal-binding sites, 
structural and functional analysis 
of, 9757 
Clot retraction 
mediation by a,f; platelet integrin, 1785 
CipA 
two ATP-binding sites in, ATPase compo- 
nent of protease Ti in Escherichia 
coli, 8087 
“Clustered charge to alanine” mutagenesis 
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staphylokinase, structure-function rela- 
tionships revealed by, 27192 
Clusterin. see Apolipoprotein J 
c-Mpl 
tyrosine phosphorylation of, c-Mpl ligand 
stimulation of, 4979 
c-Mpl ligand 
stimulation of tyrosine phosphorylation 
of Jak2, Shc, and cMPL, 4979 
CMP-N-acetylneuraminic acid synthetase 
activity abrogated by lec32, CHO, 30415 
CMP-NeuAC 
donor substrate, binding of, sialyltrans- 
ferase in, 1497 
c-Myb 


repression of c-erb-2 transcription by 
binding to cerb-2 promoter, 9384 
c-myb gene 
expression, NF-«B family transactivation 
of, 7661 
repression by WT1 protein, T and B cell 
lines, 23785 
c-Myc 
cyclin A and, adhesion independent cell 
proliferation, 15923 
glycosylated at threonine 58, lymphomas, 
18961 





c-myc 
CT element of, regulation by cellular nu- 
cleic acid binding protein, human, 
9494 
transactivator of, binding of DNA regula- 
tory element by, 8241 
translocated allele, activation and bind- 
ing of, by transcription factor 
Nm23H2, Burkitt’s lymphoma, 
13392 
c-Myc helix-loop-helix/leucine zipper 
domain 
induction of apoptosis by, in mouse 
3T3-L1 fibroblasts, 28797 
CNE1 
endoplasmic reticulum, quality control 
apparatus, 244 
Coagulation 
intracellular inhibition, limulus, horse- 
shoe crab, 558 
pathway of, hepsin effects, thrombin for- 
mation and, 66 
Coagulation factor IX 
enzymatic removal of sialic acid from, 
effect on coagulant activity, 6537 
gene, intron I expression in, 5276 
Gla peptide structure, NMR spectroscopy, 
7980 
tertiary structure and function, regula- 
tion by magnesium(II) ions, 14325 
Coagulation factor IX zymogen 
human, converted into factor VIII bind- 
ing enzyme by cleavage at arginine 
145, 14884 
Coagulation factors 
production, prothrombinase, tubular flow 
reactor, 1029 
vitamin K-dependent, calreticulin bind- 
ing of, thrombosis in coronary ar- 
teries and, 8179 
Coagulation factor V 
human, monocyte activation of, 1408 
molecular defect in, characterization of, 
4053 
Coagulation factor VII 
activation by hepsin, thrombin formation 
and, 66 
human, binding of orphan nuclear recep- 
tor HNF-4 to, 22988 
Coagulation factor Vila 
binding to tissue factor, calcium signals 
induced by, 4650 
Coagulation factor VIII 
light chain cleavage, subunit interaction 
and, 3648 
110-amino acid region within the Al-do- 
main, inhibition of secretion, mam- 
malian cells, 10297 
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Coagulation factor X 
enzymatic removal of sialic acid from, 
effect on coagulant activity, 6537 
Coagulation factor Xa 
protein hydration during generation of, 
aqueous phase and on phospho- 
lipid membranes, 15170 
Coagulation factor XI 
A3 domain of, platelet binding site in, 
6734 
Coagulation factor Xla 
cleaves RHDS sequence and abolishes 
cell adhesive properties of amyloid 
B-protein, 26265 
Coated pits 
influenza hemagglutinin mutants, inter- 
actions with, 21075 
interactions, Neu receptors, 7061 
Coated vesicle 
v-ATPase, inhibition labeling by 2-azido- 
(®*PJATP, 15494 
Coatomer 
assembly and dissassembly of, in vitro, 
31364 
Cobalamin 
loaded, mammalian methionine syn- 
thases, 19246 
Cobra venom metalloproteinase 
mocarhagin cleaves peptide from N ter- 
minus of P-selectin glycoprotein 
ligand receptor PSGL-1, P-selectin- 
binding, 26734 
CobU 
bifunctional enzyme, purification and 
characterization of, Salmonella 
typhinmurium LT2, 23560 
Cockroach allergen 
Bla g 2, cloning of, from Blattella ger- 
manica, 19563 
Cofilin 
activation induces dephosphorylation and 
translocation to plasma mem- 
branes in HL-60 cells, 19551 
identification characterization and distri- 
bution, Dictyostelium discoideum, 
10923 
CO germinate recombination 
measurements of, in cytochrome P420 
and P450, 8673 
Coiled-coil a-helices 
cartilage matrix protein subunit assem- 
bly, role of disulfide bonds and, 
23150 
Colchicine 
binding by isolated B-monomer of tubu- 
lin, 16809 
Cold shock domain 
role of, in sequence-specific RNA recogni- 
tion by Xenopus Y-box proteins, 
28297 
Cold stress 
protection from, by post-translational 
modification of photosystem II sub- 
unit CP29, maize, 8474 
Collagen 
cartilage, COL2A1 mutation in achondro- 
genesis type II, 1747 
elevated levels, myofibroblasts from 
scleroderma skin, 3423 
gel contraction, TGF-f-induced reorgani- 
zation, osteogenic cells, 376 
interaction with von Willebrand factor, 
10822 
interaction with von Willebrand factor 
(correction), 19668 
interstitial, matrix metalloproteinase-2 
and, 5872 
modulation of IGF-1 secretion and, skele- 
tal muscle cells, 2099 
pro-a1(XI) chain 
alternative exon splicing, mRNA tran- 
scripts exhibiting tissue dependent 
variation, 9478 
pro-a2(XI) chain, alternative mRNA 
processing in variable region, 9486 
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pro-a2(I) promoter, TGF-f regulation of, 
4473 
type I 
binding to LFA 1 integrin triggers res- 
piratory burst of human polymor- 
phonuclear neutrophils, 27495 
interaction of biglycan with, 2776 
type IV, recombinant, secretion and ma- 
trix assembly of, 13105 
type XIV, degradation, 92-kDa gelatin- 
ase, 1062 
type X mutation, prevention of molecular 
assembly, 4558 
type XVIII variants, three N-terminal 
ends of, 4705 
XI gene, expression, structural and func- 
tional analysis, 418 
a2(X]), alternative splicing, acidic do- 
main in, 2372 
Collagenase 
human fibroblast, characterization of cat- 
alytic domain purified from Esche- 
richia coli, 22507 
interstitial expression increased by corti- 
sol, osteoblasts, 26607 
72-kDa type IV, cell surface activation of, 
5331 
Collagenase (MMP-1) gene 
integrin a281 positive regulator of ex- 
pression, 13548 
Collagen-binding adhesin 
ligand binding site, critical residues in, 
Staphylococcus aureus, 12005 
Collagen-binding protein 
isolation and characterization, Strepto- 
coccus pyogenes strain 6414, 347 
type IV, isolation from mushroom, 1481 
Collagen gene 
down-regulation, antisense transcripts 
and, chick embryo, 3400 
expression, TNF-a and TGF-f opposing 
actions on, 3353 
regulatory elements in, Sp1 activation of, 
4299 
Collagen a(I) gene 
integrin a2B1 positive regulator of ex- 
pression, 13548 
Collagen gene type IV 
COL4AG6 gene, isolation, structure and 
comparison with other, 26863 
Collagen proai(I) 
type 1, carboxy terminal propeptide, N- 
linked oligosaccharide, 17858 
Collagen She protein 
binds to F-actin and translocates to cy- 
toskeleton upon nerve growth fac- 
tor stimulation, PC12 cells, 28924 
Collagen type I 
decorin-binding sites located in leucine- 
rich repeats 4-5, 20712 
interaction with decorin, 8877 
quality control of production mediated by 
endoplasmic reticulum, cells from 
osteogenesis imperfecta patients, 
8642 
Collagen type IV 
function of NC1 domains in, 23790 
Collagen type IV gene COL4A2 
human, characterization of novel tran- 
scriptional silencer, 11209 
Collagen type X gene 
tissue-specific regulation, 31310 
Collagen type XI 
cartilage, analysis of cross-linking do- 
mains in, 18865 
Collagen al(IV) 
peptide model binds a,f, integrin, 29047 
Collagen al(VI) gene 
transcriptional activation, mediated by 
multiple GA boxes during myo- 
blast differentiation, 19583 
Colletotrichum lindemuthianum 
purification and characterization of chitin 
deacetylase, 26286 
Colon 
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human, structure, expression, chromo- 
somal localizaton of bumetanide- 
sensitive sodium-potassium-chlo- 
rine cotransporter, 17977 
Colon cancer 
HT-29 cell line, heterotrimeric G,3-pro- 
tein control of autophagy in, 13 
Colon carcinoma cell line 
leukocyte associated sialoglycoprotein 
CD43, expression by, 13688 
Colon carcinoma cells 
human, interleukin-4 induces phospho- 
rylation of JAK2 tyrosine kinase, 
30828 
replication error positive, mutation in 
transforming growth factor B type 
II inactivates tumor supressor ac- 
tivity, 22044 
Colon carcinoma cells HT-29 
human, thymidine phosphorylase medi- 
ates sensitivity to 5-fluorouracil, 
19073 
Colon carcinoma FET cells 
human, autocrine transforming growth 
factor 8, modulation of integrin 
a;B, expression, 14154 
Colonic crypts 
chloride-dependent sodium-hydrogen ex- 
change mechanism in, 11051 
Colony stimulating factor 1 
cloning of a novel phosphoprotein regu- 
lated by, 14184 
Colorectal carcinomas 
transcriptional regulation, phospholipase 
C-,1, 16378 
Colo 201 
cell spreading in, staurosporin-induced, 
2298 


COL2A1 mutation 
achondrogenesis type II, collagens in car- 
tilage, 1747 
COLAA6G gene 
isolation, structure and comparison with 
other type IV collagen genes, 
26863 
COL11A2 gene 
human, structure of, 22873 
Compensation 
enthalpy-entropy, DNA melting thermo- 
dynamics, 746 
Competence 
acquisition of, inorganic polyphosphates, 
Escherichia coli, 12980 
Complementarity determining region loops 
antibody comparisons using high resolu- 
tion X-ray structures, 22081 
Complementary DNA. see DNA entries 
Complementation analysis 
characterization of human spuma retrovi- 
rus integrase by, 2957 
Complement C3dg 
proform of eosinophil major basic protein, 
in human pregnancy serum and 
plasma, binding to, 13645 
Complement C8 
segment of, recognized by complement 
regulatory protein CD59, human, 
19723 
Complement C9 
chimeras of, site recognized by comple- 
ment regulatory protein CD59, 
3483 
Complement factor B 
human, analysis of short consensus re- 
peats by site directed mutagenesis, 
19716 
Complement factor D 
mutant 
crystal structure of, 24399 
crystal structure of (correction), 31414 
Complement protein C2 
alternative splicing, 2674 
Complement regulatory protein CD59 
human complement C8 segment recog- 
nized by, 19723 
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Com44/Cim44 envelope proteins 
chloroplast protein import apparatus, 
characterization of cDNA clone en- 
coding, 28601 
Conductance 
proton-selective, contribution to cytoplas- 
mic regulation, osteoclasts, 2203 
Cone photoreceptors 
G protein y subunit, cloning and charac- 
terization of, 8495 
Conformational change 
PH and calcium-induced, and aggrega- 
tion of chromogranin B, 12578 
Conformational rearrangement 
temperature-dependent, S4-16 S rRNA 
complex, 1238 
Conformation-specific antibody 
B-type PDGF receptor, 7975 
Connectin 
titin class I and II motifs, cloned rat car- 
diac, 6908 
Connective tissue 
primary structure of PRELP, 25639 
Connective tissue activating peptide-III 
CXC chemokines, heparin-heparan sul- 
fate-degrading enzymes, 3268 
Connexin 43 
degraded via ubiquitin proteasome path- 
way, 26399 
inhibition of glycosylation induces forma- 
tion of open cell to cell channels, 
26581 
pp60src-mediated phosphorylation of, 
12751 
Connexin 43 gene 
promoter region, two regulatory elements 
in, mouse, 3863 
Connexons 
heteromeric, two gap junction proteins, 
768 


Conodipine-M 
isolated from venom, marine snail Conus 
magus, 3518 
Conotoxins 
blockage of voltage-gated sodium chan- 
nels by new family of, 16796 
new, sodium current inactivation and, 
1123 
Constitutive effector region 
C-terminal side of switch I, Ras protein, 
4661 
Constitutive secretory pathways 
parathyroid hormone related protein, cell 
type specific secretion of, 14078 
Contractile-responsive element 
identification in a-myosin heavy chain 
gene, 31276 
Conus magus 
venom of, conodipine-M isolated from, 
3518 
Conus peptides 
nicotinic acetylcholine receptor targeting 
by new family of, 22361 
Convertases 
Drosophila melanogaster, selectivity and 
biosynthesis, 1020 
COOH-terminal domain 
non-muscle caldesmon mutants, lacking 
mitosis-specific phosphorylation 
sites, 4023 
RNA polymerase a subunit, role in tran- 
scription enhancement and deacti- 
vation, bacteriophage T4 late pro- 
moter, 15899 
serpin mutants, conformation of, 2579 
COOH-terminal domain phosphatase 
activity regulated by site on RNA polym- 
erase II and transcription factors 
IIF and IIB, 14962 
COOH-terminal phosphorylation 
role in regulation of casein kinase I6, 
21689 
COOH-terminal proteolytic processing 
membrane forms of a subunit, metallo- 
protease meprin A, 5449 
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COOH-terminal transactivation domain 
p65 NF-«B with TATA-binding protein, 
7219 
Cooperativity 
magnesium ion, loss of with porcine fruc- 
tose-1,6-bisphosphatase, 54 
COP coat proteins 
membrane binding of, cytotoxicity and 
inhibitory effect of Brefeldin A, 
11574 
Coplanarization effects 
bacteriorhodopsin spectral tuning in ab- 
sence of counterion and, 29668 
Copper 
biosynthesis, cultured hepatocytes from 
LEC rats, 7656 
deficient Chlamydomonas reinhardtii, 
plastocyanin degradation in, 23504 
nitrite reductase containing, fungus Fu- 
sarium oxysporum, 4146 
redox-active, dithiocarbamates induce 
apoptosis by raising intracellular 
level, thymocytes, 26202 
reduction of, human low density lipopro- 
tein and, 5158 
and silver transport by copB-ATPase, 
membrane vesicles of Enterococcus 
hirae, 9217 
uptake, Saccharomyces cerevisiae, 128 
Copper amine oxidase 
cloning and molecular analysis of, pea 
seedling, 16939 
Copper ascorbate system 
selective oxidative modification and affin- 
ity cleavage by, pigeon liver malic 
enzyme, 25935 
Copper-ATPase 
metalloregulatory protein regulation of, 
E. hirae, 4349 
Copper binding protein 
major hepatic, S-adenosylhomocysteine 
hydrolase, 20698 
Copper buffering 
Saccharomyces cerevisiae copper/zinc su- 
peroxide dismutase, physiological 
role in, 29991 
Copper levels 
tissue and intracellular, role of S-adeno- 
sylhomocysteine hydrolase, 20703 
Copper-nitrate reductase 
characterization of, Achromobacter cyclo- 
clastes, 27458 
Copper-o-phenanthroline 
intermolecular disulfide bridge catalyzed 
by, 29548 
Copper protein pseudoazurin 
type 1, spectroscopic and electrochemical 
studies on active-site transitions, 
Achromobacter cycloclastes, 25733 
Copper/topa quinone 
bacterial, histamine oxidase containing, 
from Arthrobacter globiformis, 
4712 
Copper transporter 
molecular characterization of putative 
Arabidopsis thaliana, and its yeast 
homologue, 28479 
Copper-zinc superoxide dismutase 
expression, mouse testis, 236 
Copper/zinc superoxide dismutase 
Saccharomyces cerevisiae, physiological 
role in copper buffering, 29991 
Coprotease activity 
RecA protein P-loop mutants, 8411 
Copulation 
Lymnaea, mutually exclusive of neuronal 
expression of peptides encoded by 
FMRFa gene underlies differential 
control of, 28487 
Cordon pair 
utilization biases influence translational 
elongation step times, 22801 
Core histone tail domains 
mediate oligonucleosome folding and nu- 
cleosomal DNA organization, 
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25359 
Corneal epithelial cell migration 
neolactoglycosphingolipids potential me- 
diators of, 14015 
Cornified cell envelope 
human epidermal, elafin, filaggrin, kera- 
tin intermediate filament, loricrin, 
proline-rich proteins 1 and 2 com- 
ponents, 17702 
Cortactin 
tyrosine phosphorylation of p130°** and, 
role in integrin-mediated cell adhe- 
sion to extracellular matrix, 22259 
Cortical astrocytes 
nerve growth factor secretion, mRNA sta- 
bility and gene transcription, oka- 
daic acid effects, 5994 
Cortical neurons 
rat, MAP kinase activation by a-amino-3- 
hydroxy-5-methy]-4-isoxazolepropi- 
onic acid via G-protein Bysubunits, 
22783 
Corticosteriods 
induction of expression by ob gene accom- 
panied by weight loss and reduced 
food intake, 15958 
Cortisol 
increases interstitial collagenase expres- 
sion, osteoblasts, 26607 
COS cells 
human chorionic somatomammotropin 
gene enhancer function protein fac- 
tor in mediation through CT-IIC 
enhanson in choriocarcinoma and, 
13906 
reconstitution of signaling components, B 
Cell antigen receptor, 27072 
transfected, neurotrophin heterodimers, 
biosynthesis by, 12297 
Counterion 
bacteriorhodopsin spectral tuning in ab- 
sence of coplanarization effects 
and, 29668 
Coupling factor 1 
ysubunit cysteine bridge, regulation of 
ATP synthase, Chlamydomonas 
reinhardtii, 9813 
COX!I gene 
mitochondrial, mobile group I intron 3a 
encodes 35 kDa processed protein 
that is an endonuclease, yeast, 
15563 
COXVa. see Cytochrome c oxidase, subunit 
Va 
COX14 
cloning and characterization of, product 
required for assembly of cyto- 
chrome oxidase, yeast, 15585 
CpG sequences 
methylation at, H1 binding to nucleo- 
some and, 4197 
Cpn60 
oligomeric form of chaperonin protein, 
modulation of, 1535 
tetradecamers, dissociation, high hydro- 
static pressure-induced, 2061 
CPY2E1 
ethanol induction of, role of ubiquitin 
conjugation in rapid degradation 
of, 29632 
CPUNFY 
NFES3 and, transcription factors differen- 
tial binding to e- and y-globin 
CCAAT boxes, 21934 
CP29 
photosystem II subunit, post-transla- 
tional modification of, protects 
from cold stress, maize, 8474 
CRABP-IL. see Cellular retinoic acid-bind- 
ing protein-II 
Cranin 
laminin binding membrane protein, puri- 
fication of, 15425 
C-reactive protein 
human, regulation, transgenic mice, 704 
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Creatine kinase 
competetive inhibition of, skeletal mus- 
cle, 12428 
Creatine kinase gene enhancer 
muscle, E-box in, control elements for, 
21420 
CREB. see Cyclic AMP response element- 
binding protein 
CREMa 
and CREM; transcriptional activation 
angiotensin-converting enzyme gene 
cAMP response elements mediate, 
19078 


h 





p lpyruvate carboxykinase 
(GTP) gene cAMP response ele- 
ments mediate, 19078 
CREMr 
and CREMa transcriptional activation 
angiotensin-converting enzyme gene 
cAMP response elements mediate, 
19078 
phosphoenolpyruvate carboxykinase 
(GTP) gene cAMP response ele- 
ments mediate, 19078 
Crigler-Najjar type I 
bilirubin transferase, mutated di-glycine 
in, 3284 
Crithidia fasciculata 
trypanosomatid, mitochondrion of, DNA 
polymerase £ in, 3495 
Crk 
SH3 domain of, binds to conserved pro- 
line-rich motif in Esp15 and 
Eps15R, 15341 
CRKL 
links p210BCR/ABL with paxillin, 
chronic myelogenous leukemia 
cells, 29145 
crk oncogene 
interaction, p116, upon T cell activation, 
2893 
Crkl 
complexed with tyrosine-phosphorylated 
Cb1, Ph-positive leukemia, 21468 
CrmA 
inhibits cytotoxic T-lymphocyte-mediated 
apoptosis, 22705 
crmA gene 
poxvirus product, apoptosis inhibited by, 
3255 
Crouzon syndrome 
activation of fibroblast growth factor re- 
ceptor-2 by point mutation associ- 
ated with, 26037 
CrylAb toxin 
domain I mutations of, Bacillus thuring- 
iensis, 6412 
CrylAc toxin-binding protein 
Bacillus thuringiensis, identification iso- 
lation and cloning of, from midgut 
of Heliothis virescens, 27277 
CrylA 6-endotoxins 
Bacillus thuringiensis binding to gypsy 
moth brush border membrane vesi- 
cles correlated to toxicity, 24719 
CrylA(c) receptor 
purified, displays multiple specificities, 
Manduca sexta, 20309 
CrylA(c) toxin 
Bacillus thuringiensis, receptor for, mo- 
lecular cloning of insect aminopep- 
tidase N, 17765 
Cryoptomonad biliproteins 
studies on dissociation of, 27555 
yB-Crystallin 
role of glycine 1 and lysine 2 in glycation 
of, bovine, 20781 
aA'"*-Crystallin 
alternative splicing product, reduced 
chaperone-like activity of, 13916 
aA-Crystallin 
lens, oligomers to tetramers conversion 
enhances autophosphorylation by, 
17215 
a-Crystallin 
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refolding studies on, effect on 8 and y 
crystallins, calf eye lens, 19888 
aA-Crystalline binding protein I 
murine transcription factor, 1221 
yF-Crystallin promoter 
regulation of, by an orphan nuclear re- 
ceptor RORa and retinoic acid re- 
ceptors, 20156 
Crystallins 
enthalpy and entropy of hydration, bo- 
vine, 24961 
refolding studies on a-crystallin, effect on 
B and y crystallins, calf eye lens, 
19888 
Crystallographic studies 
cyclodextrin glycosyltransferase interac- 
tion with natural substrates and 
products, Baccillus circulans strain 
251, 29256 
lentil lectin-sucrose interaction, NMR 
molecular modeling and, 25619 
CSF-1 
heteromorphic protein-tyrosine phospha- 
tase PTP@ regulated by, in macro- 
phages, 27339 
csrA gene 
pleiotropic regulation of central carbohy- 
drate metabolism via, Escherichia 
coli, 29096 
e-Sre 
activation and translocation, cytoskele- 
ton, PDGF and EGF effects, 2264 
functional interaction between Sam 68 
and, 10120 
purified, autophosphorylation at primary 
negative regulation site, 25729 
and Vav SH3 binding sites cluster adja- 
cent to K domain that recruits in- 
terleukin 1-responsive K protein 
kinase, 26976 
c-Sre kinase 
regulation, human pp60“src activated 
mutants that escape, 24222 
c-Src protein tyrosine kinase 
cAMP.-insensitive activation of Syk and, 
through platelet membrane glyco- 
protein VI, 28029 
CTAP-III. see Connective tissue activating 
peptide-III 
C-Terminal domain 
recombinant, photoactivated cross-linking 
to proteins, HeLa cell transcription 
extract, 23390 
RNA polymerase II, transcription inde- 
pendent of, TATA box in, 6798 
C-Terminal domains 
Sodium-hydrogen exchanger NHE3, role 
in stimulation/inhibition by protein 
kinases/growth factors, 13716 
C-terminal region 
membrane type matrix metalloprotein- 
ase, domain required for pro-gela- 
tinase A activation, 801 
C terminus 
truncation, neutrophil-activating peptide 
2, 6338 
CTG triplet repeat 
represses transcriptional activity, growth 
inhibitory factor/metallothionein 
III gene promoter, mouse, 20898 
CT-IIC enhanson 
human chorionic somatomammotropin 
gene enhancer function protein fac- 
tor in mediation through, in chori- 
ocarcinoma and COS cells, 13906 
CTLA-4 
CD80 extracellular domains bind T cell 
surface receptors CD28 and, 21181 
CTP 
regulation of phospholipid biosynthesis, 
Saccharomyces cerevisiae, 18774 
CTP-choline pathway 
inhibition by LPC and ET-18-OCH, 7757 
CTP:phosphocholine cytidylyltransferase 
free cholesterol loading of macrophages 





SUBJECT INDEX 


stimulates, involves signaling via 
protein dephosphorylation, 29894 
identification of inhibitory domain of, 
18948 
lipid activation of, regulation by phospho- 
rylated carboxy-terminal domain, 
16503 
nuclear localization signal, rat liver, 354 
properties, effects of altered phosphoryla- 
tion sites on, 17843 
role of lipids in activation of, 23951 
CTP synthetase 
Chlamydia trachomatis gene for, cloning 
and expression, 7908 
Saccharomyces cerevisiae, phosphoryla- 
tion by protein kinase C, 14983 
CTP synthetases 
regulation of the URA7 and URA8-en- 
coded, Saccharomyces cerevisiae, 
24982 
C-type lectin leukocyte receptor AIM/CD69 
gene 
transcriptional regulation of, character- 
ization of TNF-a-responsive ele- 
ments, 21545 
C-type natriuretic peptide 
increases bone resorption, 1,25-dihy- 
droxyvitamin D, stimulated mouse 
bone marrow cultures, 18983 
Cu, 
binding site, identification of essential 
amino acids within, cytochrome c 
oxidase subunit IJ, 25363 
Cu(I)-ACE1 
contact with DNA major groove sites, 
10171 
Culex quinquefasciatus 
cloning and sequence of full length cDNA 
for carboxylesterase Esta2*(A,), 
17044 
insecticide-resistant and susceptible, ki- 
netic and molecular differences in 
esterases, 31124 
Curcumin 
NF «B activation suppressed by, 24995 
CuZn superoxide dismutase (SOD-1):teta- 
nus toxin fragment C 
hybrid protein of for targeted delivery of 
SOD-1 to neuronal cells, 15434 
CXC Chemokine-mediated angiogenesis 
functional role of ELR motif in, 27348 
CXC chemokines 
CTAP-III and NAP-2, heparin-heparan 
sulfate-degrading enzymes, 3268 
Cyanide 
heme a, infrared spectra of, bovine heart 
cytochrome c oxidase, 4270 
Cyanide-binding site 
bd type ubiquinol oxidase, Escherichia 
coli, 28565 
Cyanobacteria 
cytochrome c-550 role in, 6901 
Cyanobacterium 
Nostoc commune, structure of UV sun- 
screen pigment, 8536 
Cyanobacterium Synechocystis sp.PCC6803 
function of photosystem I Psal protein, 
16243 
Cyanogenic glucoside dhurrin 
biosynthesis of, sorghum, cytochrome 
P-450;yp and, 3506 
Cyano-metmyoglobin 
crystal structure of, Elephas maximus, 
20754 
Cyclase-associated protein 
Saccharomyces cerevisiae, carboxyl-termi- 
nal half of, actin monomer binding 
activity, 5680 
Cyclic ADP-ribose 
caged, synthesis and use, 7745 
calcium induced calcium release by cal- 
modulin and, 9060 
calcium stores insensitive to, NADP and, 
2152 
Cyclic AMP 
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accumulation 
adrenomedullin stimulation of, aortic 
endothelial cells, 4412 
expression of adenylyl! cyclase type V 
required for epidermal growth fac- 
tor-mediated stimulation of, 27525 
activation of CAAT enhancer-binding 
protein-B gene and promoter I of 
acetyl CoA carboxylase, 21487 
agonist-evoked formation, calcineurin 
feedback inhibition of, 28055 
Cholera toxin internalization to Golgi ap- 
paratus and elevation of, inhibition 
by cationic amphiphilic drugs, 
12117 
converts epidermal growth factor into 
differentiating factor, rat PC12 
cells, 20748 
dependent Rap1b activation, 10373 
Dictyostelium receptor, occupancy of, 
COOH-terminal serine residue, 
4418 
dual mechanism for regulation of, Esche- 
richia coli, 11803 
glucagon receptor mRNA, regulation by 
glucose and, rat hepatocytes, 
15853 
in IL-13, modulation of monocyte oxida- 
tive burst, 5084 
inhibition of phosphatidylinositol 3-ki- 
nase, neutrophils, 23816 
inhibits c-Jun N-terminal kinase, T lym- 
phocytes, 18094 
insensitive activation of cSre and Syk 
protein-tyrosine kinases through 
platelet membrane glycoprotein VI, 
28029 
production, pertussis toxin-sensitive, 
lung alveolar cells, 7427 
regulation of thrombin receptor protein 
and mRNA expression, different 
pathways, 545 
response to adenosine receptor agonists, 
intestinal epithelia, 2387 
responsiveness, mediation by CREB and 
other transcription factors, 8225 
stimulated mitogenesis, activation of 
MAP kinase cascade dissociated 
from, Swiss 3T3 cells, 21411 
synthesis, calcium inhibition of, C6-—2B 
glioma cells, 1149 
transcriptional regulation, human trypto- 
phan hydroxylase gene promoter, 
3757 
Cyclic AMP analogue 
regulation of RCK1 currents by, via pro- 
tein synthesis and channel phos- 
phorylation, 14611 
Cyclic AMP-dependent phosphorylation 
aquaporin-collecting duct water channel 
protein, stimulation of water per- 
meability, Xenopus oocytes, 10384 
sites of, L-type calcium channes al sub- 
unit, skeletal muscle myotubes, 
16371 
Cyclic AMP-induced transcription 
mediation of, by Sp1 binding sites 
through protein kinase A signaling 
pathway, bovine CYP11A gene, 
25402 
Cyclic AMP-kinase 
(R,)cAMPS inhibition by, 20599 
Cyclic AMP phosphodiesterase 
cGMP- inhibited, multiple transcripts for 
human cardiac form, 14305 
Cyclic AMP receptor protein 
contact between RNA polymerase o”° 
subunit and, Escherichia coli, 
19213 
T127L mutant and, thermodynamics of 
cyclic nucleotide binding to, 21679 
Cyclic AMP receptors 
helix, calcium entry and, absence of G 
proteins, Dictyostelium, 5926 
Cyclic AMP response element 
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ischemia and reperfusion enhance ATF-2 
and c-Jun binding to, and to AP-1 
binding site from c-jun promoter, 
30084 
role in calcitonin/calcitonin gene-related 
peptide gene promoter activation 
by nerve growth factor, 9655 
Cyclic AMP response element binding 
protein 
cAMP response element binding protein 
interaction with, 7041 
egr-1 transcriptional activation by GM- 
CSF requires phosphorylation of, 
serine 133, 15979 
interaction with CREB binding protein, 
transcriptional activation and, 
7041 
interaction with transcription factors IIB 
and IID, 17488 
synergization, mediation of cAMP respon- 
siveness, 8225 
Cyclic AMP response elements 
jotensin-converting enzyme gene, me- 
diation of transcriptional activa- 
tion by CREMr and CREMa, 
19078 
modulator activating transcription factor 
1 and, modulation of activity of 
immunoglobulin « 3’ enhancer, 
10304 
ph Ipyruvate carboxykinase 
(GTP) gene, mediation of tran- 
scriptional activation by CREMr 
and CREMa, 19078 
in promoter, regulation of expression in 
FRTL-5 cells,3-Hydroxy-3-methyl- 
glutaryl Coenzyme A reductase 
gene, 15231 
role of calcium-dependent phosphatase 
calcineurin in gene transcription 
mediated through, 8860 
tyrosine hydroxylase expression directed 
by, catecholaminergic cell lines, 
from transgenic mice, 21579 
Cyclic hexapeptides 
positively charged, inhibitors of cardiac 
sarcolemma sodium-calcium ex- 
changer, 16182 
Cyclic nucleotide binding 
to cAMP receptor protein and T127L mu- 
tant, thermodynamics of, 21679 
Cyclic nucleotide phosphodiesterase 
salbutamol upregulates activity of, and 
desensitizes U937 cells to prostag- 
landin E, 23598 
3’:5'-Cyclic nucleotide phosphodiesterase 
periplasmic, purification and properties 
of, 17627 
Cyclin 
regulation of expression in myoblasts, 
basic fibroblast growth factor and 
transforming growth factor B, 4093 
Cyclin A 
c-Myc and, adhesion independent cell 
proliferation, 15923 
Cyclin B1 promoter 
cell cycle-dependent regulation of, 28419 
Cyclin-dependent kinase inhibitor p15'**" 
promoter, activation of by transforming 
growth factor 8 through Sp1 con- 
sensus site, 26750 
Cyclin destruction box 
Cdc25p cellular content regulated by de- 
stabilization through 
Saccharomyces cerevisiae, 20742 
Saccharomyces cerevisiae (correction), 
26020 
Cyclin D1 
eukaryotic translation initiation factor 
4E regulates transcriptional and 
post transcriptional expression of, 
21176 
Cyclin D1 promoter 
activation by transforming p21ras and 
c-Ets-2, 23589 
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Cdk2 complexes, meiotic and embryonic 
cell cycles, 6843 
Cyclin-p34 kinase 
myosin heavy chain isoform phosphoryl- 
ated by, during meiosis, 1395 
Cyclization assays 
bending and torsional flexibility of G/C- 
rich sequences as determined by, 
29945 
B-Cyclodextrin complexation 
catalyzed thermal isomerization between 
previtamin D, and vitamin D, via, 
8706 
Cyclodextrin glycosyltransferase 
crystallographic studies, interaction with 
natural substrates and products, 
Baccillus circulans strain251, 
29256 
Cyclodextrins 
cellular cholesterol efflux mediated by, 
17250 
Cyclooxygenase 
activities, hydroperoxide initiator re- 
quirements for, of prostaglarijin H 
synthase-1 and -2, 24019 
dependent formation of 8-Epi-prostag- 
landin F,,, 9800 
mitogen-inducible, expression in macro- 
phages, tyrosine kinase inhibitors 
and, 5418 
Cyclooxygenase-2 
TNFa-dependent induction of, transcrip- 
tional role of NF-«B and IL-6, 
31315 
Cyclophilin 
catalysis of carbonic anhydrase II, kinetic 
analysis, 740 
novel subtypes specifically expressed in 
retina, bovine, 23179 
Cyclophilin A 
and FKBP12,YY1 transcriptional activ- 
ity, altered by interaction with, 
15187 
Cyclophilin A ligand binding pocket 
mutations of, confer cyclosporin A resist- 
ance, Saccharomyces cerevisiae, 
20997 
Cyclophilin B 
and Hsp47, cross endoplasmic reticulum 
with procollagen into pre-Golgi in- 
termediate vesicles, 18323 
Cyclosporin A 
resistance conferred by cyclophilin A li- 
gand binding pocket mutations of, 
Saccharomyces cerevisiae, 20997 
treated human B and T cells, phosphoryl- 
ation of transcription factor 
NFATp inhibits DNA binding in, 
20653 
Cyclothialidine 
characterization of binding site for, on B 
subunit of DNA gyrase, 14286 
Cycloxygenase 
and peroxidase activities, inhibition by 
tepoxalin, prostaglandin-H syn- 
thase 1, 13948 
Cynomolgus monkey 
two neutral lipid binding sites in cho- 
lesteryl ester transfer protein, 
21068 
CYPIA1 
regulation by indolo[3,2-b|carbazole, 
mouse hepatoma cells, 22548 
CYP1B1 
rat, adrenal cytochrome P450, role in 
polycyclic hydrocarbon metabolism, 
11595 
CYP2C genes 
orphan nuclear receptor binding ele- 
ments in, rat liver, 11276 
CYP2C12 gene 
expression of, by growth hormone signal- 
ing involves phospholipase A, rat 
hepatocytes, 12569 
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CYP11A gene 
bovine, two Sp1-binding sites mediate 
cAMP-induced transcription 
through protein kinase A signaling 
pathway, 25402 
B-Cystathionase 
Bordetella avium, 7695 
Cystatin C 
biological specificity of, structural basis 
for, 5115 
Cystatin family 
thiol protease inhibitors 
molecular cloning of novel bone phos- 
phoprotein related to, 431 
molecular cloning of novel bone phos- 
phoprotein related to (correction), 
10359 
Cysteamine 
lysosomal, transport systems, 1179 
Cysteine 
P-glycoprotein devoid of, membrane to- 
pology in, 843 
residues 
fibroblast growth factor-1 release from 
NIH 3T3 cells and, 33 
glutathione-independent prostaglandin 
D synthase, 1422 
Cysteine biosynthesis 
cloning and characterizaton of serine 
acetyltransferase and role in, wa- 
termelon, 16321 
Cysteine peptidases 
inhibition of, leucine 9 in N-terminal 
binding region in, 5115 
Cysteine protease 
interleukin-18 converting enzyme-re- 
lated, proteolytic cleavage of sterol 
regulatory element binding pro- 
teins, 18044 
role of in regulation of gene expression at 
altered pH by PacC zinc finger 
transcriptional regulator, Aspergil- 
lus, 28519 
Cysteine proteases 
ICH-2 a new member of interleukin 1f- 
* converting enzyme family of, 15250 
Cysteine proteinase 
streptococcal, releases biologically active 
fragments of streptococcal surface 
proteins, 9862 
Cysteine proteinases 
two novel from Dictyostelium discoideum 
that carry N-acetylglucosamine-1-P 
modification, 28938 
Cysteine residue 
unique, and conserved aspartate residues 
light subunit, human y-glutamyl 
transpeptidase mutant, 12471 
Cysteine residues 
multiple, caveolin palmitoylation, 6838 
role of, in erythrocyte plasma membrane 
anion exchange protein, 8521 
role studied by site directed mutagenesis 
of yeast PMA1 hydrogen-ATPase, 
28535 
Cysteine-rich protein family 
of LIM domain proteins, 28946 
Cysteines 
active site, DsbA-DsbB interaction 
through, 17072 
extracellular, disulfide bond between, 
critical for thyrotropin-releasing 
hormone receptor binding, 24682 
Cysteine-S--conjugate B-Lyase 
cytosolic high molecular weight, isolation, 
rat kidney, 180 
Cysteine 90 
role of cysteine 240 and, in activity of 
S-adenosylmethionine synthetase, 
18484 
Cysteine 240 
role of cysteine 90 and, in activity of S- 
adenosylmethionine synthetase, 
18484 
Cysteine 266 
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evaluation as catalytic residue, human 
3-hydroxy-3-methylglutaryl-CoA 
lyase, 17311 
Cysteine 337 
role, A. xylanus flavoprotein, 5812 
Cysteine 340 
role, A. xylanus flavoprotein, 5812 
Cysteine 707 
10-formyltetrahydrofolate dehydrogenase 
active site, rat, 519 
Cysteine 4362 
required for apolipoprotein B covalent 
linkage with apolipoprotein(a), in 
vivo, 23914 
Cysteiny! residues 
role of, in metalloactivation of ArsA 
ATPase, 11245 
Cystic fibrosis conductance regulator-chlo- 
ride channels 
isotype specific activation by cGMP-de- 
pendent protein kinase II, 26626 
Cystic fibrosis transmembrane conductance 
regulator 
activation, protein kinase-mediated phos- 
phorylation, 2158 
chloride channel activity, NBD mutations 
after, 1711 
effects of lovastatin on trafficking, hu- 
man tracheal epithelial, 25102 
first nucleotide binding fold can function 
as active ATPase, 22093 
functional forms of, created by alternate 
translation initiation codons, 
11941 
interaction with outwardly rectified chlo- 
ride channels, 29194 
intracellular loop involved in regulation 
of chloride channel conductance 
state, 28084 
recombinant, purification and character- 
ization from CHO and insect cells, 
17033 
regulation, outwardly recognized anion 
channels, 1521 
transcriptional regulation requires 
CCAAT-like element, 28848 
Cystic fibrosis transmembrane conductance 
regulator chloride channel 
mutant (6F508), functional in endoplas- 
mic reticulum, CHO cells, 12347 
Cystic fibrosis transmembrane conductance 
regulator chloride channels 
stimulation of wild type and mutant by 
pyrophosphate, 20466 
Cyst wall protein 
novel, with leucine-rich repeats, Giardia 
lamblia, 29307 
Cys**4 
inhibition by maleimides, vacuolar H* - 
pyrophosphatase, 2630 
Cytidine deamination 
site specific, RNA editing, plant mito- 
chondria, 18227 
Cytidine monophospho-N-acetylneuraminic 
acid hydroxylase 
molecular cloning of, 16458 
Cytidylyltransferase 
cholecystokinin down-regulation of, pan- 
creatic acinar cells, 1437 
nuclear localization signal, identification, 
rat liver, 354 
Cytochrome b 
epitopes, topological mapping of, neutro- 
phil, 16974 
partially functional 
X-linked chronic granulomatous dis- 
ease patient with, 8194 
X-linked chronic granulomatous dis- 
ease patient with (correction), 
17056 
pre-mRNA, protein induced folding of 
group 1 intron, 21552 
role of tryptophan 142 in bc, complex ca- 
talysis of ubiquinol oxidation, Sac- 
charomyces cerevisiae, 22321 
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threonine 160, of cytochrome bc, com- 
plex, roles of, 28668 
Cytochrome ba, 
characterization of, Thermus thermophi- 
lus HB8, 20345 
Cytochrome bc, 
role of amino acid residues in ubiqui- 
none-binding by subunit IV, 
Rhodobacter sphaeroides, 11496 
Cytochrome bd oxidase 
Azotobacter vinelandii, ligand binding to, 
16213 
Cytochrome bf complex 
deletion of petG disrupts, Chlamydomo- 
nas reinhardtii, 29293 
Cytochrome b gene 
structure-function relationships of mito- 
chondrial bc, complex in tempera- 
ture-sensitive mutants of, 29356 
Cytochrome b genes 
split for cytochrome 6b, and subunit IV 
thermophillic bacilli, 10612 
thermophillic bacilli (correction), 22076 
Cytochrome 6 reductase 
fragment of nitrate reductase, character- 
ization of recombinant wild-type 
and C242S mutant of, 24067 
Cytochrome 6b, 
sorting to intermembrane space, mito- 
chondria, 16932 
Cytochrome 6b, 
membrane-binding domain of, carboxyl 
terminus of, bilayer of endoplasmic 
reticulum, 3414 
Cytochrome b,f complex 
purification and characterization of, 
Chlamydomonas reinhardtii, 29342 
Cytochrome 6945 
neutrophil superoxide generating system, 
has two non-identical hemes, 
17075 
Cytochrome b;5. 
heme environment of, pyridine modifica- 
tion, 3193 
Cytochrome bss. 
neutrophil, electron spin resonance stud- 
ies on, 12685 
Cytochrome bss 
phagocytic, electron donation to molecu- 
lar oxygen by, 7853 
Cytochrome b559 
light-induced cross-linking in a-subunit 
of, and D1 protein in photosystem 
Il, 24032 
Cytochrome bs. gene 
human, genomic structure and expres- 
sion of, 22714 
Cytochrome c 
binding to liposomes, reversibility of, 
3197 
reaction with organic peroxides, mecha- 
nism of radical production from, 
12709 
role of acidic residues in interaction with 
NADPH-cytochrome P450 oxi- 
doreductase and, 27475 
ruthenium derivative, electron transfer, 
cytochrome c oxidase, 2466 
Cytochrome c oxidase 
electron transfer from cytochrome c, 2466 
expression, during growth and develop- 
ment of Dictyostelium, 5587 
heart, infrared spectra of heme a, cya- 
nide in, 4270 
oxygen-bound, microsecond generation of, 
8405 





subunit II, identification of essential 
amino acids within proposed Cu, 
binding site, 25363 
subunit Va of, mitochondrial import, 
3788 
Cytochrome c oxiiase subunit V 
yeast, function of, 110 
Cytochrome c oxidase Vla 
heart isoform, structural characterization 
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and regulatory analysis of, 26433 
Cytochrome c peroxidase 
Moégsbauer characterization of, Paracoc- 
cus denitrificans, 24264 
Cytochrome C-550 
role in cyanobacteria, 6901 
Cytochrome c-551i 
electron transfer from amicyanin to, af- 
fected by complex formation with 
methylamine dehydrogenase, 
23941 
Cytochrome o 
evidence for oxygenase-catalyzed heme 
O/A transformation, 27937 
Cytochrome oxidase 
COX14 cloning and characterization, 
product required for assembly of, 
yeast, 15585 
degradation of subunits, Saccharomyces 
cerevisiae mutants, 20879 
subunit Va precursor, import into yeast 
mitochondria, mediated by mem- 
brane recpetor Mas20p, 14267 
Cytochrome oxidase subunit II 
topogenesis of, mechanisms of protein 
export from mitochondrial matrix, 
27079 
Cytochrome P420 
measurements of CO germinate recombi- 
nation in, 8673 
Cytochrome P450 
adrenal, role in polycyclic hydrocarbon 
metabolism, as rat CYP1B1, 11595 
associated with guayule rubber particles, 
8487 


cytoplasmic and N-terminal transmem- 
brane domains contain signals for 
retention in endoplasmic reticu- 
lum, 24327 
isoforms CYP27 and CYP24, hydroxyla- 
tion site selection by, vitamin D, 
16766 
measurements of CO germinate recombi- 
nation in, 8673 
novel, primary expression in brain, 29739 
stoichiometry of metabolism of methoxy- 
flurane and benzphetamine cata- 
lyzed by, with or without cyto- 
chrome 6; 24707 
Cytochrome P450gy,.1 
barbiturate-mediated induction of, Barbie 
box sequence role in, 4438 
cloning and characterization of transcrip- 
tion factors BM1P1 and BM1P2, 
Bacillus megaterium, 18615 
transcriptiona! regulation of genes for, 
Bacillus megaterium, 18606 
Cytochrome P450,y-3 
transcriptional regulation of genes for, 
Bacillus megaterium, 18606 
Cytochrome P450...m 
stereoselective hydroxylation of norcam- 
phor by, 5326 
Cytochrome P450-CAM 
uncoupling oxygen transfer and electron 
transfer in oxygenation of camphor 
analogues, 28042 
Cytochrome P-450-CAM 
chloroperoxidase and myoblobin x-ray 
absorption near edge studies of, 
10544 
Cytochrome p450 gene 
phenobarbital induced expression of, in- 
hibited by cAMP, 12762 
Cytochrome P-450 gene 
regulation of placenta-specific expression 
of, 25064 
Cytochrome P450 genes 
xenobiotic-inducible transcription of, mi- 
nireview, 18175 
Cytochrome P450nor 
reaction with nitric oxide, spectroscopic 
and kinetic studies, 1617 
Cytochrome P450;yR 


biosynthesis of the cyanogenic glucoside 
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dhurrin, sorghum, 3506 
Cytochrome P450 2C2 
P450 2C1 and, hybrid of, mutagenesis, 
1873 
Cytochrome P450 2C11 gene 
regulation of expression by IL-1, sphingo- 
myelin hydrolysis and ceramides, 
rat hepatocytes, 25233 
Cytochrome P450 2D6 
aspartic acid 301 critical substrate-con- 
tact residue in active site of, 29055 
Cytochrome P450 3A gene 
role of cis-acting element in synergistic 
induction by glucocorticoids plus 
antiglucocorticoids, 28917 
Cytochrome P450 3A4 
carbon monoxide binding kinetics of, 
5014 
Cytokine 
low temperatures and hypertonicity do 
not block stimulation of sphingo- 
myelin pathway by, 24518 
Cytokine-inducible enhancer 
Sp1 is a component of, in vascular cell 
adhesion molecule-1 promoter, 
28903 
Cytokine-inducible nuclear protein 
novel, identification and characterization 
of, human endothelial cells, 10236 
Cytokine induction 
NF-«B, cycling and growth arrested cells, 
18836 
of pancreatitis-associated protein I, 
22417 
Cytokine message induction 
integrin mediates tyrosine phosphoryla- 
tion, monocytes, 16189 
Cytokine receptors 
interaction, JAK kinases, 6523 
Cytokine responsive enhancer 
identification of, inducible nitric oxide 
synthase, vascular smooth muscle 
cells, 29541 
Cytokines 
ciliary neurotrophic factor, binding char- 
acteristics, sympathetic neurons, 
313 
differential regulation of sphingomyeli- 
nase and ceramidase activity by 
growth factors and, 23305 
endothelial cells activated by, CD22-me- 
diated cell adhesion to, 7533 
helical, localization of functional receptor 
epitopes ciliary neurotrophic fac- 
tor, indicates conserved epitopes 
among, 14007 
inflammatory, transcriptional regulation 
of ICAM-1 gene, endothelial cells, 
933 
phosphorylation induced by, RelA, 2703 
pro-inflammatory, regulation of p38 MAP 
kinase, 7420 
regulation, IgE-dependent prostaglandin 
Dz, generation, mouse mast cells, 
3239 
Cytomegalovirus protease 
human, single chain recombinant, 23634 
Cytoplasm 
myristoylation of hisactophilin, Dictyoste- 
lium, 596 
Cytoplasmic domain 
internalization efficiency of P-selectin, 
affect residues in, 26818 
Cytoplasmic exon 
alternative splicing of, alters binding 
characteristics, mouse platelet/en- 
dothelial adhesion molecule-1, 
23672 
Cytoplasmic membrane 
preproteins translocation accross, Esche- 
richia coli, 30862 
Cytosine 
methylation 
effects on DNA flexibility, 197 
influence on DNA recombination and 
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end-joining, mammalian cells, 
23838 


Cytosine arabinoside 
effects on RNA-primed DNA synthesis by 
DNA polymerase a-primase, 26664 
Cytosine nucleoside deaminase 
mediation by distinct domains of apo- 
bec-1, 14768 
Cytoskeletal protein 
talin, interaction with focal adhesion ki- 
nase, 16995 
Cytoskeletal proteins 
band 4.1, novel tyrosine kinase with ho- 
mology to junction-associated gua- 
nylate kinases and, 10359 
neuronal, autophosphorylated calcium/ 
cal Anh dep d, t protein ki- 
nase II, interaction with, 10043 
Cytoskeleton 
actin-related changes, calpain localiza- 
tion changes in coordination with, 
early embryonic development, Dro- 
sophila, 22652 
activation and translocation of c-Src to, 
PDGF and EGF role in, 2264 
CDC42Hs translocation to, mediated by 
integrin a;p,83, human platelets, 
17321 
microtubule interaction with endocytic 
vesicles and cytoplasmic dynein, 
hepatocytes, 15242 
50-kDa Cytosolic factor 
ADP-ribosylation factor function with, 
cell-free activation of phospho- 
lipase D, 2431 
Cytosolic protein 
70-kDa, glucose transporter binding of, 
rat adipocytes, 7869 
Cytosolic proteins 
GH-induced tyrosine-phosphorylated, sig- 
nal transduction in, 6261 
Cytotoxic T lymphocyte-associated 
molecule-4 
binding stoichometry of, 15417 
contains intracellular motif in cytoplas- 
mic tail, 25107 
C1 factor 
family of polypeptides, herpes simplex 
virus enhancer complex, 4387 





Clq 
novel serum protein similar to, produced 
exclusively in adipocytes, 26746 
site on, required for stimulation of neu- 
trophil superoxide production, 
30627 
C,-Ceramide 
dimeric and catalytic subunit forms of 
protein phosphatase 2A, stimu- 
lated by, rat brain, 12808 
inhibition, neutrophil oxygen release and 
calcium influx, 3056 
C,-domain proteins 
novel family of, defined by mammalian 
homologues, Caenorhabditis el- 
egans unc-13 gene, 25273 
C2MstC1 
interaction of two segments, mutagenesis 
of, 1873 
C2 proteins 
intracellular, alternative splicing, 2674 
C3bi 
intercelluar adhesion molecule 1 and, 
critical residues in I domain of In- 
tegrin 62, interaction with, 12351 
threonine and aspartic acid residues 
within I domain of $2 integrins 
critical for interactions with, and 
ICAM-1, 12531 
C3 Exoenzyme 
Clostridium botulinum, inhibition of rat 
brain phospholipase D, 25667 
C4b-binding protein 
human, binding to serum amyloid P com- 
ponent, 26950 
C5a Anaphylatoxin receptor 
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human, major phosphorylation sites in, 
19166 
C5a receptor 
arginine 206, essential for ligand recogni- 
tion and receptor activation, 15966 
human 
role of glutamate 199 in ligand bind- 
ing, 16625 
structure and function of, 18077 
C6 astrocytoma cells 
extracellular proteasome-like structure 
from, serine collagenase IV activ- 
ity, 4588 
C6-2B cells 
glioma, calcium inhibition of cAMP syn- 
thesis, 1149 


D 


Dahl rats 
aldosterone synthase activity, determi- 
nants of, molecular variance in 
p450c11AS gene, 16555 
Dantrolene 
binding sites in sarcoplasmic reticulum, 
porcine skeletal muscle, 18465 
DAP3 
novel mediator of interferon-y-induced 
cell death, 27932 
DARPP-32 
phosphorylation by casein kinase I, 8772 
Db1 homology regions 
pleckstrin and, functional roles for son- 
of-sevenless (Sos), 15954 
DCP-choline pathway 
impaired, mutant CHO cells, expression 
of phosphatidylethanolamine N- 
methyltransferase-2, 16277 
dCTP 
pools, functional compartmentation, 631 
Dda helicase 
bacteriophage T4, unidirectional translo- 
cation on single stranded DNA, 
22236 
Decasaccharide 
and octasaccharide sequences isolated 
from carbohydrate-protein linkage 
region, porcine intestinal heparin, 
22914 
Decorin 
interaction with collagen type I, 8877 
Decorin-binding sites 
collagen type I, located in leucine-rich 
repeats 4—5, 20712 
Decorin gene 
transcriptional regulation of, 11692 
Defensins 
human neutrophil, HP-1 and HP-3, genes 
encoding, 30371 
Deferoxamine 
peroxidase-mediated oxidation of, stimu- 
lated by the spin trap a-(4-pyridyl- 
1-oxide)-N-tert-butylnitrone, 29265 
Degenerin 
functional chimeras containing, residues 
essential for amiloride-sensitive 
sodium channel function, 11735 
Degradation pathways 
acyl chain dependent, human fibroblasts, 
turnover of cytoplasmic triacylgyc- 
erols in fibroblasts, 27027 
Degradation signai 
ubiquitin recognized as, by proteolytic 
pathway, 17442 
Dehydroascorbic acid 
separation of transport of, from accumu- 
lation as ascorbic acid, HL60 cells, 
23706 
vitamin C separate mechanisms of accu- 
mulation for, 12584 
Dehydroquinase 
type I, mutagenesis of active site resi- 
dues, Escherichia coli, 25827 
De-N-acetyl-gangliosides 
expression, human melanoma cells, ge- 
nistein or nocodazole effects, 2921 
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a-Dendrotoxin 
footprint on mammalian potassium chan- 
nel, 24776 
Dengue virus type 2 
RNA replicase, association between NS3 
and NS5 liked to phosphorylation 
of NS5, 19100 
Dentrifying system 
fungus Fusarium oxysporum, copper-con- 
taining dissimilatory nitrite reduc- 
tase in, 4146 
2'-Deoxyadenosine 
induces apoptosis in neurons, 17986 
Deoxyadenosine kinase 
heterodimeric 
cloning of, Lactobacillus acidophilus 
R-26, 6595 
directed mutagenesis, Lactobacillus 
acidophilus R-26, 6602 
Deoxycytidine 
salvaged, DNA repair, 631 
Deoxycytidylate deaminase gene 
chromosomal localization and structural 
organization of, human, 18727 
3-Deoxy-D-manno-octulosonic acid 8-phos- 
phate synthase 
purification of and oxygen transfer stud- 
ies, Escherichia coli, 13698 
Deoxyguanosine kinase 
heterodimeric 
cloning of, Lactobacillus acidophilus 
R-26, 6595 
directed mutagenesks, Lactobacillus 
acidophilus R-26, 6602 
Deoxyhypusine synthase 
cDNA from yeast and Neurospora, clon- 
ing and expression of, 23984 
human, cloning and expression of cDNA 
for, 22386 
purification and characterization of, rat 
testis, 8660 
purification of, Neurospora crassa, 383 
YHRO68w gene for, in chromosome VIII, 
Saccharomyces cerevisiae, 18408 
Deoxyinosine 
DNA containing, interaction with deoxyi- 
nosine 3’-endonuclease, Esche- 
richia coli, 28609 
Deoxyinosine 3’-endonuclease 
interaction with DNA containing deoxyi- 
nosine, Escherichia coli, 28609 
Deoxynucleoside triphosphate binding site 
studies on, DNA polymerase a, 21563 
ternary complex of Klenow fragment, 
1945 
Deoxyribo-codon 
role of 2' hydroxy groups,A or P sites, 
17680 


Deoxyribose nucleic acid. see DNA entries 
2-Deoxy-2,2-difluoro-a-glycosides 
new class of inhibitors of yeast a-glucosi- 
dase and human pancreatic a-amy- 
lase, 26778 
Dephosphorylation 
Alzheimer paired helical filaments, pro- 
tein phosphatase-2A and -2B, 4854 
inhibition of L-glutamate decarboxylase, 
brain, 6464 
mitogen-activated protein kinase, HVH2 
and, 7197 
B-spectrin, modulation of erythrocy mem- 
brane function by, 5659 
tyrosine, pp125 focal adhesion kinase, 
insulin stimulation of, 991 
voltage-sensitive sodium channels, rat 
brain, 7750 
Dermatan sulfate 
bovine aorta, linkage hexasaccharide 
from, 7204 
Des-Arg®?-EGF 
epidermal growth factor extracellular 
conversion to, by carboxypeptidase 
M, 17154 
Desulforedoxin 
Desulfovibrio gigas, expression of mixed 
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metal isoforms in Escherichia coli, 
20273 
Desulfovibrio gigas 
desulforedoxin, expression of mixed 
metal isoforms in Escherichia coli, 
20273 
Development 
early embryonic, Drosophila, calpain lo- 
calization changes in coordination 
with actin-related changes in cy- 
toskeleton, 22652 
fkh-2 gene mouse, implications for noto- 
chord, foregut and midbrain re- 
gionalization, 30029 
regulation of gene expression in mamma- 
lian, minireview, 22077 
role of E2F in proliferating cell nuclear 
antigen gene promoter regulation 
during, Drosophila, 25159 
tissue specific regulation of muscarinic 
acetylcholine receptor during, 
20636 
urokinase type plasminogen activator 
receptor non-essential for, mouse, 
16886 
Developmental expression 
of GATA transcription factor, Drosophila, 
25150 
Shaker potassium channels, Drosophilia, 
nervous system, immunochemical 
characterization and, 25746 
Dexamethasone 
mast cells, induction of prostaglandin 
G/H synthase I by stem cell factor 
and, 8044 
Dhurrin 
cyanogenic glucoside, biosynthesis of, sor- 
ghum, cytochrome P450;y, and, 
3506 
Diabetes 
maturity-onset, mouse glucokinase gene, 
model for, 21464 
streptozotocin-induced, and insulin sup- 
plementation, effect on expression 
of glycogen phosphorylase gene, 
rat liver, 24955 
Diabetic transgenic mice 
GLUT4 gene promoter transcriptional 
regulation in, 23491 
Diacylglycerol 
generation in MDCK nuclei, phospho- 
lipase D-mediated path for, 11738 
serine protein kinase stimulated by, ex- 
pression of, 1455 
Diadenosine 5’,5''’-P'-P*-tetraphosphate 
hydrolase, firefly lanterns, 3706 
Diadenosine-5’ ,5'''-P'-P*-tetraphosphate 
a,B-phosphorylase 
yeast, polyphosphate kinase is, 19377 
Diamide 
tolerance towards, confered by NADPH 
oxidoreductase homologues from 
Arabidopsis thaliana, in yeast, 
26224 
Diamidine drugs 
uptake by P2 nucleoside transporter in 
Trypanosoma brucei brucei, 28153 
Diapause 
biosynthesis, gene expression, silkworm, 
3804 
Diastolic dysfunction 
ventricular expression of MLC-2v-ras fu- 
sion gene induces cardiac hypertro- 
phy and, transgenic mice, 23173 
2-(SH]Diazofluorene 
Staphylococcus aureus pore-forming 
toxin, photolabelling with, 11348 
Dicarboxylate 
renal sodium and, cotransporter, se- 
quence and functional character- 
ization, 5779 
cis-[N-2-amino-N-2-methylamino-2,2,1-bicy- 
cloheptane]Dichloroplatinum(II) 
UvrAB proteins binding to cisplatin and, 
21251 
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5,6-Dichloro-1-B-p-ribofuranosylbenzimidazole 
inhibition of transcription factor ITH-as- 
sociated protein kinase, 23922 
Dictyocaulus viviparus 
Helix-rich lipid-binding protein DvA-1 
polyprotein, 19277 
Dictyostelium 
cAMP receptor, occupancy of, COOH-ter- 
minal serine residue, 4418 
cAR1, correlation of agonist-induced loss 
of ligand binding and phosphoryla- 
tion, 8667 
cytosolic glycoprotein from, 3022 
G protein-independent signaling in, helix 
cAMP receptor stimulation of cal- 
cium entry, 5926 
growth and development, expression of 
cytochrome c oxidase during, 5587 
hisactphilin protein from, myristoylation 
and distribution of, 596 
molecular cloning of intracellular P-type 
ATPase, 28276 
myosin heavy chain kinase A from, struc- 
tural analysis of, 523 
phospholipase C independent pathway of 
inositol 1,4,5-trisphosphate forma- 
tion, rat liver and, 29724 
pH regulation of F-actin binding proper- 
ties, binding by elongation factor 
la, 15222 
protein kinase activation, Dictyostelium 
myosin ID, characterization and 
purification of, 11776 
Dictyostelium discoideum 
cofilin, identification characterization and 
distribution in, 10923 
phosphorylation of proteins in, 7281 
Plasmodium falciparum immunogenic 
circumsporozoite protein, anchor- 
age on surface of, 12941 
two novel cysteine proteinases that carry 
N-acetylglucosamine-1-P modifica- 
tion, 28938 
Dictyostelium myosin essential light chain 
both termini are required for binding to 
myosin heavy chain, 27977 
Dictyostelium vaults 
disruption of the major protein, 16588 
2’ ,3'-Dideoxycytidine 5’-triphosphate 
analogs 
enantiomers of, substrates for DNA poly- 
merases, 23055 
2’ ,3’-Dideoxynucleoside 5’-triphosphates 
characterization of HIV-1 reverse tran- 
scriptase resistant to, 23605 
A*5-A2-4_Dienoyl-CoA isomerase 
peroxisomal f-oxidation of arachidonic 
acid requires 2,4-dienoyl-CoA re- 
ductase and, 13771 
2,4-Dienoyl-CoA reductase 
peroxisomal f-oxidation of arachidonic 
acid requires 5°-5-§*-4-dienoyl-CoA 
isomerase and, 13771 
Differentiating factor 
cAMP conversion of epidermal growth 
factor into, rat PC12 cells, 20748 
Differentiation 
lipid structure changes during, glyco- 
sylphosphatidylinositol-anchored 
mucin-like sialic acid acceptors, 
Trypanosoma cruzi, 27244 
neuroblastoma neuro2a cell role in regu- 
lation by ceramide, 26868 
neuronal, neurotrophin heterodimers in- 
duce phosphorylation of Trk recep- 
tors and, PC12 cells, 23104 
Diglycerides 
endothelin-stimulated and interleukin 1 
regulate protein kinase C, mesang- 
ial cells, 21632 
Di-glycine 
mutated, in bilirubin transferase, Cri- 
gler-Najjar type I patient, 3284 
Digoxin binding 
contribution of antibody heavy chain 
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CDR1, 28541 
Digoxin-binding protein 
high affinity, identical to native protein, 
7829 


Dihydrofolate reductase 
methotrexate-resistant variants of, sub- 
stitutions of leucine 22, 5057 
proteolysis of, methotrexate inhibition, 
8172 
Dihydrofolate reductase gene 
E2F binding stabilized by inverted repeat 
motif, transcription enhanced in, 
9783 
Dihydrogeodin oxidase gene 
cloning and expression of, Aspergillus 
terreus, 21495 
Dihydrolipoamide acetyltransferase 
cloning of, plant pyruvate dehydrogenase, 
5412 


Dihydrolipoamide dehydrogenase 
human recombinant, site directed mu- 
tants, characterization of, 15545 
Dihydrolipoyl acetyltransferase component 
inner lipoyl domain of, kinase-binding 
domain, 793 
Dihydroorotate dehydrogenase 
high affinity binding protein for A77 
1726, 22467 
Dihydropyridine 
binding modulated by calcium binding in 
pore, L-type calcium channels, 
18201 
1,4-Dihydropyridine 
binding sites in plasma membranes, Phy- 
scomitrella patens, 23461 
Dihydropyridine binding 
molecular determinants of cardiac cal- 
cium channel pharmacology, regu- 
lation of, 27106 
Dihydropyridine receptor 
identification of calcium release trigger- 
ing and blocking regions of II-III 
loop, skeletal muscle, 22116 
Dihydropyridine receptor gene 
regulation of expression in skeletal mus- 
cle, 25844 
Dihydropyridine receptor II-III loop peptide 
phosphorylation of, regulates calcium re- 
lease channel, skeletal muscle, 
18459 
Dihydrospiramycin 
70-S ribosomes peptidyl transferase cen- 
ter determined by thermoaffinity 
labeling with, Escherichia coli, 
23060 
Dihydroxycholecalciferol 
differential regulation of JunD by, in hu- 
man chronic myelogenous leuke- 
mia cells, 19676 
2-oxo-1,2-Dihydroxyquinoline 
8-monooxygenase 
two component enzyme system, Pseudo- 
monas putida 86, 17836 
13,14-Dihydroxy-retinol 
new bioactive retinol metabolite, 18875 
1,25-Dihydroxyvitamin D 
24-hydroxylase promoter, vitamin D re- 
sponse elements in, rat, 1675 
1,25-Dihydroxyvitamin D, 
Egr induction stimulated by, mitogen- 
activated protein kinase and, 3642 
monocytic differentiation, acute promy- 
elocytic leukemia independent of 
nuclear receptor binding, 15962 
production of, insulin-like growth factor I 
unique calcium dependent stimula- 
tor of, 25461 
retinoid X receptor induces key metabolic 
enzyme for, 23906 
stimulated mouse bone marrow cultures, 
bone resorption increased by C- 
type natriuretic peptide, 18983 
1a,25-Dihydroxyvitamin D, 
protein kinase C direct activation by, 
6639 
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20-epi analogues of, activation of the vi- 
tamin D receptor, 10551 
Diisopropy! flurophosphate 
reversible inactivation of pro-urokinase 
by, 8408 
Dileucine-based targeting motifs 
role of acidic residues in endocytosis, 
19989 
Dileucine repeats 
cloning and expression of 26 S protease 
subunit rich in, 23726 
Diluceucine motifs 
involvement in internalization and degra- 
dation of insulin receptor (correc- 
tion to 1994 article), 30235 
Dimerization 
G Protein y subunit, requir ts for, 
with B subunits, 15892 
TATA binding protein, 13842 
Dimethylglycine dehydrogenase 
presequence of, folding, flavinylation and 
import of pre-6-HDNO, 8016 
6,7-Dimethy]-8-ribityllumazine synthase 
RIB4 gene codes for, Saccharomyces cer- 
evisiae, 23801 
Dimyristoylphophatidylcholine 
in complex with, alignment of a-helices of 
apolipophorin-III, 12542 
Dinitrogenase 
iron-molybdenum cofactor of 
incorporation of iron and sulfur from 
NifB cofactor, 26890 
synthesis of, 4432 
maturation of, characterization of y pro- 
tein and its role in metallocluster 
assembly and, Aztobacter vinelan- 
dii, 24745 
2,4-Dinitrophenyl-S-glutathione 
ATP-dependent, anion efflux pumps, 
5312 
Dinitrosyl-iron complex 
S-nitrosation of albumin by, 29244 
Diol dehydrase genes 
adenosylcobalamin-dependent, cloning of, 
Klebsiella oxytoca, 7142 
Dioxin receptor 
definition of minimal domain of, associ- 
ated with hsp90, 25291 
Dioxygenases 
methionine salvage pathway, Klebsiella 
pneumoniae and rat liver, 3147 
Dipeptidy! peptidase 
newly synthesized, immunoadsorption of 
hepatic vesicles carrying polymeric 
IgA receptor and, 27834 
Dipeptidyl peptidase IV 
novel form in human serum, 14107 
Diphenylene iodonium chloride 
suppression, exythropoietin expression, 
2628 
3'(2'),5'-Diphosphonucleoside 
3'(2')-phosphohydrolase 
calcium-sensitive, encoded by rice HAL2- 
like gene, 29105 
Diphtheria toxin 
binding region, EGF-like domain of hu- 
man heparin, 1015 
enzymes catalyzing, conservation of a 
common motif in, 541 
heparin-like molecules on cell surface po- 
tentiate binding to receptor, 29578 
immunochemical analysis of 
all three domains penetrate across 
model membranes, 27446 
effect of low pH on three domains of, 
27439 
mutations 
in elongation factor 2 gene confer re- 
sistance to Pseudomonas exotoxin 
A and, 23218 
with internal disulfides in A fragment, 
incomplete membrane transloca- 
tion of, 20787 
truncated, anti-CD3 single-chain immu- 
notoxin using, avoids inhibition by 
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pre-existing antibodies in human 
blood, 28037 
Diphtheria toxin receptor 
toxin sensitivity in insect cells, induction 
by baculovirus encoding, 16879 
Diphytanylglycerylated proteins 
novel type of protein modification, 
Halobacteria, 14851 
Discoidal lipoproteins 
reconstituted, apolipoprotein A-1 confor- 
mation in, 27429 
Disulfide 
cross-linking, Escherichia coli pyruvate 
oxidase to lipid bylayers, 7896 
structures, of scrambled hirudins, 11992 
Disulfide bonds 
cartilage matrix protein subunit assem- 
bly, role of coiled-coil a-helices 
and, 23150 
between extracellular cysteines is critical 
for thyrotropin-releasing hormone 
receptor binding, 24682 
formation 
effects on N-linked glycosylation, 4797 
between F,-ATPase, y, e-subunits and 
6 COOH subunits Escherichia coli, 
9185 
human chorionic gonadotropin B sub- 
unit via asparagine-linked oligo- 
saccharides, 11851 
influence of, kinetics of human growth 
hormone folding, 19816 
localization of, Finnish-type AGU, 3212 
non-native, unscrambled by protein-disul- 
fide isomerase, 28006 
Disulfide bone 
DsbA-mediated formation, catalyzed 
prolyl isomerization and, oxidative 
protein folding, 5367 
Disulfide bridges 
structural anaiysis and localization of, in 
saposin B and C, 9953 
Disulfide folding pathway 
epidermal growth factor, human, 9201, 
9207 
Disulfide formation 
mixed, fukuoka II characterized by defec- 
tive fibrin lateral association and, 
29392 
Disulfide linkage 
interchain with cysteine residues, throm- 
bospondin 3 pentamer, 12725 
Disulfide-linked dimer 
formation of, ethylene reponse mediator 
ETR1, Arabidopsis, 12526 
Disulfide oxidoreductases 
protein family, from archaeon Pyrococcus 
furiosus, 5748 
Dithiocarbamates 
induce apoptosis by raising intracellular 
level of redox-active copper, thymo- 
cytes, 26202 
Dithiothreitol treatment 
effect on export and vectorial targeting of 
secretory proteins, endoplasmic 
reticulum, MDCK cells, 11543 
Divalent cation 
binding to G-actin, presence of profilin, 
1501 
DNA 
bend sites, human £-globin gene locus, 
conservation and periodicity of, 
12439 
bent, transcription activation and, 1282 
binding. see DNA binding 
central aromatic residue in loop L2 of 
RecA interacts with, 30927 
closed circular, changes in superhelicity, 
high mobility group protein I/Y, 
4355 
co-crystallization of an ETS domain 
(PU.1) complex with, 24258 
core binding seq e, topoi ase II, 
5932 
determinants of Tus-TerB complex, map- 
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ping of, Escherichia coli, 28049 
dodecapeptide interaction, EcoR1 recogni- 
tion site, 5122 
double stranded 
RecR protein interaction with RecF 
protein dependent on ATP and, 
Escherichia coli, 30741 
stabilization by third purine strand, 
14068 
topoisomerase II mediation of cleavage 
by abasic sites, 21441 
flexibility, cytosine methylation effects 
on, 197 
glycosylase inhibitor protein, uracil intro- 
duction, secondary structure, 296 
human 
apurinic endonuclease, incision activity 
at abasic site analogs in, 16002 
endonucleolytic incision 3’ and 5’ to a 
site-directed psoralen monoadduct, 
30709 
interaction with topoisomerase IV, Esche- 
richia coli, 25286 
lagging strand synthesis, FEN-1 binding 
and stimulation by proliferating 
nuclear cell antigen, 22109 
mammalian, phylogenetic and evolution- 
ary analysis, minireview, 25301 
melting thermodynamics, enthalpy-en- 
tropy compensation in, 746 
minicircles, conformational changes, MCI 
binding to, 6286 
mitochondrial, multiple deletions in ag- 
ing mice, 24769 
monomeric RecBCD enzyme binds and 
unwinds, 24451 
nonspecific, interactions with TATA bind- 
ing protein, 13850 
nucleosomal 
repair of UV-induced (6—4) photoprod- 
ucts in, 16507 
unwinding by DNA helicase, 2024 
oxidative damages, photosensitization, 


pairing, UvsX protein-mediated, 5181 
29, polymerase active site, primer ter- 
minus stabilization at, 2735 
polymerase B 
mammalian base excision repair, bo- 
vine testis nuclear extract, 949 
mitochondrion of trypanosomatid 
Crithidia fasciculata, 3495 
polymerase fidelity, gel kinetic analysis 
of, 4759 
polymerase y, stimulation by single- 
stranded DNA-binding protein, 860 
protein interactions, a,,adrenergic recep- 
tor gene, 5614 
protein kinase dependent on, stimulation 
by RNA polymerase II transcrip- 
tional activator protein, 1449 
rat liver mitochondria, in Organello foot- 
printing of, 25020 
recognition, Smal endonuclease, 6496 
recombination, role of partner homology 
in, 4042 
regulatory element, binding by transacti- 
vator of c-myc, 8241 
repair 
excision nuclease, reconstitution of, 
2415 
hormone-inducible gene, mouse cells, 
3949 
salvaged deoxycytidine used for, 631 
simple repeat sequences, effects on gene 
expression, SV40 early promoter, 
3313 
single stranded, transcriptional suppres- 
sion by proteins binding to, andro- 
gen receptor, 10968 
strand replication fidelity, leading and 
lagging in, 2595 
strand transfer 
HIV reverse transcriptase mediation 
of, 325 
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p66 HIV reverse transcriptase modula- 
tion, 7068 
structural elements, FEN-1 binding, 4503 
synthesis, adenovirus E1A repression of, 
ventricular myocytes, 7791 
three-stranded, RecA protein filament, 
4943 
topoisomerase I mutant, camptothecin- 
resistant, 6141 
transcriptional diode, purine-pyrimidine 
homopolymer formation, 1791 
transcription factors, cardiomyocyte hy- 
pertrophy, neonatal, 8290 
UV-irradiated, deamination of cytosine- 
containing pyrimidine pho- 
todimers, 24174 
DNA-alkylating agents 
up-regulation of DNA polymerase  in- 
hibited by phorbol ester, CHO 
cells, 16402 
DnaA protein 
specific inactivation, initation of in vitro 
replication of minichromosome, 
Escherichia coli, 9265 
DnaB helicase 
weakened AP protein interaction with, 
9792 
DNA binding 
activity mediated by reactive oxygen in- 
termediates, c-Jun-c-Fos het- 
erodimer induced by angiotensin 
Il, myogenic cells, 22129 
bending and, protein HMG-1, 7394 
cooperative, by Swi5p and Pho2p at HO 
promoter, determination of re- 
quirements for, 29151 
head-inducible, purified heat shock tran- 
scription factor 1, 2447 
identification of lysines in al-antichymot 
rypsin, important for, 14548 
nicotinic acetylcholine receptor gene in- 
teraction with, rat brain, 4497 
Stat-like, characterization of, Drosophila 
melanogaster, 16510 
and Stat3 relationship, growth hormone 
activation, 3974 
transactivator, heterogeneous nuclear 
ribonucleoprotein K, 4875 
DNA binding complex 
novel, role in cell cycle regulation, Sac- 
charomyces cerevisiae, 20724 
DNA binding domains 
NFATp and Rel proteins in, 4138 
tissue specific transcription factor Pit-1, 
in vivo mutational analysis of, 
25520 
DNA binding motif 
novel matrix attachment region, identi- 
fied using a random phage peptide 
library, 23239 
DNA binding protein 
site-specific DNA topoisomerase III, 
Escherichia coli, 23700 
DNA binding sites 
fluorescence analysis of, transcription 
regulator H-NS, Escherichia coli, 
22243 
DNA binding specificity 
and function, v-ErbA and thyroid hor- 
mone receptor a1, 7957 
P-box amino acid sequence and, relation- 
ship between, thyroid hormone re- 
ceptor, 16981, 16988 
and stability, participation of flank re- 
gions, integration host factor pro- 
tein, 17902 
template-primer, in E. coli DNA polymer- 
ase (correction to 1994 article), 
2879 
DNA damage 
mammalian, ribosomal protein S3, role in 
processing of, 13620 
mapping of copper/hydrogen peroxide in- 
duced, human genomic DNA, by 
PCR, 17633 
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DNA demethylation 
ras induction of, mouse embryonal cells 
P19, 12690 
DNA duplexes 
accelerated hybridization of oligonucleo- 
tides to, 14712 
128 octamer, effects of base pair location 
on thermal stability, 8439 
DNA enzymology 
above 100 degrees C, topoisomerase V 
unlinks circular DNA, Methanopy- 
rus kandleri, 13593 
DNA glycosylases 
catalytic mechanisms of, 19501 
DNA groove sites 
Cu(I)-ACE1 contact with, 10171 
DNA gyrase 
B subunit of, characterization of binding 
site for cyclothialidine, 14286 
DNA helicases 
catalyzed nicking at F plasmid oriT, 
stimulated by traY gene product 
and integration host factor, 28374 
essential for replication of eukaryotic 
chromosomes encoded by DNA2, 
26766 
DNA heteroduplex 
containing aldehydic abasic site, solution 
structure of, 22980 
DnaJ 
and DnaK chaperones, divergent effects 
of ATP on binding, 19300 
mediated ribosomal folding of rhodanese, 
importance of N terminus for, 
10650 
yeast, polymerization of hsp 70-kDa by, 
in presence of ATP, 22535 
DnaJ chaperone 
conserved G/F motif of, activation of sub- 
strate binding, DnaK chaperone, 
2139 
dependent activation of DnaK chaperone, 
ATP hydrolysis required for, 19307 
novel function of, Escherichia coli, 22669 
dnaJ protein 
regulation of activation, androgen recep- 
tors, 5251 
DnaK 
analysis of three mutant proteins suggest 
that progression through ATPase 
cycle requires conformational 
change, 30057 
and DnaJ chaperones, divergent effects 
of ATP on binding, 19300 
GrpE alters the affinity for ATP and 
magnesium, 26282 
DnaK chaperone 
ATP hydrolysis required for DnaJ-de- 
pendent activation of, 19307 
Escherichia coli, quarternary structures 
of, 2183 
nucleotide induced conformational 
changes, evidence for interdomain 
communication, 16903 
substrate binding properties, conserved 
G/F motif of DNAJ chaperone and, 
2139 
DNA ligase III 
purification and characterization, bovine 
testes, 9683 
DNA looping/loops 
chromosomal, excision of, in course of ap- 
optosis, 20239 
and complex assembly by high mobility 
group proteins NHP6A/B, Sacchro- 
myces cerevisiae, 8744 
DNA [N®-adenine]methyltransferase 
phage T4, overexpression purification 
and characterization of, 14389 
DNA methylation 
human sperm chromatin, Alu binding 
protein prevents, 18539 
leukosialin gene CD43, regulation of 
transcription by, 13298 
regulation of, by Ras signaling pathway, 
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11327 
DNA methyltransferase 
expression of antisense to, inhibition of 
tumorigenesis, 8037 
regulation of, Ras-AP-1 signaling path- 
way, 1595 
DNA (cytosine-5-)-methyltransferase 
mammalian, purification of, expression in 
Escherichia coli, 18543 
DNA nicking 
RecBCD enzyme strand specificity of, at 
Chi sites, 24459 
DNA polymerase a 
studies on deoxynucleoside triphosphate 
binding site, 21563 
DNA polymerase a-primase 
cytosine arabinoside effects on RNA- 
primed DNA synthesis by, 26664 
DNA polymerase B 
up-regulation by DNA-alkylating agents 
inhibited by phorbol ester, CHO 
cells, 16402 
DNA polymerase 5 
amino terminus of, involvement in prolif- 
erating cell nuclear antigen bind- 
ing, 7988 
catalytic subunit of, expression in mam- 
malian cells using vaccinia virus 
vector system, 7993 
DNA polymerase y 
mitochondrial, effects on DNA damage, 
9202 
DNA polymerase II 
purification and properties of wild type 
and exonuclease deficient, Esche- 
richia coli, 15327 
DNA polymerase III 
Escherichia coli, primer interaction with, 


DNA polymerase III holoenzyme 
characterization of DnaX subunits and 
complexes, Escherichia coli, 29563 
DnaX complex, function of the yw com- 
plex in, 29570 
DnaX complex of, central role of 7 in ini- 
tiation complex assembly, Esche- 
richia coli, 29555 
DNA polymerases 
Enantiomers of 2’ ,3'-dideoxycytidine 5'- 
triphosphate analogs, substrates 
for, 23055 
HeLa cells, characterization of, 7799 
hepatitis B virus associated, release from 
viral particle by proteolytic cleav- 
age, 11047 
mitochondrial 
subunit structure of, Drosophila em- 
bryos, 28932 
yeast recombinant, incorporation of an- 
ti-HIV deoxynucleotides, 18929 
proofreading, kinetic analysis to calculate 
nucleotide activity, 31235 
2-hydroxydeoxyadenosine triphosphate, 
formation and incorporation by, 
19446 
DNA polymerase T7 
effect of Escherichia coli single stranded 
DNA binding protein binding mode 
on stimulation of, 8910 
DNA precursor 
biosynthesis, roles of glutaredoxin and 
vaccinia virus ribonucleotide re- 
ductase in, 27415 
DNA primase 
mutagenesis of, catalytic mouse subunit, 
3905 
DNA recombination 
site-specific, role of Flp monomers in, 
23203 
DNA repair excision nuclease 
human, analysis of subunit function, 
20862 
purification of XPF-ERCC1 complex of, 
22657 
Alu DNA repeats 
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function as estrogen receptor-dependent 

transcriptional enhancers, 22777 
DNA replication 

plasmid, not dependent on prior chroma- 
tin assembly, in Xenopus egg ex- 
tracts, 29676 

replication protein A interacts with xero- 
derma pigmentosum group A pro- 
tein and inhibits, 21800 

site specific N-2-acetylaminofluorene ad- 
ducts, translesion synthesis dur- 
ing, 21226 


DNase | 
footprinting reagent, cleavage by, endo- 
nuclease V protection of DNA 
strand, 3765 
DNase-I hypersensitive sites 
porphobilinogen deaminase gene, mouse, 
17368 


DNase II 
role in nuclear degeneration during lens 
cell differentiation, 28579 
DNA strand exchange 
blockage by RecA protein, reversed by 
RuvA and RuvB proteins, 19473 
DNA supercoiling factor 
cloning of cDNA for, reveals distinctive 
calcium binding protein, 15571 
DNA synthesis 
regulation of activity and, of phospho- 
lipase D, influenced by interaction 
of ceramides, sphingosine and 
sphingosine 1-phosphate, 26318 
stimulated by thrombin, Ga,.-mediation 
of, 1321N1 astrocytoma cells, 
20073 
in vitro, pausing of, specific loci in CTG 
and CGG triple repeats, human 
hereditary neuromuscular disease 
genes, 27014 
DNA topoisomerase 
C-terminal residues involved in substrate 
binding, Escherichia coli (correc- 
tion to 1994 article), 20870 
DNA topoisomerase Ila 
human, peptide fragment of forms stable 
coiled-coil structure in solution, 
17502 
DNA topoisomerase IIB 
human, recombinant, expression, domain 
structure and enzymatic properties 
of, 15739 
DNA topoisomerase III 
site-specific DNA binding protein, Esche- 
richia coli, 23700 
DNA triple helix 
formation, physicochemical studies of, 
7295 
DNA unwinding elements 
requirement for, neuron specificity of 
neurofilament light promoter, 
transgenic mice, 25739 
DnaX 
subunits and complexes, DNA polymer- 
ase III holoenzyme, characteriza- 
tion of, Escherichia coli, 29563 
DnaX complex 
DNA polymerase III holoenzyme, central 
role of 7 in initiation complex as- 
sembly, Escherichia coli, 29555 
DNA polymerase III holoenzyme, func- 
tion of the yw complex in, 29570 
cDNA 
bovine 6-mannosidase, cloning of, 3841 
cloning 
of Cek7 ligand, Mek-4 and Sek receptor 
protein-tyrosine kinases, 3467 
domain structure and, xanthine dehy- 
drogenase, chicken liver, 2818 
and expression, galectin-7, 5823 
and functional expression of human 
parathyroid calcium receptor, 
12919 
isoforms of Bet v 1 analyzed by, 2607 
isolation of clones, encoding 8 different 
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y subunits of G protein, human, 
21765 
for liver microsomal retinol dehydro- 
genase, 3900 
mouse PG-M, alternative splicing, 958 
novel receptor-type protein tyrosine 
phosphatase, brain, 2337 
protoporphyrinogen oxidase, hemeG 
mutant of Escherichia coli, 8076 
and sequence analysis, pancreatic pro- 
carboxypeptidase A, 6651 
indentification of, for tubulointerstitiai 
nephritis antigen, 16265 
for methotrexate uptake, mutant ham- 
ster cell, 2987 
priming reaction, phosphodiester linkage 
in, cell-free system, 581 
proteinase-activated receptor-2, gene and, 
mouse, 5950 
sex-specific peptide, medfly Ceratitis 
capitata, 6199 
cDNA-derived protein 
novel, relaxin-like factor, Leydig cell, 
16011 
DNA2 
encodes DNA helicase essential for repli- 
cation of eukaryotic chromosomes, 
26766 
dNTP pool asymmetries 
sequence context and mutagenesis, 8401 
Doc elements 
Drosephila meianogaster, identification of 
sequences regulating expression of, 
26570 
Docking 
vesicle budding, fusion and, molecular 
transport machinery in endothelial 
caveolae for, 14399 
Dodecapeptide 
conserved motifs, substitutions in, activi- 
ties of PI-Scel endonuclease and, 
5849 
DNA interaction, EcoR1 recognition site, 





Dog mast cell protease-3 
purification and characterization of, 
13164 
Domain III 
recombinant, Perlecan, cell attachment 
and, 404 
Domains. see also specific type 
acidic, alternative splicing of a2(XI) colla- 
gen, 2372 
amidotransferase, substructure of, mam- 
malian carbamyl phosphate syn- 
thetase, 2190 
autoinhibitory, stabilization of calmodu- 
lin-dependent protein kinase II 
through, 2163 
calcinurin A subunit, identification, reg- 
ulatory B subunit and, 456 
COLI, type XIV collagen, degradation by 
92-kDA gelatinase, 1062 
consensus, ADP-ribose, mutagenesis of, 
541 
exiracellular, catalytic domain point mu- 
tations and, 425 
human tumor necrosis factor-a, mapping 
of, 2874 
juxtamembrane, alternatively spliced, 
tyrosine kinase receptor, 507 
kinase-binding, dihydrolipoyl acetyltrans- 
ferase component, 793 
peptide-binding, mapping of the sub- 
stance P receptor, 1213 
SH2 
mixed specificity, 3858 
and SH3, brain, AFAP-120 in, 3894 
sickle hemoglobin, formation, LD imag- 
ing of, 2708 
soluble exoplasmic, type Il TGF-6, 2747 
transit sequence, chloroplast, 3882 
transmembrane, for pro-gelatinase A ac- 
tivation, 801 
Dominant negative protein 
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soluble guanylyl cyclase, variant of az 
subunit functions as, 21109 
Donor substrate 
CMP-NeuAC, binding of, sialyltransfer- 
ase in, 1497 
Dopamine D1D receptor 
cloning and characterization, 4005 
Dopamine D-1 receptors 
human, coupling to nucleotide binding 
proteins G, and Go, 14672 
Dopamine D2 receptor 
alternative splicing of, specificity of cou- 
pling to G-proteins, 7354 
Dopamine D, receptor 
differential glycosylation and intracellu- 
lar trafficking for long and short 
isoforms, 29819 
Dopamine B-hydroxylase 
human, expression in mammalian cells 
infected by recombinant vaccinia 
virus, 12601 
Dopamine B-monooxygenase 
membrane bound, reduction of, in re- 
sealed chromaffin granule ghosts, 
27516 
Dopamine-responsive domain 
N-terminal sequence of Pit-1, 7156 
Dopa/tyrosine sulfotransferase 
novel, purification, characterization and 
molecular cloning, rat liver, 30470 
Dorsal root ganglia 
neonatal rat, peripheral nervous system- 
specific genes identified by sub- 
tractive DNA cloning, 21264 
Double-stranded DNA 
RecR protein interaction with RecF pro- 
tein dependent on ATP and, Esche- 
richia coli, 30741 
stabilization by third purine strand, 
14068 
topoisomerase II mediation of cleavage 
by abasic sites, 21441 
Double-stranded RNA adenosine deaminase 
mutagenic analysis of, 17098 
Double-stranded RNA-dependent protein 
kinase 
activation by endoplasmic reticulum cal- 
cium depletion, inhibits protein 
synthesis, 16619 
Down regulated in adenoma gene 
encodes intestine-specific membrane sul- 
fate transport protein, 11897 
DP receptor 
human, prostanoid, cloning and charac- 
terization of, 18910 
DpsA protein 
DNA-binding hemoprotein, Synechococ- 
cus sp. strain PCC7942, 22478 
DRA promoter 
single-strandedness in, YB-1 promotion 
of, 3527 
DR chains 
aggregation, pre-Golgi degradation and, 
2379 


DRE 
nucleotide sequence essential for function 
of, Drosophila, 15808 
DRF1 locus 
amplification of circular episome, Saccha- 
romyces cerevisiae, 9607 
Drosophila 
development 
expression ff GATA transcription fac- 
tor, 25150 
guanylyl cyclase receptor during, 7189 
expression and functional analysis of 
Dxpa gene homolog of human XPA 
gene, 22452 
identification of second homolog of N- 
ethylmaleimide-sensitive fusion 
protein, 18742 
insulin receptor of, homologue, signal 
transduction and, 4236 
mitochondrial DNA polymerase, stimula- 
tion by DNA-binding protein, 860 
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nervous system expression, characteriza- 
tion of guanulate cyclases, 12418 
neuroglian cytoplasmic domain, dispen- 
sible for h philic adhesi 
18809 
nucleotide sequence essential for function 
of DRE, 15808 
pentobarbital induced changes in stabil- 
ity of glutathione S-transferase 
D21 mRNA, 13819 
role of E2F in proliferating cell nuclear 
antigen gene promoter regulation 
during development, 25159 
secretion and formation of heavy chain 
dimers and antibodies via BiP-me- 
diated pathway, 19800 
Sim associated with hsp90, 31353 
tRNA 5’ and 3’-end processing, sequence 
and structural requirements, 
18903 
Drosophila discs-large tumor suppressor 
protein 
homologue of, protein 4.1 binding inter- 
face on, 715 
Drosophila embryos 
characterization of mitochondrial single- 
stranded DNA-binding protein, 
21137 
mitochondrial DNA polymerase, subunit 
structure of, 28932 
Drosophila genes 
brain soluble guanylyl cyclase,a and B 
subunits of, encoded by, 15368 
Drosophila melanogaster 
characterization of Stat-like DNA binding 
activity in, 16510 
convertases, selectivity and biosynthesis, 
1020 
copper and zinc containing superoxide 
dismutase, catalase, simultaneous 
overexpression retards age related 
changes, 15671 
Doc elements, identification of sequences 
regulating expression of, 26570 
evolutionary conserved single-domain an- 
giotensin converting enzyme, clon- 
ing and expression of, 13613 
functional iron-responsive element in 5’- 
untranslated region, succinate de- 
hydrogenase b mRNA, 30781 
multiple subtypes of phospholipase C, 
encoded by norpA gene, 14376 
phospholipase C rescue of visual defect in 
norpA mutant, 13271 
TFIIF30, cDNA encoding, isolation of, 
6292 
Drosophila photoreceptor 
G protein control of phospholipase C in, 
12623 
Drug resistance 
development of, to HIV-1 protease inhibi- 
tors, minireview, 29621 
Drug transport 
inhibit, characterization of prenylcys- 
teines that interact with P-glyco- 
protein and, tumor cells, 22859 
proton motive force-dependent, encoded 
by Lactococcus lactus lmrP gene, 
26092 
purified P-glycoprotein by, 16167 
DsbA 
DsbB interaction through active site cys- 
teines, 17072 
dsbA mutation 
human protein disulfide isomerase com- 
plements, and enhances pectate 
lyase C yield in Escherichia coli, 
28210 





DsbB 
DsbA, interaction through active site cys- 
teines, 17072 
DT-diaphorase 
active site studies, artificial flavins in, 
2512 
kinetics of, 1198 
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DT40 chicken B cell line 
H2B-V targeted disruption of encoding 
H2B histone variant, 30664 
Duck hepatitis B virus particles 
gp180 that binds, encoded by member of 
carboxypeptidase gene family, 
15022 
Duffy antigen-erythrocyte chemokine 
receptor 
binding to, chemokine class differences 
in, 25348 
Duffy antigen/receptor for chemokines 
chemokine binding profile localized to 
sequences in amino-terminal do- 
main, 26239 
Duplex DNA. see DNA duplexes 
DvA-1 polyprotein 
helix-rich lipid-binding protein Dictyocau- 
lus viviparus, 19277 
Dxpa gene 
homolog of human XPA gene, expression 
and functional analysis of, Dro- 
sophila, 22452 
Dyhidropyridines 
human calcium channel splice variants, 
voltage dependent inhibition by, 
10540 
Dymamin 
appendage domain of a-adaptin, high af- 
finity binding site for, 10079 
Dynactin complex 
direct binding between cytoplasmic dy- 
nein and, 28806 
Dynamin 
forms polymeric complexes in presence of 
lipid vesicles, 26707 
Dynein 


cytoplasmic 
direct binding between dynactin com- 
plex and, 28806 
microtubule cytoskeleton interaction 
with endocytic vesicles and,, hepa- 
tocytes, 15242 
Dynein ATPase 
lipid activation of, microtubule-indepen- 
dent, 4492 
Dynein light chains 
outer arm, cytoplasmic homologues of, 
flagella, Chlamydomonas, 11445 
Dynorphins 
are endogenous ligands for opioid recep- 
tor-like orphan receptor, 22772 
processing endopeptidase, characteriza- 
tion of, 23845 
Dyslipidemia 
mild, targeted inactivation of hepatic 
lipase gene, mice, 2974 
Dystroglycan 
interaction with Grb2 mediated by SH3 
domain, 11711 
B-Dystroglycan 
identification and characterization of dys- 
trophin anchoring site on, 27305 
a-Dystroglycan-B-dystroglycan complex 
membrane organization of, relationship 
to an agrin receptor, 25956 
Dystrophin 
aciculin interaction, 6328 
multiple sites on, alternate binding of 
actin and calmodulin to, 5578 
a-syntrophin binding to, 4975 
Dystrophin anchoring site 
identification and characterization of, on 
B-Dystroglycan, 27305 
Dystrophin-related protein 
platelet membrane skeleton, 27259 
D1 precursor protein 
recognition of cleavage site by carboxy- 
terminal processing protease, pho- 
tosystem II, 10711 
D1 protein 
incorporation into photosystem II core 
proteins, isolated chloroplasts and 
thylakoids, 25685 
light-induced cross-linking in a-subunit 
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of cytochrome 6,59 and, in photo- 
system II, 24032 
photosystem II, tandem duplications 
complement deletions in, 16536 
protein, turnover in low light, 806 
turnover unaffected, deletion of PEST- 
like region of photosystem II medi- 
fies q,-binding pocket, 14919 
d(CGG), 
acid-facilitated supramolecular assembly 
of G-quadruplexes in, 23090 
D369N mutant 
modification of asp*® sodium, potassi- 
um-ATPase, sheep a1 isoform, 
characterization of, 16206 


E 
Early end iated protein 
EEAI1, 13503 
Early gene activation programs 
produced by glycine-extended gastrin 
processing intermediates are dif- 
ferent from those produced by gas- 
trin, 28337 
Early growth response factor 
involvement, apolipoprotein AI gene 
transcription, 7004 
Early myeloid gene 
Ets and Myb protein regulation of ex- 
pression, 8763 





Ebnerin 
molecular cloning of, taste buds, 17674 
E box 
containing promoters regulation by Arnt, 
13968 


independent mechanism, TATA contain- 
ing promoter elements, myogenic 
regulatory factor activation of, via 
an, 15664 
in muscle creatine kinase gene enhancer, 
contro! elements for, 21420 
E-box element 
ad4bp gene regulation, adrenal and go- 
nadal development and, 7453 
E-cadherin 
APC protein and, independent complexes 
with a-catenin, B-catenin, and pla- 
koglobin, 5549 
E-C coupling 
conformational ch 
reticulum, 3017 
Eck receptor 
protein-tyrosine kinase, ligand for, char- 
acterization of, 5636 
Eck receptor tyrosine kinase 
novel Src-like adapter protein associates 
with, 19201 





EcoR1 
recognition site, specific dodecapeptide- 
DNA interaction, 5122 
Ecotin phage display 
plasminogen activator-urokinase type, 
inhibitor isolation by, 12250 
Ectoprotein kinase 
mediated phosphorylation, activates cell 
growth inhibitor, transformed fi- 
broblasts, 20560 
EDTA. see Ethylenediaminetetra-acetic 
acid 
EEA1 
early end iated protein, 13503 
EF-C/RFX-1 
interaction with inverted repeat of viral 
enhancer regions, transactivation 
and, 8353 
EF-hand sites 
ion specificity on, 6773 
Egasyn esterase 
serpin-like octomer required for interac- 
tion with B-glucuronidase propep- 
tide, 11912 
EGF. see Epidermal growth factor 
Egg envelope proteins 
mammals and fish, mouse Zp1 encodes 
zona pellucida protein homologous 
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to, 27254 
Egg extracellular matrix 
sperm membrane protein binds in spe- 
cies-specific manner to, 26025 
Eggs. see Oocytes 
Egr 
induction, 1,25-Dihydroxyvitamin D, 
protein kinase and, 3642 
Egr-1 
differential activation of phenylethano- 
lamine N-methyltransferase gene 
by Spl and, rat, 17299 
insulin induction of expression independ- 
ent of insulin receptor and IRS-1 
phosphorylation, CHO cells, 26632 
transcriptional activation by GM-CSF 
requires phosphorylation of CREB 
serine 133, 15979 
transcriptional activation of, induced by 
granulocyte-macrophage colony- 
stimulating factor, 30271 
zine finger proteins Spl and, regulatory 
element in interleukin 2 gene pro- 
moter, binding site for, 22500 
Eicosanoids 
activation of peroxisome proliferator-acti- 
vated receptors, 23975 
eIF. see Eukaryotic initiation factor 
Elafin 
filaggrin, keratin intermediate filament, 
loricrin, proline-rich proteins 1 and 
2 components, human epidermal 
cornified cell envelope, 17702 
Elastase 
expressed at monocyte surface, human 
coagulation factor V activated to, 
1408 
leukocyte, release of matrix TGR-£, epi- 
thelial and endothelial cells, 4689 
neutrophil, influence of heparin on inhi- 
bition by mucus proteinase inhibi- 
tor, 13204 
Elastin 
developmental regulation of production, 
14899 
identification of cross-linking domain, 
17778 
secondary structure determination of « 
elastin and, bovine, 26099 
« Elastin 
secondary structure determination of 
elastin and, bovine, 26099 
Elastin gene 
transcription, insulin-like growth factor 
regulation of, 6555 
Electrogenic properties 
epithelial and neuronal high affinity glu- 
tamate transporter, 16561 
Electrolyte transport 
submandibular salivary ducts, 19599 
Electromagnetic fields 
low energy, exposure of B-lineage lymph- 
oid cells stimulates Lyn kinase, 
27666 
Electron transfer 
from amicyanin to cytochrome c-551i af- 
fected by complex formation with 
methylamine dehydrogenase, 
23941 
intramolecular, prototropic control of, in 
trimethylamine dehydrogenase, 
22196 
intramolecular within nitrogenase MoFe 
protein, involvement of P Cluster, 
27007 
involving TTQ enzymes, 4293 
role of threonine 54 in iron-sulfur cluster 
and, adrenodoxin, 29959 
uncoupling oxygen transfer and, in oxy- 
genation of camphor analogues by 
cytochrome P450-CAM, 28042 
Electron transport chain 
mitochondrial, complex II of, Chinese 
hamster cell line mutant with de- 
fect in integral membrane protein 
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Cy.3, 26104 
rhodoquinone and complex II of, anaero- 
bically functioning eukaryotes, 
31065 
Electrophiles 
structurally distinct, conjugated to gluta- 
thione, canalicular transport of, 
3594 
Electrospray ionization-mass spectrometry 
nitric oxide reaction with peptides and 
proteins monitored by, 17185 
Elk-1 
ETS DNA-binding domain, 5805 
Ellipticine 
protonophoric activity of, and isomers of, 
across energy-transducing mem- 
brane, mitochondria, 22709 
topoisomerase II binding to, 14998 
Elongation factor 
dependence, RNA polymerase II acquisi- 
tion of, 11238 
Elongation factor eEF-la 
at threonine 431, protein kinase Cé-spe- 
cific phosphorylation of, 6156 
Elongation factor Tu 
phosphorylation of inhibits ternary com- 
plex formation, 14541 
Elongation factor la 
pH regulation of F-actin binding proper- 
ties, Dictyostelium, 15222 
Elongation factor 2 gene 
mutations in, confer resistance to diph- 
theria toxin and Pseudomonas exo- 
toxin A, 23218 
Elongation factor 3 
E site factor essential for protein biosyn- 
thesis, higher fungi, 20473 
ELR motif 
functional role of, in CXC chemokine- 
diated angiogenesis, 27348 





elt-2 
second GATA factor, Caenorhabditis el- 
egans, 14666 
EL-4 cells 
mouse, interleukin-5 promoter activation 
requires GATA-3 and CLEO, 24548 
Embryo 
preimplantation mouse, bicarbonate/chlo- 
ride exchangers expression and 
function in, 24428 
Embryogenesis 
early human, complete genomic struc- 
ture, promoter analysis, chomo- 
somal mapping and expression of 
human WNT-SA gene in, 31225 
Embryonal cells 
P19 (mouse), ras induction of DNA dem- 
ethylation, 12690 
Embryonic cells 
cyclin E in, 6843 
human kidney, MAP kinase activation, 
affected by aitered expression of 
protein-tyrosine kinase 2C, 11765 
Embryonic development 
tissue specific regulation of muscarinic 
acetylcholine receptor during, 
20636 
Emopamil 
phenylalkylamine calcium agonist, clon- 
ing, distribution and expression of, 
7551 
EmrE 
multidrug transporter, solubie in organic 
solvents, 6856 
Enantiomeric peptide antigens 
cross-reacting, topological mimicry of, 
30422 


Endocrine cells 
secretin-producing cell relations, trans- 
genic mice, 885 
Endocytic compartments 
trafficking to, invariant chain and MHC 
class I molecule direction of, 1443 
Endocytic receptor 
gp330 
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for apolipoprotein J, 13070 
for apolipoprotein J (correction), 23234 
Endocytosis 
agonist-induced 
avian B,-adrenergic receptor regulation 
of, 6482 
avian f,-adrenergic receptor regulation 
of (correction), 10358 
of cell surface ET, receptors, endothelin 
induction of, 10855 
of cellular isoform of prion protein PrP© 
stimulated by sulfated glycans, 
30221 
ceramide modulating, 13291 
epidermal growth factor receptors, tyro- 
sine kinase domain, 4325 
exocytosis and, GLUT4 recycling path- 
way, rat adipocytes, 11489 
gastrin-releasing peptide and its recep- 
tor, 4603 
inhibition by inhibitors of tyrosine pro- 
tein kinases, asialoglycoprotein, 
12823 
insulin-stimulated, signaling during, adi- 
pocytes, 59 
involves two distinct regions of cytoplas- 
mic tail of angiotensin II receptor, 
22153 
low density lipoproteins, mediated by low 
density lipoprotein receptor-related 
protein-2 via apolipoprotein B100 
interaction, 19417 
N-terminal domain essential for, glyco- 
lipid anchored prion protein, via 
clathrin-coated pits, 14793 
role of acidic residues of di-leucine-based 
targeting motifs in, 19989 
signals for, G-protein-coupled receptor for 
PTH and PTH-related protein, 151 
triggering of, insulin receptor in, 5001 
of urokinase-type plasminogen activator- 
type-1 plasminogen activator com- 
plex mediated by very low density 
lipoprotein receptor, 20855 
of vitronectin, integrin a,8, receptor me- 
diated, protein kinase C depend- 
ent, 18593 
Endoglucanase CelD 
metal-binding sites, structural and func- 
tional analysis of, Clostridium 
thermocellum, 9757 
Endo-f-N-acetylgluc inid. 
enhanced transglycosylation activity, in 
presence of organic solvents, Ar- 
throbacter protophormiae, 17723 
oligosaccharide-transfer activity with, 
synthesis of neoglycoproteins, 3094 
synthesis of neoglyoconjugates by transg- 
lycosylation with, Arthrobacter pro- 
tophormiae, 17730 
Endonuclease 
mitochondrial COX] gene, mobile group I 
intron 3a encodes 35 kDa pro- 
cessed protein that is, yeast, 15563 
pH-dependent, lovastatin-induced apopto- 
sis in HL-60 cells, 6235 
PI-Scel, site-directed mutagenesis, 5849 
Endonuclease V 
protection, DNA strand opposite thymine 
dimer, 3765 
T4, glutamic acid 23 is catalytic residue 
in, 2652 
Endopeptidase 
characterization of a dynorphin-process- 
ing, 23845 
Endopeptidase 3.4.24.16 
molecular cloning and expression of, rat 
brain, 27266 
Endopeptidase 24.16B 
novel variant of endopeptidase 24.16, 
10056 
Endoplasmic reticulum 
acetylcholinesterase activity, recovery of, 
after heat shock, 4466 
apolipoprotein B translocation into, 
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amino terminus of, 7261 

auxin-binding protein 1 does not bind 
auxin within, 26962 

bilayer of, hydrophobic domain of cyto- 
chrome b, 3414 

calcium ATPase, membrane topology by 
in vitro translation scanning, rat, 
25678 

calcium depletion, activation of double 
stranded RNA-dependent protein 
kinase inhibits protein synthesis, 
16619 

calcium-mediated translocation of cytoso- 
lic phospholipase A, to nuclear en- 
velope and, 30749 

calcium stores, depletion of, activation of 
protein kinase by, 6211 

calnexin chaparone role in folding and 
assembly of nicotinic acetylcholine 
receptors, 15085 

chaperone function of calreticulin, ex- 
pressed in, 20298 

cystic fibrosis transmembrane conduct- 
ance regulator chloride channel, 
mutant (5F508), functional in, in 
CHO, 12347 

cytochrome P450 cytoplasmic and N-ter- 
minal transmembrane domains 
contain signals for retention in, 
24327 

dithiothreitol treatment effect on export 
and vectorial targeting of secretory 
proteins, MDCK cells, 11543 

efficient folding in, role of glycosylation of 
FceRI a chain, 8249 

ER-60 protease role in degradation of 
misfolded proteins, 14958 

B-glucuronidase propeptide, role of ser- 
pin-like octomer, retention in, 
11912 

Golgi apparatus to, Brefeldin A-induced 
retrograde transport depends on 
calcium sequestered to intracellu- 
lar stores, 25960 

Golgi intermediate compartment, ERGIC- 
53, identical to MR60, 3551 

Hsp47 and cyclophilin B cross, with pro- 
collagen into pre-Golgi intermedi- 
ate vesicles, 18323 

luminal domain of calnexin, conforma- 
tional changes induced by magne- 
sium-ATP and calcium ions, 18051 

mannosyltransferases roles in biosynthe- 
sis of side chain of glucosylphos- 
phatidylinositol, Golgi apparatus 
and, 19709 

mediated quality control of type I colla- 
gen production, cells from osteo- 
genesis imperfecta patients, 8642 

membrane, signal recognition particle 
receptor amino terminal domain of 
a subunit binds to B subunit on, 
15650 

neuroendocrine specific protein RESP18 
localized to, by distal degradation, 
26129 

to plasma membrane cholesterol transfer, 
role of sterol carrier protein-2, hu- 
man fibroblasts, 18723 

quality control apparatus, CNE1 is a con- 
stituent of, 244 

retention, carboxyl terminus of plasma 
membrane Ca**-ATPase isoform 
4C1, 2679 

ricin A-chain translocation into proteoli- 
posomes reconstituted from Golgi 
and, 23720 

ricin cytotoxcity involves receptor recy- 
cling between Golgi complex and, 
20078 

stressed, grp78 gene transcription, 4127 

uncoupled packaging of targeting and 
cargo molecules during transport 
vesicle budding, 30567 

Endoplasmic reticulum compartment 
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post, degradation of apolipoprotein B, 
cultured rat hepatocytes, 24924 
Endoplasmic reticulum membrane 
protection of nascent chains, 6170 
Endoplasmic reticulum retention/retreval 
signal 
maturation of peptidylglycine a-amidat- 
ing monooxygenase not blocked by 
addition of, 15412 
Endoplasmin 
autophosphorylation of, 6381 
Endoprotease 
vasoactive intestinal polypeptide-degrad- 
ing, porcine antral mucosal mem- 
branes, 7809 
Endoproteolytic cleavage 
propeptide, furin transport out of endo- 
plasmic reticulum, 2695 
Endoribonuclease 
RNase E processing, evidence for RNA 
binding region in, Escherichia coli, 
26391 
Endosomes 
detection of newly synthesized trans- 
ferrin receptors in, 10999 
early to late, invariant chain induces de- 
layed transport from, 2741 
hepatic, glucagon proteolysis by mem- 
brane associated cathepsin B and 
D, 15798 
late, process of Rab7 and Rab 9 recruit- 
ment into, rab9, 25541 
rat hepatic insulin receptor kinase, selec- 
tive activation of, 10784 
Endothelial caveolae 
molecular transport machinery for vesicle 
budding, docking and fusion, 
14399 
Endothelial cell protein C/activated protein 
C receptor 
murine and bovine, molecular cloning 
and expression, 5571 
Endothelial cells 
adherent bovine pulmonary artery, multi- 
ple proteins of, ligands of integrin 
a,B3 mediate tyrosine phosphoryl- 
ation, 16781 
aortic, two signal transduction pathways, 
adrenomedullin stimulation of, 
4412 
calcium-calmodulin-activated histone 3 
arginine kinase, stimulation of, in 
quiescent and actively dividing, rat 
heart, 23155 
cultured 
human umbilical vein, interleukin-1 
enhances oxidation of linoleic acid, 
17279 
vascular, interplay of Spl and Egr-1 in 
proximal platelet derived growth 
factor A-chain promoter, 27679 
cytokine-activated, CD22-mediated cell 
adhesion to, 7533 
human 
novel cytokine-inducible nuclear pro- 
tein, 10236 
umbilical vein, thrombin receptor regu- 
lation on, 9868 
hypoxia-induced proliferation of pericytes 
and, role of autocrine and para- 
crine vascular endothelial growth 
factors in, 28316 
identification of binding site on kininogen 
domain 3, 14634 
inflammatory cytokines, transcriptional 
regulation of ICAM-1 gene by, 933 
internalization of vitronectin-thrombin- 
antithrombin complex, 30733 
midkine enhances fibrolytic activity, bo- 
vine, 9590 
nitric oxide synthase, expression, oxi- 
dized LDL effects, 319 
tissue factor promoter in, regulation, 
3849 


TNF-activated, CD36 induction on hu- 
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man monocytes, 6267 
umbilical vein 
expression of neurotensin receptors, 


thrombin receptor regulation on, hu- 
man, 9868 
vascular 
interplay of Sp1 and Egr-1 in proximal 
platelet derived growth factor A- 
chain promoter, 27679 
M-CSF gene transcription inhibited by 
nitric oxide, 17050 
gz Opiate receptor presence in, 30290 
Endothelial tissue factor 
mechanism of TNFa-mediated induction 
of, 26419 
Endothelin 
endogenous degradation of, enzyme for, 
human tissues, 515 
induced endocytosis of cell surface ET, 
receptors, 10855 
Endothelin-converting enzyme 
human, organization of gene encoding, 
29794 
Endothelin-converting enzyme-2 
membrane bound phosp sensi 
tive metalloprotease, acidic pH op- 
timum, 15262 
Endothelin receptors 
embryonal carcinoma cells, differentia- 
tion to neural or cardiomyocyte 
lineage linked to expression of, 
15385 
G protein specificity of human, structural 
basis of, 10072 
subtype B, autoinduction of endothelin-1, 
rat mesangial cells, 6997 
Endothelin-stimulated diglycerides 
and interleukin 1 regulate protein kinase 
C, mesangial cells, 21632 
Endothelin-1 
autoinduction of, endothelin receptor sub- 
type B mediation of, rat mesangial 
cells, 6997 
effect on calcium homeostasis, mamma- 
lian cells, 1992 
nuclear signaling by, Ras pathway for 
activation of c-fos serum response 
element, 11654 
Endothelium 
human 
cDNA sequence of multimerin, 18246 
nitric oxide synthase promoter, func- 
tional analysis of, 15320 
nitric oxide synthase, agonist modultion 
of palmitoylation of, 995 
Endothiapepsin 
secretion and maturation, Saccharomyces 
cerevisiae, 15821 
6-Endotoxin 
Bacillus thuringiensis, pore-forming do- 
main of, 2571 
Endo-1,3—1,4-B-glucanase 
Bacillus macerans, crystal structure and 
site-directed mutagenesis of, 3081 
Endo-f-1,4-glucanase 
enhancement of activity of exocellobiohy- 
drolase, deletion of surface loop, 
4383 
N-End rule pathway 
methotrexate inhibition by, proteolysis of 
dihydrofolate reductase, 8172 
N-terminal amidase a new enzyme in, 
Saccharomyces cerevisiae, 12065 
Energy-transducing membrane 
protonophoric activity and isomers of el- 
lipticine across, mitochondria, 
22709 
Engrailed protein 
Drosophila, casein kinase phosphoryla- 
tion of, enhancement of DNA bind- 
ing, 11130 
5'-Enhancer 
spatio-temporal control of glutamine syn- 
thetase expression in liver medi- 
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ated by, 28251 
Enolase 
non-neuronal, is endothelial hypoxic 
stress protein, 27752 
B-Enolase gene 
myoblast-specific expression, regulation 
of, 2535 
Enoyl-acyl-carrier protein reductase 
role in fatty acid elongation, Escherichia 
coli, 26538 
Entactin 
two distinct cell attachment sites in, 
15838 
Entamoeba histolytica lectin 
high affinity binding of, polyvalent N- 
acetylgalactosaminides, 5164 
Entamoeba histolytica protein 
serine-rich, intestinal protozoan parasite, 
4121 
Enterococcus hirae 
CopB-ATPase, copper and silver trans- 
port, membrane vesicles of, 9217 
copper-ATPases in, metalloregulatory 
protein control of, 4349 
Enterotoxin 
heat-labile 
B subunit pentamer of Escherichia coli, 
kinetics of acid-mediated disassem- 
bly of, 29953 
monoclonal antibody to amino terminal 
decapeptide of B-subunit, Esche- 
richia coli, 20143 
mutagenic alteration of A subunit, 
Escherichia coli, 30545 
ToxA, monoglucosylates the Rho proteins, 
13932 
Enterctoxin B superantigen 
down regulates T-cell receptor by increas- 
ing its internalization, Staphyloc- 
cocus aureus, 12839 
Enthalpy-entropy compensation 
DNA melting thermodynamics, 746 
envA permeability/cell division gene 
encodes second enzyme of lipid A biosyn- 
thesis, Escherichia coli, 30384 
Envelope glycoproteins 
fusion domain in, rabies and vesicular 
stomatitis viruses, 17575 
HIV-1, induce activation of activated 
protein-1 
CD4+ T cells, 19364 
CD4+ T cells (correction), 29038 
Environmental stress 
pro-inflammatory cytokines and, regula- 
tion of p38 MAP kinase, 7420 
Enzymes. see also specific type 
catalyzing of ADP-ribosyltransferase, 
common motif in, 541 
decrease in total cell calcium induced by, 
mammalian cells, 1992 
endogenous endothelin degradation, pro- 
tective protein as, human tissue, 
515 
Old Yellow, Saccharomyces cerevisiae, 
1983 
Eosinophil 
IL-5 receptor a subunit gene, functional 
promoter region in, human, 1462 
5-Oxo-eicosanoids are potent chemotactic 
factors for, 15029 
Eosinophil cationic protein 
and derived neurotoxin 
primate ribonuclease gene family, 
21539 
primate ribonuclease gene family (cor- 
rection), 30234 
recombinant human, ribonuclease activ- 
ity and cytotoxicity, 7876 
Eosinophil CC chemokine receptor 
human 
cloning and expression of, 16491 
cloning and expression of (correction), 
30235 
Eosinophil major basic protein 
proform of, in human pregnancy serum 
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and plasma, binding by angio- 
tensinogen and complement C3dg, 
13645 
Eosinophil peroxidase 
oxidation of bromide from, 2906 
Epidermal growth factor 

activation and translocation of c-Src, to 
cytoskeleton, 2264 

arginine-45 to alanine switch generates 
mutant with high affinity for 
chicken EGF receptor, 22337 

association of SHPTP2 protein tyrosine 
phosphatase with 115 kDa phos- 
photyrosine protein induced by, 
14871 

binding 

to heparin, diphtheria toxin and, 1015 
inhibition by Neu differentiation factor, 

9982 

cAMP conversion of, into differentiating 
factor, rat PC12 cells, 20748 

disulfide folding pathway, human, 9201, 
9207 


extracellular conversion to des-Arg®*- 
EGF by carboxypeptidase M, 
17154 
family ligands, endosomal, intracellular 
trafficking of, 4334 
inactivation of glycogen synthase ki- 
nase-3 by, NIH/3T3 cells, 987 
induces hydrogen, potassium-ATPase 
a-subunit gene expression, 18637 
mediated stimulation of cAMP accumula- 
tion, expression of adenylyl cyclase 
type V required for, 27525 
mitogenic activity for primary hepato- 
cytes, epiregulin, 7495 
phosphorylation and activation of Stat1 
DNA binding activity by Jaks and, 
20775 
receptor binding, 1GF a B-loop involve- 
ment in, 1612 
staurosporine and, differention in PC12 
cells, 7568 
stimulation 
gastrin promoter, Spl and, 6314 
of phospholipase D, protein kinase C 
involvement in, 3T3 cells, 3980 
P21ras activation, negative feedback 
regulation and desensitization of, 
25320 
of transcription by c-Jun and, P-450 
cholesterol side chain cleavage pro- 
moter, ovine, 18301 
structural basis for binding specificity of 
heregulin and, 9585 
structural basis for binding specificity of 
heregulin and (correction), 28494 
Epidermal growth factor-like domains 
in fibrillin-1, calcium binding, 6751 
Epidermal growth factor-like gene family 
mussel adhesive plaque protein gene as 
member of, 6698 
Epidermal growth factor-like growth factor 
monocytes, platelet-activating factor 
stimulation in, 7787 
Epidermal growth factor precursor 
human urinary, isolation of, from urine, 
27954 
Epidermal growth factor receptors 
association of SH2 domain protein tyro- 
sine phosphatases, MCF-7 cells, 
21277 
association with coated-pit adaptins, 
6320 
chicken, EGF arginine-45 to alanine 
switch generates mutant with high 
affinity for, 22337 
conformation-specific antibody to, 7975 
coupling of, proto-oncogene c-Cbl to, 
25332 
endocytosis and lysosomal targeting of, 
tyrosine kinase domain, 4325 
intracellular interactions, kinase domain 
and membrane localization use in, 
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3068 
kinase-defective, induction of incomplete 
tyrosine phosphorylations, 12085 
leukocyte tyrosine kinase receptor chi- 
mera, generates ligand-dependent 
growth signals, Ras signaling 
pathway, 20135 
mutation 
modulation of MAP kinase/extracellu- 
lar signal-related kinase kinase 
and MAP kinase activities by, 
30562 
in transmembrane domain, activates 
SHC and GRB-2, 19557 
novel site phosphorylation by Src, medi- 
ates interaction with Sre and 
P85a, 15591 
Shc isoform-specific tyrosine phosphoryl- 
ation by insulin receptor and, 
20737 
stoichiometric interaction, clathrin pro- 
tein complex A-2, 619 
structural requirements for tyrosine 
phosphorylation of eps8 and eps15, 
16271 
tyrosine phosphorylation of c-cbl proto- 
oncogene protein product and asso- 
ciation with, 20242 
8-Epi-prostaglandin F,,, 
cyclooxyg dependent formation of, 
9800 
Epiregulin 
novel EGF-like growth factor, 7495 
Epithelial cells 
dog tracheal, [Cl},-dependent phosphoryl- 
ation of sodium-potassium-chloride 
cotransport protein, 28955 
expression of CCAAT/enhancer protein 
isoforms B and 6 binding to B-ca- 
sein gene promoter, 17962 
intestinal 
differentiation of, development of so- 
dium dependent glucose transport 
regulated by protein kinase C, 
12536 
endosomal glycoprotein from, rat, 1583 
and neutrophil interactions, modulated 
by carbohydrate binding receptors, 
10531 
small and large, expression of pulmo- 
nary surfactant protein A by, 
12162 





liver 
activation of MAPK by arachidonic 
acid, rat, 4201 
activation of tyrosine kinases by angio- 
tensin II in rat, 28440 
cultured, proteolysis during oxidative 
stress, 2344 
mammary, activation of STAT factors by 
prolactin, growth hormones, inter- 
feron y, and tyrosine phosphatase 
inhibitor, 20952 
respiratory, thyroid transcription factor-1 
expression in, 8108 
surface polarity, thyrocytes, 2478 
Epithelial membrane protein-1 
peripheral myelin protein 22, lens mem- 
brane protein 20 and, define novel 
gene family, 28824 
Epithelium 
tracheobronchial, expression of human 
squamous cell differentiation 
marker dependent on JUN and 
TRE motifs, 26451 
Epitopes 
accessibility, human transcription factor 
IIB, 4735 
cation-sensitive, in ligand induced bind- 
ing sites, in integrin B, subunit, 
human, 11947 
ferric enterobactin receptor infusions, 
Escherichia coli, 2483 
LFA-1 mapping, inserted domain of 
CD11a, 1388 
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lipase mapping, human pancreatic, 3932 
E 


po 
c-Cb1 stimulated tyrosine phosphoryla- 
tion by, binding to SH3 domain of 
Grb2/Ash, human hematopoietic 
cells, 10800 
Epoxide hydrolase, soluble 
catalytic mechanism of, 7968 
mechanism of a-hydroxy ester-enzyme 
intermediate formation, 26923 
EpR. see Erythropoietin receptor 
Epstein-Barr virus 
nuclear antigen 1 protein 
crystallization of DNA binding and 
dimerization domains of, 20556 
identification of domains that direct 
interactions between DNA-bound 
proteins, 30914 
oriP of, nucleoprotein complexes and 
DNA 5’-ends, 12864 
Epstein-Barr virus-immortalized B cell 
lines 
regulation of NF-«B via nuclear process- 
ing of p105 in, 31244 
eps8 
structural requirements of epidermal 
growth factor receptor for tyrosine 
phosphorylation, 16271 
eps15 
structural requirements of epidermal 
growth factor receptor for tyrosine 
phosphorylation, 16271 
Erabutoxin A 
snake toxin, genetic engineering of, 9362 
erbB2/neu 
fibroblasts transfected with, mitogenesis 
and phosphatidylinositol 3-kinase 
and, 7111 
erbB3 
fibroblasts transfected with, mitogenesis 
and phosphatidylinositol 3-kinase 
and, 7111 
ERcalcistorin/protein disulfide isomerase 
sequence determination and expression 
of cDNA clone (correction to 1994 
article), 11701 
ERGIC-53 
identical to MR60, intracellular mannose- 
specific lectin of myelomonocytic 
cells, 3551 





ERM 
cooperates with c-Jun, 23795 
Erpobdella octoculata 
diuretic peptide structure, from central 
nervous system, 1575 
Erythrocyte membrane 
hemolytic lectin interaction with, Cucum- 
aria echinata, 3560 
Erythrocyte plasma membrane 
anion exchange protein, role of cysteine 
residues in, 8521 
Erythrocytes 
ANK repeats of ankyrin form two bind- 
ing sites for anion exchanger, 
22050 
human 
calcium stimulation of procoagulant 
activity, 10468 
same protein carries Kidd blood group 
and urea transport function, 15607 
malaria-infected, novel anion dependence 
of induced cation transport in, 
24270 
mature, ubiquitin conjugated to a-spec- 
trin, 8928 
membrane mechanical function, modula- 
tion by B-spectrin phosphorylation 
and dephosphorylation, 5659 
protein 4.1 binding sites, 5360 
rat, sequence and mapping of galectin-5, 
5032 
Erythroid cells 
differentiation, ubiquitin dynamics of 
conjugation during, in vitro, 9507 
HOXB2 gene expression in, transcription 
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factor GATA-1 regulation of, 4544 
Erythroid dematin 
human, characterization of, 17407 
Erythroid differentiation switch 
helix-loop-helix id1 protein, inhibition of, 
17939 
Erythroid Kruppel-like factor 
role in human y- to B-globin gene switch- 
ing, 1955 
Erythroid specific enhancer 
identification and functional character- 
ization of,L-type pyruvate kinase 
gene, 14989 
Erythroleukemia cell 
differentiation, protein kinase A role of, 
in NF-E2-DNA complex formation, 
9169 
Erythropoietin 
activation of STAT5-like factor, lymphoid 
cells, 15942 
expression, induced, differential inhibi- 
tion of, 2628 
induces tyrosine phosphorylation, nuclear 
translocation and DNA binding of 
STAT1 and STAT5, erythroid cells, 
31282 
receptor signal transduction pathways, 
SH2-containing phosphotyrosine 
phosphatase Syp in, 5631 
stimulates transcription and phosphoryl- 
ation of protein products of TAL 1/ 
SCL, 11603 
transcription induced by, B™”-globin pro- 
moter, 6619 
Erythropoietin-dependent inhibition 
of apoptosis, roles of carboxyl-truncated 
receptor forms and dominant nega- 
tive forms of JAK2, 14500 
Erythropoietin gene 
investigation of cis-acting elements, 
10084 
Erythropoietin receptor 
tyrosine 503 phosphorylation essential 
for binding of PI-3 kinase P85 sub- 
unit and EpR-associated PI-3 ki- 
nase activity, 23402 
ER-60 protease 
role in degradation of misfolded proteins, 
endoplasmic reticulum, 14958 
Escherichia coli 
acquisition of competence in, inorganic 
polyphosphates, 12980 
adenylosuccinate synthetase 
identification of essential second metal 
ion in reaction mechanism, 15539 
L-aspartate binding site of, arginine 
residues in, 13160 
aerobically grown, metabolic sources of 
hydrogen peroxide, 13681 
AidB gene, transcriptional activation, 
binding of methylated Ada protein, 
8285 
alanine-scanning mutagenesis of F,-Fp 
ATP synthase ¢€ subunit reveals 
two classes of mutants, 23300 
alkaline phosphatase tryptophan 109, 
triplet energy transfer to bound 
terbium, 22890 
amino acid residue replacements of histi- 
dine 226,NhaA-sodium/hydrogen 
antiporter in, 26813 
aminoacyl-tRNA synthetases editing of 
homocysteine, 17672 
anaerobic ribonucleotide reductase, gen- 
eration of glycyl radical, 2443 
Apo-acyl carrier protein inhibits cell 
growth, 22229 
aspartate receptor, methylation sites of, 
methyltransferase mediation, 751 
aspartate transcarbamoylase 
kinetics influenced by domain closure 
in catalytic chains, 15620 
T to R transition in, role of L aspartate, 
9725 
a-Aspartate 261 is key residue in non- 
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catalytic sites of F,-ATPase, 21045 
asymmetry of F, ATPase, from interac- 
tion of a-B subunit pairs with y 
and ¢€ subunits, 20568 
ATPase 
component of protease Ti in, two ATP- 
binding sites in ClpA, 8087 
a subunit, arginine 210 can be trans- 
ferred to position 252 with partial 
retention of activity, 29407 
subunit coupling hydrogen transport 
and ATP synthesis, 24609 
bacterial thioredoxin in, increase in solu- 
bility of foreign proteins by copro- 
duction of, 25328 
bd type ubiquinol oxidase cyanide-bind- 
ing site, 28565 
B subunits of 
construction of chimeric 8 subunits 
containing, 1489 
monoclonal antibody directed against, 
4255 
characterization of fusion protein com- 
prising four subunits of glucose 
phosphotransferase, 18285 
clamp loader, chromosomal replication, 
interface between two poly- 
merases, 13366 
cloning and characterization of holo-acyl 
carrier protein synthase, 24658 
conserved histidines not required for ca- 
talysis by porphobilinogen syn- 
thase, 24054 
contact between RNA polymerase o”° 
subunit and cAMP receptor pro- 
tein, 19213 
contrahelicase activities of replication 
terminator proteins from Baccillus 
subtilus and, 29138 
conversion of (6S)-6-fluoro-5-enolpyru- 
vylshikimate-3-phosphate to 6-fluo- 
rochorismate by chorismate syn- 
thase in, 22811 
dehydroquinase type I, mutagenesis of 
active site residues, 25827 
deoxyinosine 3'-endonuclease interaction 
with DNA containing deoxyinosine, 
28609 
DNA determinants and substrate speci- 
ficities of MutY, 23582 
DnaJ chaperone function, 22669 
DnaK chaperone system of, quarternary 
components, 2183 
DNA polymerase, DNA template-primer 
binding site in, correction to 1994 
article), 2879 
DNA polymerase II, purification and 
properties of wild type and exonu- 
clease deficient, 15327 
DNA polymerase III 
holoenzyme DnaX characterization of 
subunits and complexes, 29563 
primer interaction with, 5606 
DNA topoisomerase C-terminal residues 
involved in substrate binding (cor- 
rection to 1994 article), 20870 
DNA topoisomerase III a site-specific 
DNA binding protein, 23700 
dual mechanism for regulation of cAMP 
in, 11803 
enoyl-acyl-carrier protein reductase role 
in fatty acid elongation, 26538 
envA permeability/cell division gene en- 
codes second enzyme of lipid A bio- 
synthesis, 30384 
export chaperone SecB, effects of muta- 
tion on activity, 22831 
expression 
of Desulfovibrio gigas desulforedoxin 
mixed metal isoforms in, 20273 
of properties of rat hepatic unphospho- 
rylated phenylalanine hydroxylase, 
30532 
FadR protein, coenzyme A binding, 1092 
ferric enterobactin receptor, epitope in- 





31500 


sertions and, 2483 

flavin reductase activity of flavoprotein 
component of sulfite reductase, 
20550 


fluorescence analysis of DNA binding 
sites of transcription regulator 
H-NS in, 22243 

Fo sector of, H* ATP synthase, 2815 

F,-ATPase, y and e-subunits, 8B COOH 
subunits, disulfide bond formation, 
9185 

gabP encoded ligand recognition proper- 
ties of 4-aminobutyrate trans- 
porter, 19893 

galactoside acetyltransferase Lac gene 
product, structural mechanistic 
studies of, 26326 

glutamyl-tRNA synthetase zinc-binding 
site, located in aceptor-binding do- 
main, 15162 

glutathione S-transferase function in, 
identification of essential residues, 


glutathionylspermidine metabolism in, 
14031 

GroEL-substrate, binding, hydrophobic 
nature of, 1011 

heat-labile enterotoxin, monoclonal anti- 
body to amino terminal decapep- 
tide of B-subunit, 20143 

hemeG mutant of, cloning of human pro- 
toporphyrinogen oxidase for, 8076 

hemolysin transport in, 14829 

hexameric inorganic pyrophosphatase 
dissociation into trimers, 30804 

high affinity ATP-binding site, magne- 
sium binding domain of SecA pro- 
tein, Bacillus subtilis and, 18975 

human fibroblast collagenase, character- 
ization of catalytic domain purified 
from, 22507 

human protein disulfide isomerase com- 
plements dsbA mutation and en- 
hances pectate lyase C yield in, 
28210 

hydrogen-ATPase (ATP synthase) 6 sub- 
unit Glu-185 of, essential for coop- 
erative catalysis, 25656 

hydrogen ion-transporting ATP synthase, 
ion binding specificity of, 87 

inactivation of kdtA gene inhibits lipopo- 
lysaccharide biosynthesis and cell 
growth, 27646 

initiated protein DnaA interaction with 
DNA target, 17622 

inner membrane, protein complex within 
TolA N-terminal domain interacts 
with TolQ and TolR proteins, 
11078 

interaction of topoisomerase IV with 
DNA, 25286 

interleukin-4 synthesized in, expression 
and refolding of, 7445 

isoasparty! dipeptidase from, purification 
and characterization, 4076 

lectin cleavage sites in, mass spectrome- 
try of, 2563 

lysyl-tRNA synthetase, comparison of en- 
zymatic properties of two species, 
14439 

malonyl-CoA:acyl carrier protein 
transacylase, 12961 

malonyl-CoA metabolism regulated by 
acyl-acyl carrier protein and £-ke- 
toacyl-acyl carrier protein syn- 
thases, 15531 

mammalian DNA (cytosine-5-)-methyl- 
transferase, purification of, expres- 
sion in, 18543 

mapping of DNA determinants of Tus- 
TerB complex, 28049 

mechanism and substrate specificity of 
NADPH:Flavin oxidoreductase, 
30392 

membrane-associated lactose permease 
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function, phosphatidylethano- 
lamine and, 732 

membrane-bound ATPase, FtsH forms 
complex in cytoplasmic membrane, 


membrane contact sites, peptidoglycan 
associated lipoprotein-TolBn inter- 
action, 11071 

membrane topology 

analysis of sensor kinase KdpD, 28282 
of multidrug resistance protein, 12351 

MH1 mutant, sodium excretion, 3816 

minimal tRNA structure and sequence 
requirements for recognition of 
tRNA-guanine transglycosylase, 
17264 

molecular cloning and characterization of 
AgqpZ, 29063 

molybdopterin biosynthesis, early steps 
of, 1082 

mRNA translocation affected by a new 
factor from, 26377 

multidomain fusion protein comprising 
four subunits of glucose phospho- 
transferase system, 18295 

mutagenic alteration of heat-labile enter- 
otoxin A subunit, 30545 

mutants of initiator tRNA, defective in 
initiation, 12203 

neurocalcin 5 expressed in, calcium and 
membrane binding properties of, 
3179 

nicotinamide nucleotide transhydroge- 
nase, proton translocation, 16653 

nitrogen metabolism in, aspartate use in, 
638 

opmF upstream regulatory sequence, tan- 
dem binding of six to OmpR pro- 
teins, 26849 

outer membrane lipoprotein, relationship 
with mammalian apolipoprotein D, 
23097 

oxygen transfer studies and purification 
of 3-Deoxy-D-manno-octulosonic 
acid 8-phosphate synthase, 13698 

ph ph ibosylpyr ph ph t synthetase 
inactivation by 2’ ,3'-dialdehyde 
derivative of ATP, 20730 

PII signal transduction protein activation 
by 2-ketoglutarate and ATP, 17797 

pleiotropic regulation of central carbohy- 
drate metabolism via csrA gene, 
29096 

polypeptide chain release factor RF-3 
function, 10595 

posttranscriptional modification, central 
loop of domain V, ribosomal RNA 
23S, 17758 

precursor of ferredoxin-NADP* reductase 
synthesized in, contains bound 
FAD, imported into chloroplasts, 
pea, 19930 

preproteins translocation accross cyto- 
plasmic membrane, 30862 

primase, topography of catalytic center, 
15711 

processing endoribonuclease RNase E, 
evidence for RNA binding region, 
26391 

proximity of RNA polymerase 8 subunit 
Rif-cluster I to active center of, 
29428 

pts operon in, FruR regulator effects, 
2489 

purification and characterization of pro- 
tease Ci, 29799 

pyridoxal 5’'-phosphate affinity for folding 
intermediates of serine hydroxym- 
ethyltransferase, 19294 

pyrophosphate-binding sites in F ,- 
ATPase, 12653 

pyruvate oxidase, disulfide cross-linking 
of to lipid bylayers, 7896 

rapid superoxide production by fumarate 
reductase, 19767 
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RecA protein of 
enhancement by RecJ exonuclease, 
6881 
photocross-links between single 
stranded DNA mapped to loops L1 
and L2, 30230 
recombinant hotspot x, role in ReeABCD- 
dependent homologous pairing, 
16360 
recombinant large mechanosensitive ion 
channel, purification and func- 
tional reconstitution of, 18329 
replication of minichromosome in vitro, 
specific inactivation of DnaA pro- 
tein for initiation, 9265 
ribonucleotide reductase in, radical sta- 
bility of, 6570 
RNase P maturation of pre-tRNA™*- 
specified by guanosine of 5’-flank- 
ing sequence, 15908 
rrnB P1 promoter control by ppGpp, 
11181 
sec-independent translocation of periplas- 
mic N-terminal tail of inner mem- 
brane protein, 29831 
self-assembly of fragments from RNase 
HI, 19853 
SoxR protein 
binuclear [2Fe-2S} clusters, role of 
metal centers in transcription, 
20908 
characterization of (2Fe-2S] protein 
governing an oxidative response 
regulon in, 10323 
specific binding of HU protein to DNA 
containing single strand brakes or 
gap, 10291 
spermidine 
acetyltransferase deficient mutant, 
spermidine accumulation results in 
decreased cell viability, 18831 
preferential uptake system in, 25377 
streptolydigin-resistant mutants in p’ 
subunit of RNA polymerase, 23926 
T cell targeted immunofusion proteins, 
14951 
tetrameric hemoglobin expression in, 
26257 
thioredoxin-linked thiol peroxidase, from 
periplasmic space of, 28635 
transcription elongation, effects of anti- 
terminator box A, 18335 
truncated recombinant proteins, C-termi- 
nal extention of, 9322 
tryptophan-containing a-subunits, trypto- 
phan synthase, 17712 
Tus protein mutations define domain 
close to DNA in Tus-Ter complex, 
30941 
unfolding properties of tryptophan con- 
taining a-subunits of tryptophan 
synthase, 28177 
uridine phosphorylase inactivation by 
Woodward's reagent K, 10050 
Uvrb protein C-terminal region contains 
important determinant for UvrC 
binding to preincision complex, 
30508 
in vitro activity of biotin synthase, 19158 
16S rRNA interaction with mRNA ana- 
logues and 70S ribosomes, 12794 
70-S ribosomes peptidy] transferase cen- 
ter determined by thermoaffinity 
labeling with dihydrospiramycin, 
23060 


Escherichia coli K-12 


pyruvate dehydrogenase complex 
analysis of monoclonal antibodies to, 
and their inhibitory effect, 19736 
epitope mapping of monoclonal anti- 
bodies to, 19744 


Escherichia coli single-stranded DNA bind- 


ing protein 
effect of binding mode on stimulation of 
T7 DNA polymerase, 8910 
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E site factor 
elongation factor 3, essential for protein 
biosynthesis, higher fungi, 20473 
Esp15 
Eps15R and,SH3 domain of Crk binds to 
conserved proline-rich motif in, 
15341 
Esterases 
kinetic and molecular differences, insecti- 
cide-resistant and susceptible 
Culex quinquefasciatus, 31124 
Estradiol 178-dehydrogenase 
cloning and characterization of, mouse, 


Estrogen 
inducible enhancer contained in c-jun 
coding sequence, 8506 
progesterone receptor B expression stim- 
ulated by, T-47D cells, 30693 
Xenopus liver polysomal nuclease regu- 
lated by, purification of, 6108 
Estrogen biosynthesis 
role of jak/STAT pathway, human aro- 
matase P450 gene expression in 
adipose tissue, 16449 
Estrogen receptor 
demonstration that dimerization is li- 
gand dependent, yeast two-hybrid 
system, 23322 
dependent transcriptional enhancers, Alu 
DNA repeats function as, 22777 
effects of 12-O-tetradecanoylphorbol-13- 
acetate on, MCF-7 cells, 25244 
human 
characterization of amino terminal 
transcriptional activation function, 
9535 
phosphorylation of tyrosine 537 re- 
quired for binding to estrogen re- 
sponse element, 30205 
mechanisms that determine dominant 
negative effectiveness, 31162 
mouse mRNA, cloning, structure and ex- 
presson of, co-localization with es- 
trogen-responsive finger protein 
Efp, 24406 
Estrogen receptor-JunD chimera 
hormone-dependent regulation of, 11502 
Estrogen-responsive finger protein Efp 
mouse, cloning, structure and expresson 
of, co-localization with estrogen 
receptor mRNA, 24406 
ET, receptors 
cell surface, endothelin-induced endocyot- 
sis of, 10855 
Ethanol 
induction of CPY2E1, role of ubiquitin 
conjugation in rapid degradation 
of, 29632 
Ethanolamine 
transport and further metabolism in, 
Trypanosoma brucei, 16160 
Ethylenediaminetetra-acetic acid 
reaction of '''Cd,-metallothionein with, 
5339 
Ethylene reponse mediator ETR1 
formation of disulfide-linked dimer, Ara- 
bidopsis, 12526 
N-Ethylmaleimide 
site sensitive to, GDP-fucose protection 
on, al—3fucosyltransferases, 8145 
N-Ethylmaleimide-sensitive fusion protein 
conformational change in syntaxin in- 
duced by a-SNAP and, 16955 
each domain contributes to transport ac- 
tivity, 29182 
identification of second homolog, Dro- 
sophila, 18742 
Ets 
family factor PU.1, Ig promoter activa- 
tion by, 898 
and GATA binding motifs within platelet 
glycoprotein Iba gene promoter, 
identification of, 24532 
transactivation, human TNF promoter, 


J. Biol. Chem., Vol. 270, 1995 


6577 
ETS DNA-binding domain 
Elk-1, characterization of, 5805 
ETS domain (PU.1) complex 
co-crystallization of DNA with an, 24258 
Ets/Pit-1 binding site 
composite in prolactin gene, mediates 
transcriptional responses, 20930 
Ets protein 
and Myb protein regulation of early mye- 
loid gene expression, 8763 
ETS-related transcription factor 
activation of consensus insulin response 
element by, 27773 
Euglena 
light harvesting chlorophyll a/b-binding 
protein, transport to, import into 
chloroplasts, polyprotein process- 
ing, 13084 
Eukaryotes 
mapping of functional initiation factor 4G 
domains with picornaviral pro- 
teases, 21975 
structure-function relationship of prolif- 
erating cell nuclear antigen, 22527 
Eukaryotic cells 
primitive Giardia lamblia, developmental 
induction of Golgi structure in, 
4612 
Eukaryotic cytosol 
protein folding in, 2588 
Eukaryotic genome 
fragmentation of, by exogenous and en- 
dogenous nucleases, 18685 
Eukaryotic initiation factor 
protein synthesis, abundant RNA-binding 
protein, 5764 
Eukaryotic initiation factor 2a 
phosphorylation of, stressed endoplasmic 
reticulum, 4127 
Eukaryotic membrane 
transport, neurosecretion and, 1971 
Eukaryotic signal sequence 
asymmetry in hydrophobic core, sug- 
gested by systemic introduction of 
proline in, 27876 
Eukaryotic transcription factor 
intrinsically bent DNA in, transcription 
activation and, 1282 
Euraryotic hsp90 
procaryotic and, structural organization 
of, 14412 
Evolutionary analysis 
mammalian DNA, phylogenetic analysis 
and, minireview, 25301 
Evolutionary conservation 
of sulfated oligosaccharides, vertebrate 
glycoprotein hormones, 21665 
Evolutionary duplication 
of hepatic control region in human apoli- 
poprotein E gene locus, 26278 
Excision repair 
mammalian celis, minireview, 15915 
Excision repair complex 
general transcription-repair factor TFIIH 
recruited to, XPA protein, 4896 
Excitation-contraction coupling 
role of calcium feedback, isolated triads, 
19936 
ryanodine receptor and, skeletal muscle 
cells, embryonic chick, 4220 
Excitation-transcription coupling 
zinc influx, through calcium channels, 
2473 
Exercise 
sensitive glucose transporters, identifica- 
tion and characterization of, skele- 
tal muscle, 27584 
Exinuclease 
reconstitution of, Xeroderma pigmento- 
sum, 2415 
Exocellobiohydrolase 
endo-f-1,4-glucanase activity, enhance- 
ment by deletion of surface loop, 
4383 
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Exocrine cells 
calcium ion plasma membrane pump, 
role in calcium ion signaling, 8528 
Exocytosis 
bovine chromaffin cells, IgA protease in- 
hibition of, 1770 
endocytosis and, GLUT4 recycling path- 
way, rat adipocytes, 11489 
insulin, role of G-protein G,; in insulin 
secretory granules, 12869 
Rab1B regulation of, and processing of 
B-amyloid precursor protein, 10982 
release of neurotransmitters via, 1971 
5’ to 3’ Exo/endonuclease 
calf, must slide from 5’ end of substrate 
to perform structure specific cleav- 
age, 30377 
Exoenzyme 3 
ADP ribosyltransferases of, gangliosides 
as inhibitors of, 8115 
Exoloop 1 
role of, in hormone binding and follicle- 
stimulating hormone receptor acti- 
vation, 15970 
Exon 
recognition, vertebrate splicing, 2411 
Exonuclease 
deficient DNA polymerase II, purification 
and properties of wild type and, 
Escherichia coli, 15327 
5’- to 3’-, yeast counterpart of, DNA rep- 
lication systems, 4193 
5'-Exonuclease-2 
purification, Saccharomyces cerevisiae, 
16063 
Exotoxin A 
Pseudomonas aeruginosa, active site mu- 
tations, 679 
Expression 
hormone induction of, far-upstream car- 
bamoyl-phosphate synthetase I 
gene enhancer responsible for tis- 
sue specificity and, 24932 
Extracellular domain 
expression, thyrotropin receptor of bacu- 
lovirus system, 1543 
Extracellular matrix 
bFGF, phosphorothioate oligodeoxynucle- 
otide interaction with, 2620 
control of integrin expression by, 26794 
effects, amyloid precursor protein biogen- 
esis, microglial cells, 7104 
human latent transforming growth fac- 
tor-B binding protein, association 
with, 31294 
integrin-mediated cell adhesion to, role of 
tyrosine phosphorylation of 
p130°** and cortactin, 22259 
regulation of Stat5, 21639 
signal recognition particle 54-kDa sub- 
unit modulation by, rat preosteo- 
blasts, 20891 
Extracellular matrix protein 1 
novel, cloning characterization and ge- 
netic mapping, cDNA for, mouse, 
16385 
Extracellular signal-regulated kinase/MAP 
kinase 
activation by growth hormone requires 
JAK2, Ras, and Raf, 30837 
Extracellular signal-regulated protein 
kinases 
and c-Jun N-terminal protein kinases, 
differential activation by cellular 
stresses, 29710 
Extracellular transport 
VirG protein, Shigella, 30874 
Eye lens 
calf, refolding studies on a-crystallin, ef- 
fect on B and y crystallins, 19888 
E2. see Dihydrolipoamide acetyltransferase 
E2A-Pbx1 fusion protein 
Protein kinase A-dependent transactiva- 
tion by, 25340 
E2F 





31502 


binding stabilized by inverted repeat mo- 
tif of dihydrofolate reductase gene, 
9783 
role in proliferating cell nuclear antigen 
gene promoter regulation during 
development, Drosophila, 25159 
E2F-1 
autoregulatory mechanism for transcrip- 
tion, 5289 
E5 oncoproteins 
papillomavirus, vacuolar hydrogen-AT- 
Pase mutants and, 6830 


F 


Fab fragment 
specificity of integrin a;p,83 for, un- 
changed by exchange of RGD by 
RYD, 16660 
Fab F9.13.7 
cross-reaction complex with guinea fowl 
lysozyme, crystal structure of, 
18067 
F-actin 
pH regulation of binding properties, bind- 
ing by elongation factor la, Dictyo- 
stelium, 15222 
Factor for inversion stimulation 
dependent growth rate regulation for ser- 
ine and threonine tRNA species, 
16610 
Factor G 
purified, horseshoe crab, 892 
Factor [Xa 
Factor Villa and, localization of interac- 
tive sites, 27087 
Factor V 
complexed with multimerin, platelets, 
19217 
Factor Va 
activated protein C inactivation of factor 
Va5°6@ and, 21158 
Factor Va-factor Xa complex 
assembly at phosphatidylserine contain- 
ing phospholipid membranes, con- 
tribution of prothrombin to, 26883 
Factor Va®°°6e 
activated protein C inactivation of factor 
Va and, 21158 
Factor Vila 
human, role of serine protease domain 
high affinity calcium binding site 
in tissue factor binding and cata- 
lytic activity, 15523 
Factor VIII 
cleavage of light chain potentiates gener- 
ation of factor Villa activity, 8546 
human, residues 484-508 contain deter- 
minant of inhibitory epitope in A2 
domain of, 14505 
inhibition of binding to phospholipid by 
von Willebrand factor, 13826 
phosphatidylethanolamine induction of 
binding sites for, on membranes 
containing phosphatidyl-L-serine, 
18500 
Factor Villa 
activity, cleavage of factor VIII light 
chain potentiates generation of, 
8546 
Factor [Xa and, localization of interactive 
sites, 27087 
Factor VIII binding enzyme 
cleavage at arginine 145 converts coagu- 
lation factor [IX zymogen into, 
14884 
Factor Xa 
contribution of residue 192, enzyme spec- 
ificity and structure, 16176 
effect on peptide bond cleavage during 
inactivation of factor Va and 
Va®°°S@ by activated protein C, 
27852 
of prothrombi complex, inhibited by 
protease nexin-2/amyloid £-protein 
precursor, 23468 
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Factor XIII, 
enhanced reactivity of fibrin distal D do- 
mains to, 21827 
Factor 50-kDa 
cytosolic, reconstitution of GTP-yS-de- 
pendent phospholipase D activity 
by RhoA and, human neutorphil 
subcellular fractions, 27093 
FAD 
bound, contained in precursor of ferre- 
doxin-NADP* reductase synthe- 
sized in Escherichia coli, imported 
into chloroplasts, 19930 
isoalloxazine ring of, folding and assem- 
bly of MCAD, 1899 
8-mercapto-, flavin-depleted flavocyto- 
chrome b,,. reconstitution with, 
16428 
FAD attachment 
flavoprotein subunit of p-cresol methyl- 
hydroxylase cytochrome subunit 
required for covalent, 31202 
FadR 
transcription factor, acyl coenzyme A 
binding, 1092 
FAK. see Focal adhesion kinase 
Fanconi anemia complementation group C 
identification of cytosolic proteins that 
bind to, 9876 
Farnesyl|-protein transferase 
novel tricyclic inhibitors of, 30611 
Farnesyl-protein transferase-a 
interaction with transforming growth fac- 
tor-B type I receptor, 29628 
Farnesylthiosalisylic acid 
inhibitor of Ras-dependent cell growth, 
22263 
Farnesyltransferase 
Ras processing and, inhibition by a non- 
peptide mimetic of Ras-CAAX, 660 
Fas 
apoptosis induced by, poxvirus crmA 
gene product, 3255 
apoptotic pathway, regulation by Ab1, 
22625 
and tumor necrosis factor induced 
apoptosis 
cleavage of U1 small nuclear ribonucle- 
oprotein during, 18738 
inhibited by baculovirus p35 protein, 
16526 
Fas/APO1 
death domain of, protein interaction, 
7795 
spontaneous signaling of, 387 
Fasciculin 
allosteric control of acetylcholinesterase 
catalysis by, 20391 
allosteric control of acetylcholinesterase 
catalysis by (correction), 31414 
Fasciculin 2 
inhibition of acetylcholinesterase by, 
19694 
Fascin 
murine homolog, mouse brain, cloning 
and expression of, 10764 
FAS-encoding gene 
transcription stimulated by nuclear fac- 
tor for interleukin-6 expression, 
influenza virus infection, 18007 
Fat 
dietary, stimulation of hepatic apoA-I 
production by, 19833 
Fatty acid activation gene 
deletions, Saccharomyces cerevisiae 
strains, complementations with 
mammalian acyl-CoA synthetase, 
10861 
Fatty acid activation proteins 
purified, reactivity with tetradecenoic 
acids, triacsin C and oximes, Sac- 
charomyces cerevisiae, 20090 
Fatty acid acylation sites 
interaction with proteins in model mem- 
branes, 16749 
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Fatty acid binding proteins 
thermodynamics of fatty acid binding to, 
and fatty acid/water/membrane 
partition, 15076 
A-9 Fatty acid desaturase 
novel, cytochrome 5,-like domain linked 
to C-terminus of, Saccharomyces 
cerevisiae, 29766 
Fatty acid elongation 
role of enoyl-acyl-carrier protein reduc- 
tase, Escherichia coli, 26538 
Fatty acid oxidation rates 
reperfused ischemic hearts, 17513 
Fatty acids 
bimodal action, protein kinase C and 
p47phox translocation, adherent 
monocytes, 15111 
induction of acyl-coenzyme A synthetase 
gene by fibrates and, mediated by 
peroxisome proliferator response 
element in C promoter, 19269 
long chain, pancreatic B-cells in obesity, 
1295 


substrate specificities of, human prostag- 
landin-endoperoxide H synthase-1 
and 2, 19330 
synthesis, cytosolic location of periplas- 
mic hydrolase and, 4216 
thiazolidinediones and, convert myogenic 
cells into adipose-like cells, 28183 
transcriptional effects, protein cloning 
mediation of, preadipocytes, 2367 
Fatty acid synthase 
expression regulated by essential amino 
acids through uncharged tRNA-de- 
pendent mechanism, 29323 
Fatty acid synthase promoter 
hormonal and nutritional control of, 
transgenic mice, 30339 
sterol regulation of, 25578 
upstream stimulatory factors bind to in- 
sulin response sequence of, 28716 
Fatty acid synthetase 
promoter hyperactivity, obese rat adipo- 
cytes, 1102 
Fatty acylation 
of asialoglycoprotein receptor, rat, 21382 
differential, adenylate cyclase toxin activ- 
ities affected by, 20250 
Fatty acylation sites 
conformations of peptides corresponding 
to, in proteins, 19439 
Fbn-1 
structure and developmental expression, 
mouse, 1798 
FBP1 gene promoter 
analysis of positive elements sensitive to 
glucose in, Saccharomyces cerevi- 
siae, 12832 
FCe 
kinetics of tyrosine phosphorylation dur- 
ing binding of IgE dimers to 
rat basophilic leukemia cells, 20264 
rat basophilic leukemia cells (correc- 
tion), 31414 
FceeR1 subunit 
signaling activity, RBL-2H3 mast cells, 
4013 
FeyR 
heterotypic clusters, synergistic calcium 
response, human neutrophils, 
10671 
Fcy receptor 
initiated phagocytosis, dependence on 
calcium, 22301 
signaling, IgG-Fce-dependent, 8164 
tyrosine kinase substrate, signaling com- 
plexes formed after engagement of, 
9115 
Fey receptor III 
CD16 isoforms, ligand binding and phag- 
ocytosis, CHO cells, 25762 
FcyRII 
human, multiple regions contribute to 
binding of IgG, 21188 
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ligation, and tyrosine kinase activation, 
triton X-100 insolubility, human 
polymorphonuclear leukocytes, 
13553 
FcyRIIIB 
ligation, and tyrosine kinase activation, 
triton X-100 insolubility, human 
polymorphonuclear leukocytes, 
13553 
FeR y chain 
functional association with human mye- 
loid immunoglobulin A Fc receptor, 
29781 
FceRI 
mediates induction of nuclear factor, acti- 
vated T-cells, 16333 
FceRI a chain 
role of glycosylation, folding in endoplas- 
mic reticulum, 8249 
FceRI engagement 
protein-tyrosine kinases activation fol- 
lowing, mast cell, 23362 
FceR1 
protein kinase phospholipase A, pathway 
activation by, requires Syk, 10960 
regulation by Grb-2, mast cell line 
RBL2H3, 9500 
FDC-P2 cells 
megakaryocyte differentiation induced by 
thrombopoietin in, 19673 
Feedback inhibition 
removal of, from 5! pyrroline-5-carboxy- 
late synthetase, plants, 20491 
FEN-1 
binding, DNA structural elements re- 
quired for, 4503 
binding and stimulation by proliferating 
nuclear cell antigen in lagging 
strand DNA synthesis, 22109 
Ferredoxin 
characterization of import process of 
transit peptide of, into chloro- 
plasts, 22368 
transit sequence domains, chloroplast 
import, 3882 
Ferredoxin-dependent redox system 
Sulfolobus sp. strain 7, 17878 
Ferredoxin-NADP* reductase 
precursor of, synthesized in Escherichia 
coli, contains bound FAD, im- 
ported into chloroplasts, pea, 
19930 
Ferredoxin reductase 
NADPH specific, cloning, sequencing and 
overexpression, Azotobacter vine- 
landii, 21258 
Ferric enterobactin receptor 
Escherichia coli, epitope insertions and, 
2483 
Ferritin 
iron-induced translation, ascorbic acid 
enhancement of, leukemia and 
hepatoma cells, 2846 
mRNA translation by RIP/aconitase 
switch, enhanced by ascorbic acid, 
19540 
synthesis, induction by oxidative stress, 
700 


Ferritin H 
tumor necrosis factor-a regulation of, and 
role of NF-«B, 15285 
Ferrochelatase 
effect of cellular location on function, 
18198 
mammalian, characterization of iron- 
binding site in, 26352 
Ferrous nitrosyl complex 
neuronal nitric oxide synthase self-inacti- 
vates by formation of, during aero- 
bic catalysis, 22997 
Ferroxidase 
cell surface, FET3 gene product in yeast, 
1098 


Fertility 
urokinase type plasminogen activator 
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receptor non-essential for, mouse, 
16886 
Fes-related proteins 
phosphorylation of, granulocyte-macroph- 
age colony stimulating factor and, 
4950 
Fes tyrosine kinase 
activation of, by gp130 an interleukin-6 
family cytokine signal transducer, 
11037 
Fetal A,-globin gene 
human, enhancer sequence location, 
transgenic mice, 10256 
Fetal development 
mouse, placental adenosine deaminase is 
important for, 23891 
a-Fetoprotein promoter 
down regulation by c-jun without DNA 
binding, HepG2 hepatoma cells, 
rat, 10204 
FET3 gene 
high affinity iron transport and, yeast, 
1098 
Fe65 protein 
regions of, bind intracellular domain of 
amyloid precursor protein, 30853 
FGF. see Fibroblast growth factor 
FGF-1. see Fibroblast growth factor-1 
FGF-2. see Fibroblast growth factor-2 
FGF-3. see Fibroblast growth factor-3 
Fibrates 
induction of acyl-coenzyme A synthetase 
gene by fatty acids and, mediated 
by peroxisome proliferator re- 
sponse element in C promoter, 
19269 
Fibrillin gene 
mouse, structure and developmental ex- 
pression, 1798 
Fibrillin-1 
epidermal growth factor-like domains in, 
calcium binding, 6751 
Fibrin 
enhanced reactivity of distal D domains 
to factor XIII, 21827 
enhanced stimulation of variants of tis- 
sue-type plasminogen activator by, 
18319 
independent specificity, tissue-type plas- 
minogen activator, 7558 
structural features mediating selectivity, 
vampire bat plasminogen activa- 
tors, 25596 
Fibrin clot formation 
lysyl binding site of tissue type plasmino- 
gen activator, role in, 12355 
Fibrin cofactors 
tissue-type plasminogen activator vari- 
ants with enhanced response and 
selectivity toward, 23444 
Fibrin gel 
retraction, mediation by a,B, platelet in- 
tegrin, 1785 
Fibrinogen 
abnormal, fukuoka II characterized by 
defective fibrin lateral association 
and mixed disulfide formation, 
29392 
Aa gene, response to IL-6, novel tran- 
scription factor for, 7580 
BB chain of, mitogenic effects mediated 
through cell surface calreticulin, 
fibroblasts, 26602 
y chain sequence, structural recognition 
by ICAM-1, 696 
fibulin-1 interaction with, 19458 
human a chain, characterization of 5'- 
flanking region of gene for, 28342 
human y chain, characterization of 5’- 
flanking region of gene for, 28350 
recombinant, secretion of biologically ac- 
tive, yeast, 23761 
Fibrinogen Aa1-—50-8-galactosidase fusion 
protein 
thrombin slow form stabilization by bind- 
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ing of, 24790 
Fibrinogen domains 
interaction with integrin a;p,8, during 
platelet adhesion, 28812 
Aa Fibrinogen gene 
novel transcription factor for, response to 
interleukin-6, 7580 
y Fibrinogen gene promoter 
characterization of IL-6 responsive ele- 
ments in, 24287 
Fibrinogen-like domain 
heparin binding region within, chick te- 
nascin-C, 3378 
Fibrinolysis 
midkine enhances activity, bovine endo- 
thelial cells, 9590 
plasminogen activator mediated, plas- 
minogen activator inhibitor 1, fi- 
brin binding and, 11205 
plasminogen 2 glycoforms as regulatory 
of, sialic acid content and, 5877 
tissue type plasminogen activator medi- 
ated, identification of inhibitor, 
human neutrophils, 9472 
Fibroblast growth factor 
basic, activation of phospholipase A, 
2360 
Fibroblast growth factor receptors 
conservation of ligand specificity between 
mammalian and amphibian, 29018 
ligand-specific structural domains in, 
10222 
localize in different cellular compart- 
ments, 30643 
signal transduction, reduced activation of 
RAF-1 and MAP kinase by, 5065 
Fibroblast growth factor receptor-1 
cloning of spliced variant lacking a pro- 
tein kinase C site, Xenopus em- 
bryos, 22758 
modification of Ig loop I lowers affinity 
for heparin and FGF-1, 10231 
Fibroblast growth factor receptor-2 
activation of, by point mutation associ- 
ated with Crouzon syndrome, 
26037 
Fibroblast growth factor-1 
analysis of putative heparin-binding do- 
mains of, 25805 
cysteine residue responsible for release 
of, not in domain for phosphatidyl- 
serine binding, 29039 
regulation of serine/threonine kinase 
gene, 10351 
release, NIH 3T3 cells, 33 
Fibroblast growth factor-1 promoter 
brain-specific, functional characteriza- 
tion, 8257 
Fibroblast growth factor-2 
mediates cell attachment by linking re- 
ceptors and heparan sulfate pro- 
teoglycans, 24188 
Shc and novel 89-kDa component couple 
to Grb2-Sos complex in cells stimu- 
lated by, 23337 
Fibroblast growth factor-3 
binding, high affinity, FGF receptor 2, 
6779 
mouse, receptor binding and mitogenic 
properties of, 24197 
Fibroblasts 
calcium flux, interleukin-1l-induced, 6042 
collagenase, human, characterization of 
catalytic domain purified from 
Escherichia coli, 22507 
contractility not dependent on phospho- 
rylation of myosin light chain ki- 
nase, 18734 
diploid, human, relationship between in- 
terference with transcription and 
rate of strand specific repair, 
HPRT gene in, 27222 
growth of, protein kinase C isoform regu- 
lation of, 78 
high levels of 15-lipoxygenase in, lipoper- 
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oxide levels in LDL and, 5191 
human 
endoplasmic reticulum to plasma mem- 
brane cholesterol transfer, role of 
sterol carrier protein-2, 18723 
LDL cholesterol conversion to 27-hy- 
droxycholesterol in, 15102 
manganese superoxide dismutase 
mRNA levels increased by irradia- 
tion, 15864 
sulfate 00-3GlycAB1-—4XylB-(4-methy- 
lumbelliferone) reactive with 
HNK-1, synthesized by, 13794 
turnover of cytoplasmic triacylgycerols 
in, acyl chain dependent degrada- 
tion pathways, 27027 
hylauronan containing coat, mesothelial 
cells and, role of inter a inhibitor 
in formation of, 9698 
IMR-90 (normal human diploid), and 
HeLa cells, different regulation of 
thymidine kinase promoter in, 
27374 
lung, fetal rat, glucocorticoid-induced 
genes in, 2722 
lysosomes, human, cysteamine entry into, 
1179 
L-929 (mouse), carbohydrate binding 
property of peptide:N-glycanase, 
evaluated using various, oligosac- 
charides, 15181 
mitochondrial B-oxidation, intermediate 
channeling in, 530 
mitogenic effects of B8 chain of fibrino- 
gen mediated through cell surface 
calreticulin in, 26602 
oncogene or MAPK kinase transformed 
mouse, increased histone H1 phos- 
phorylation in, 20098 
proliferation of, requires phosphotyrosine 
phosphatase PTP1D not PTPIC, 
11017 
rat embryo 
lung, glucocorticoid-induced genes in, 
2722 
neoplastic transformation by mutated 
p53 and activated ras oncogene 
causes hypercalcemia, nude mice, 
30857 
neoplastic transformation by mutated 
p53 and activated ras oncogene 
induces PTHRP gene expression, 
nude mice, 30857 
shear stress-induced calcium responses 
in, ATP effects, 4451 
Simian virus 40-transformed human, au- 
tocrine growth of, 135 
stimulation of proliferation by tissue in- 
hibitor of Metalloproteinase-2, 
13453 
thrombospondin mediation of calcium 
mobilization in, 23747 
transformed, ectoprotein kinase mediated 
phosphorylation, activates cell 
growth inhibitor, 20560 
VSMC, effect of platelet derived growth 
factor BB on cell migration, paxil- 
lin tyrosine phosphorylation, p125 
focal adhesion kinase, 11367 
a2(I) collagen gene in, Sp1 binding site, 
4299 
Fibronectin 
binding domain, transglutaminase, 5654 
CD9 expression confers 61 integrin de- 
pendent motility on laminin sub- 
strates and, human B cells, 24092 
cell adhesion to, synergy site require- 
ment for activation state of inte- 
grin «561, 21612 
ED-A and ED-B sequences of, alternative 
splicing in cartilage, 1817 
human, integrin a881 receptor for 
vitronectin, tenascin and, 23196 
integrins B, and B, mediate binding ac- 
tivity, peri-implantation blasto- 
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cysts, mouse, 11522 
interaction with integrin a581 regulated 
by divalent cations, 26270 
type III domain five, tenascin-C binds 
heparin in, 4619 
Fibronectin module III-13 
heparin binding by, 18558 
Fibrosarcoma cells HT 1080 
metastatic, gelatinase A release induced 
by photolysis of caged phosphatidic 
acid in, 29656 
Fibulin-1 
interaction with fibrinogen, 19458 
Filaggrin 
elafin, keratin intermediate filament, 
loricrin, proline-rich proteins 1 and 
2 components, human epidermal 
cornified cell envelope, 17702 
Filaments 
glandular intermediate, 70-kDa heat 
shock protein association with, 915 
Finger domain 
role of growth hormone domains and, in 
clearance of tissue-type plasmino- 
gen activator, by hepatocytes, 
26053 
Firefly lanterns 
Ap,A hydrolase from, 3706 
Fit-1 
interleukin-18 binding, intracellular sig- 
naling via NF-«B, 17645 
FixL 
oxygen sensor protein, Rhizobium me- 
liloti, 5243 
FKBP12 
cyclophilin A,YY1 transcriptional activ- 
ity, altered by interaction with, 
15187 
and rapamycin, target displays phos- 
phatidylinositol 4-kinase activity, 
20875 
soluble, exchange reaction with FKBP 
ryanodine receptor complex, 2451 
FKBP12BP-FK506 
calcineurin A B subunit binding domain 
interaction with, 15463 
FKBP12-rapamycin 
TOR mutations confer rapamycin resist- 
ance by preventing interaction 
with, 27531 
fkh-2 gene 
mouse, implications for notochord, fo- 
regut and midbrain regionaliza- 
tion, 30029 
FK506 
FKBP12BP., calcineurin A B subunit 
binding domain interaction with, 
15463 
novel binding protein mediates immuno- 
suppressive effects of, and is asso- 
ciated with cardiac ryanodine re- 
ceptor, 26511 
FK506 binding protein 
mutational analysis of, 18935 
65-kDa FK506-binding protein 
novel, cloning, DNA sequence analysis 
and characterization of, 29336 
Flavin:NADH oxidoreductase 
involvement in biosynthesis of actinor- 
hodin, 17339 
Flavin reductase 
activity, chorismate synthase has 
Neurospora crassa, 20447 
Neurospora crassa (correction), 27982 
activity of flavoprotein component of sul- 
fite reductase, Escherichia coli, 
20550 
Flavins 
artificial, active site topology of DT-dia- 
phorase, 2512 
chemical modification of N-10 ribityl side 
chain, 28586 
Flavinylation 
of monoamine oxidase B, 23653 
Flavobacterium meningosepticum 
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O-linked glycan, structural analysis of, 
13197 
secreted proteins, O-glycoslyation of, 
13192 
Flavocytochrome b55 
human neutrophil, p47phox domain that 
interacts with, 26246 
neutrophil, flavin depleted, reconstitution 
with 8-mercapto-FAD, 16428 
Flavohemoglobin 
Saccharomyces cerevisiae, gene expres- 
sion, regulation of, 6991 
Flavonoids 
protection of hepatocytic autophagy by, 
5830 


Flavonol sulfotransferases 
amino acid residues critical for catalysis 
and cosubstrate binding in, 30458 
chimeric, domain responsible for sub- 
strate and position specificity, 
12498 
Flavoprotein 
A. xylanus, role of Cys-337 and Cys-340 
in, 5812 
electron transferring, trimethylamine de- 
hydrogenase reaction with, 23958 
flavin reductase activity of, component of 
sulfite reductase, Escherichia coli, 
20550 
2-electron transfer, DT-diaphorase, kinet- 
ics of, 1198 
Flavoprotein EpiD 
catalyzes oxidative decarboxylation of 
peptides, 11282 
FLP 
recombinase-mediated site-specific recom- 
bination, turnover limited by pro- 
tein dissociation step, 23409 
Flp monomers 
site-specific DNA recombination, role of, 
23203 
FLP recombinase 
cleavage-dependent ligation by, 23044 
homology requirements for ligation and 
strand exchange by, 11646 
Fit-1 tyrosine kinase receptor 
interaction with p85 subunit of phos- 
phatidylinositol 3-kinase, 20254 
FLT3 gene 
variant, produced by exon skipping, 
mouse, 3165 
Fluorescein isothiocyanate 
binding site of plasma membrane hydro- 
gen-ATPase, genetic analysis of, 
Saccharomyces cerevisiae, 8655 
Fluorescence 
lipid and protein, protein kinase C-lipid 
cofactor interaction study, 1254 
measurement, intrinsic tryptophan resi- 
dues, bovine protein tyrosyl phos- 
phatase, 3809 
probe study, plasminogen activator inhib- 
itor-1, 5395 
Fluorescent labeling 
of purified 8. adrenergic receptor, evi- 
dence for ligand-specific conforma- 
tional changes, 28268 
Fluorescent peptidyl substrates 
furin and prohormone convertase PC1, 
human, substrate specificities 
studied by, 19225 
6-F luorochorismate 
conversion from (6S)-6-fluoro-5-enolpyru- 
vylshikimate-3-phosphate by cho- 
rismate synthase, Escherichia coli, 
22811 
Fluoroscandium anions 
myosin subfragment 1, formation of sta- 
ble inhibitory complexes using, 
19282 
5-Fluorouracil 
thymidine phosphorylase mediates sensi- 
tivity to, human colon carcinoma 
cells HT-29, 19073 
(6S)-6-F luoro-5-enolpyruvylshikimate-3- 
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phosphate 
conversion to 6-fluorochorismate by cho- 
rismate synthase, Escherichia coli, 
22811 
4-(Fluromethy]l)phenyl phosphate 
inhibitor of calcineurin, 25651 
FMRFa gene 
mutually exclusive of neuronal expres- 
sion of peptides encoded by, under- 
lies differential control of Lymnaea 
copulation, 28487 
Foamy virus integrase 
human, characterization by site-directed 
mutagenesis, 2957 
Focal adhesion assembly 
Ga,3 and Ga,» stimulate rho-dependent 
stress fiber formation and, 24631 
Focal adhesion kinase 
interaction with cytoskeletal protein 
talin, 16995 
phosphorylation of, influenced by activa- 
tion state of integrin a;),83, 18133 
in vitro, tyrosine phosphorylation of pax- 
illin by, 17437 
Focal adhesion kinase pp125°4* 
insulin and platlet derived growth factor 
regulation of tyrosine phosphoryla- 
tion, 10199 
Focal contact assembly 
F hi gi ylph phorylcholine ind re- 
arrangement of the actin cytoskel- 
eton and, 24343 





Fodrin 
proteolysis of, during apoptosis, 6425 
Folate 
carrier-mediated transport, L1210 leuke- 
mia cells, 7842 
Folate carrier activity 
methotrexate defective CHO cells, human 
cDNAs restoring methotrexate sen- 
sitivity and reduced, 17468 
Folding 
carbonic anhydrase II, catalysis by cyclo- 
philin and, kinetic analysis, 740 
chromatin fragments, assembly and, 
22514 
ER-60 protease role in degradation of 
misfolded proteins, endoplasmic 
reticulum, 14958 
of human class I histocompatibility pro- 
teins influenced by calnexin, but 
not assembly with B,-microglobu- 
lin, 19638 
impaired and oligomer assembly and sta- 
bility, in medium chain acyl-coA 
dehydrogenase deficiency, human, 
10284 
induction of components of protein syn- 
thesis and, induced by hyper- 
trophic and hyperplastic agents, 
vascular smooth muscle cells, 
21404 
kinetics 
of human growth hormone, influence of 
disulfide bonds, 19816 
and membrane insertion of B-barrel 
membrane protein, 28199 
posttranslational, a,-inhibitor 3, 24598 
problem, RNA chaperones, minireview, 
20871 
and processing of disulfide mutant, asia- 
loglycoprotein receptor H2b sub- 
unit, human, 20169 
protein 
amphipathicity role in, 1048 
GroE-assisted, efficiency increased by 
manganese ions, 28387 
propeptide of subtilisin E role as in- 
tramolecular chaperone for, 25127 
protein-induced, of cytochrome 5 
pre-mRNA group 1 intron, 21552 
refolding studies on a-crystallin, effect on 
B and y crystallins, calf eye lens, 
19888 


ribosomal, Dna-J mediated, of rhodanese, 
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importance of N terminus for, 
10650 
Folding defect 
in Z-type variant, thermostable mutation 
in hydrophobic core of a,-antitryp- 
sin suppresses, 8597 
Follicle-stimulating hormone receptor 
role of exoloop 1 in hormone binding and 
receptor activation, 15970 
Follipsin 
porcine 
cleavage specificity of, 19391 
cleavage specificity of (correction), 
27390 
Follitropin receptor 
truncation of C-terminal tail does not im- 
pair receptor phosphorylation and 
uncoupling, 26683 
Folypoly-y-glutamate synthetase gene 
upstream organization of multiple tran- 
scritps from, human, 9579 
Folypolyglutamate synthetase 
decline in activity, HL-60 cell differentia- 
tion and, 5462 
Folypolyglutamate synthetase gene 
role of varied expression at level of 
mRNA transcription, antifolate- 
resistant L1210 cell variants in, 
26918 
Foregut 
regionalization, notochord, midbrain and, 
role of fkh-2 gene mouse, 30029 
Formy]-methionyl-leucyl-phenylalanine 
activation of NADPH oxidase and hydro- 
gen ion current, human neutro- 
phils, 13124 
Formy] peptide receptor 
phosphorylation of, GRK2, 1130 
signal transduction by, 28010 
N-Formy] peptide receptors 
binding to G protein, 10686 
5-Formyltetrahydrofolate 
conversion to 5,10-methenyltetrahydrofo- 
late coupling of ATP hydrolysis to, 


10-Formyltetrahydrofolate dehydrogenase 
active site of, cysteine 707 involvement 
in, rat, 519 
Forskolin 
stimulation of [Met]Enkephalin and pro- 
hormone thiol protease, 13285 
Fos 
leucine zipper variants with increased 
association capacity, 22721 
Fos-related antigen 
human involucrin promoter transcrip- 
tional activation by, and junB, 
junD, binding to AP1, 12614 
14-3-3 protein 
identification of site of interaction with 
phosphorylated tryptophan hydrox- 
ylase, 28515 
Fpg protein 
catalytic mechanism of, 11671 
F plasmid 
origin of transfer, stepwise assembly of 
relaxosome at, 28381 
Fpr3 
is substrate for tyrosine-specific phospho- 
protein phosphatase Ptp1, yeast, 
25185 
FP21 
characterization of, Dictyostelium, 3022 
Fragile X syndrome 
single strand d(CGG)n nucleotide repeats 
fold-back to form unimolecular 
hairpin structures, 28970 
Free barbed ends 
role in actin polymerization induced by 
GTPYS, permeabilized neutrophils, 
28075 
Free radicals 
generated during glycation reaction of 
amino acids by methylglyoxal, 
28228 
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reactive, p21ras signaling targeting of, 
and cellular redox stress, 21195 
release, detection, membrane current 
and, during phagocytosis, 8328 
FRTL-5 cells 
regulation of 3-Hydroxy-3-methylglutary] 
Coenzyme A reductase gene ex- 
pression in, 15231 
3-Hydroxy-3-methylglutaryl Coenzyme A 
reductase gene down regulation by 
v-K-ras oncogene, 15231 
a(1,2)Frucosyltransferase gene 
H blood group 
isolation of candidate for, 4632 
sequence and expression of candidate 
for, 4640 
Fructosamine 
free, enzymatic degradation of Amadori 
products in, 218 
Fructose-1,6-bisphosphatase 
catalytic inactivation of, Saccharomyces 
cerevisiae, 26446 
magnesium ion cooperativity with, gly- 
cine 122 effects, 54 
FruR regulator 
effects on pts transcription, Escherichia 
coli, 2489 


FtsH 
membrane-bound ATPase, forms complex 
in cytoplasmic membrane, Esche- 
richia coli, 23485 
a-L-Fucosidase gene 
cloning and expression, pea seedlings, 
9 


a(1,3)-Fucosyltransferase genes 
human chromosome 19p, expression of, 
20112 
a-(1,3)-Fucosyltransferase locus 
murine, cloning, epxression, chromosomal 
assignment and tissue specific ex- 
pression of, 25047 
a1,3/4-Fucosyltransferases 
human recombinant, acceptor specificity 
of, 8712 
a1-—3F ucosyltransferases 
structure-function analysis, 8145 
a(1,3/1,4)-Fucosyltransferases 
human, discrimination between oligosac- 
charide acceptor substrates, 20987 
Fukuoka II 
abnormal fibrinogen characterized by de- 
fective fibrin lateral association 
and mixed disulfide formation, 
29392 
Fumarate reductase 
rapid superoxide production by, Esche- 
richia coli, 19767 
Fumonisin B, 
lipid biosynthesis, regulation of, Saccha- 
romyces cerevisiae, 13171 
B-Funaltrexamine 
binding to pu opioid receptor, rat, 17866 
Fungal cutinase 
cloning and expression of cDNA, protein 
essential for induction by plant 
cutin, 11753 
Fungus 
Fusarium oxysporum, copper-containing 
dissimilatory nitrite reductase in, 
4146 
Funnel web spider venom 
isolation and characterization of peptide 
isomerase, 16719 
Furin 
cleavage and activation of Shiga toxin, 
induction by, 10817 
localization to trans-Golgi network, 
28397 
processes rabbit but not human pro-lac- 
tase-phlorizin to the 180-kDa in- 
termediate, 25722 
prohormone convertase, proparathyriod 
hormone preferential cleavage to 
parathyroid hormone by, 9517 
and prohormone convertase PC1, human, 
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substrate specificities studied by 
fluorescent peptidy! substrates, 
19225 
prohormone convertase.proparathyriod 
hormone preferential cleavage to 
parathyroid hormone by, 9517 
role of Ser and Tyr residues within cyto- 
plasmic domain in recycling from 
cell surface, 28397 
second mutant allele in processing-incom- 
petent cell line LoVo, 26565 
transport, out of endoplasmic reticulum, 
endoproteolytic cleavage of propep- 
tide in, 2695 
Furin convertase 
human, transforming growth factor 61 
precursor, processing, 10618 
Fusion 
docking, vesicle budding and, molecular 
transport machinery in endothelial 
caveolae for, 14399 
Fusion domain 
envelope glycoprotein, rabies and vesicu- 
lar stomatitis viruses, 17575 
Fusion protein 
CD16/CD7/Jak2, signal transduction by, 
18420 
chimeric, import into mitochondria pre- 
vented by proteolysis, yeast, 16689 
comprising four subunits of glucose phos- 
photransferase system, Escherichia 
coli, 18295 
Fyn 
interleukin-11 induces complex formation 
of JAK2, Grb2 and, in 3T3L1 cells, 
27999 
FF ,-ATPase 
ATP synthesis by, the thermophilic Ba- 
cillus PS3, 21571 
F ,-ATPase 
a-aspartate 261 is key residue in non- 
catalytic sites of, Escherichia coli, 
21045 
e-subunit of, conformational changes in- 
duced by nucleotide binding, mito- 
chondria, 21845 
Escherichia coli, asymmetry of, from in- 
teraction of a-8 subunit pairs with 
y and ¢€ subunits, 20568 
pyrophosphate-binding sites in Esche- 
richia coli, 12653 
F,-F, ATP synthase 
alanine-scanning mutagenesis of € sub- 
unit reveals two classes of mu- 
tants, Escherichia coli, 23300 
F, moiety 
structure of, rat liver ATP synthase, 


F 1p site-specific recombinase 
Holliday structures, junction mobility 
and resolution of, 19086 
F.(PMP).-TAMZ, 
inhibition of ZAP-70 binding, early T cell 
signaling and, 944 


G 


GABP 
CD18 transcription increased by PU.1 
and, 23627 
gabP 
encoded, ligand recognition properties of 
4-aminobutyrate transporter, Esch- 
erichia coli, 19893 
G-Actin 
actin (S14A) mutation, effect on confor- 


mation and thermostability of, ade- 


nine nucleotides, Saccharomyces 
cerevisiae, 11415 
G-actin 
myosin subfragment-1 interaction with, 
kinetics of, 7125 
profilin and, binding of divalent cation 
and nucleotide to, 1501 
GADD 153 
CCAAT/enhancer-binding protein-related 
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gene (correction to 1994 article), 
14842 
GAD65 
isoform of glutamic acid decarboxylase, 
targeting to intracellular or- 
ganelles, 2241 
GAD67 
isoform of glutamic acid decarboxylase, 
targeting to intracellular or- 
ganelles, 2241 
GAGA element 
regulation, gsal in soybean, 7387 
L-Galactan 
sulfated, biosynthesis, ascidian tunic, 
3132 
Galactocerebroside sulfate sulfatidase 
neutral, mouse brain, 10187 
Galactose-binding protein 
mapping of binding frame of chaperone 
SecB within, 25920 
p-Galactose-H* symport protein 
role of tryptophans 371 and 395 in bind- 
ing of antibiotics and sugar trans- 
port by, Escherichia coli, 30359 
Galactose transporter 
yeast Saccharomyces cerevisiae, 2423 
Galactoside acetyltransferase 
Lac gene product, structural and mecha- 
nistic studies of, Escherichia coli, 
26326 
B-Galactoside-binding lectin 
CHO cells, 5198, 5207 
B-Galactoside a1,2-fucosyltransferase 
rabbit, molecular cloning and expression 
of two types, 8844 
Galactosylsphingosine 
pertussis toxin inhibits phospholipase C 
and calcium mobilization by sphin- 
gosylphosphorylcholine and, HL60 
cells, 26332 
B1,4-Galactosyltransferase 
utilization of UDP-GalNAc, induced by 
a-lactalbumin, bovine milk, 18447 
Galactosyltransferase I 


co-localization of, sialyltransferase use in, 


756 
Galactosyl-a1—4-galactose-binding adhesin 
purification from gram-positive meningi- 
tis-associated Streptococcus suis, 
28874 
B-1,4-Galactsyltransferase 
Golgi retention of, mechanism, 12170 
Galectin-1 
structure, CHO cells, 5198, 5207 
Galectin-5 
sequence and mapping, rat erythrocytes, 
5032 
Galectin-7 
cDNA cloning and expression of, 5823 
Galectin-8 
novel mammalian, 3447 
GalNAc-4-sulfotransferase 
differential expression, parotid and sub- 
maxillary gland, 5985 
purification and characterization of, 
16327 
Gala1,3Gal epitopes 
oocyte, implicated in sperm adhesion to 
zona pellucida glycoprotein ZP3, 
21437 
GAL1-10 gene 
yeast, Gal4-dependent disruption of nu- 
cleosomes, from upstream regions 
of, 27671 
Gal2 
substrate recognition domain of, yeast 
Saccharomyces cerevisiae, 2423 
GAL4 
dependent disruption of nucleosomes 
from upstream regions of yeast 
GAL1-10 and GAL80 genes, 27671 
GAL80 
dependent deposition of nucleosomes 
from upstream regions of yeast 
GAL1-—10 and GALS80 genes, 27671 
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GAL80 gene 
yeast, Gal4-dependent disruption of nu- 
cleosomes, from upstream regions 
of, 27671 
Gangliosides 
coupling of glycosyl transfer steps for 
sythesis of, Golgi membranes, neu- 
ral retina cells, 20207 
identification as inhibitors, ADP-ribosyl- 
transferases of pertussis toxin and 
exoenzyme 3, 8115 
Gap-filling reaction 
base excision repair, DNA polymerase B 
conduction of, testis nuclear ex- 
tract, 949 
Gap junction membrane connexons 
characterization of, rat liver, 18643 
Gap junction proteins 
heteromeric connexons from, 6768 
GAP-43/neuromodulin 
amphiphilic a-helix within, calmodulin 
stabilization of, 6741 
Gastrin 
EGF response element, Sp1 binding of, 
6314 
produces different early gene activation 
programs from those produced by 
glycine-extended progastrin proc- 
essing intermediates, 28337 
Gastrin gene 
regulation of transcription, insulinoma 
cells, 8829 
Gastrin receptor 
CCK-B, transmembrane domains, role in 
affinity for subtype-selective li- 
gands, 5019 
Gastrin receptors 
mediate mitogenic effects of gastrin and 
processing intermediates, Swiss 
3T3 fibroblasts, 8429 
Gastrin-releasing peptide receptor 
‘chronic modulation, pretein kinase C-de- 
pendent mechanism of, 3346 
endocytosis, 4603 
rapid-agonist induced, phosphorylation 
after, 8217 
GATA 
and Ets binding motifs within platelet 
glycoprotein Iba gene promoter, 
identification of, 24532 
GATA factor 
elt-2, Caenorhabditis elegans, 14666 
GATA transcription factor 
developmental expression of, Drosophila, 
25150 
GATA-1 
regulation, HOXB2 gene expression in 
erythroid cells, 4544 
transactivation, WT1 hematopoietic spe- 
cific enhancer, 5944 
GATA-2 
phosphorylation, regulation of, mitogen- 
activated protein kinase and inter- 
leukin-3, 4101 
GATA-3 
dominant negative mutant, 1515 
interleukin-5 promoter activation re- 
quires CLEO and, mouse EL-4 
cells, 24548 
Gaucher disease 
chitotriosidase activity in, human, 2198 
gax 
expression, downregulation, rat carotid 
artery, balloon injury and, 5457 
GCN4 
translational derepression, followed by 
transient GCN4 mRNA destabili- 
zation, 17317 
G/C-rich sequences 
bending and torsional flexibility as deter- 
mined by cyclization assays, 29945 
G-CSF receptor 
immunoglobulin-like domain of, forma- 
tion of 2:1 receptor-ligand complex, 
25928 
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G-dGTP 
replication error rates for, leading and 
lagging, 2595 
G/dM2/D/G/dD2/D synthase 
substrate specificity of, 6149 
GDP dissociation inhibitor 
cytosolic acceptor for newly synthesized 
and prenylated Rab5, 26904 
GDP dissociation inhibitor-a 
interactions, prenyl Rab9, guanine nucle- 
otides, 11085 
GDP-fucose 
protection, NEM-sensitive site on al— 
3fucosyltransferases, 8145 
GDP-.-fucose:6-D-galactoside 
a-2-L-fucosyltransferase 
counterpart of human Secretor gene en- 
coded blood group transferase, 
26577 
GDP-mannose mannosy] hydrolase 
novel, shares homology with MutT family 
of enzymes, 24086 
Gelatinase 
92-kDa, activation by stromelysin and 
4-aminophenylmercuric acetate, 
6351 
92-kDA, degradation of COL1 domain of 
type XIV collagen, 1062 
92 kDa Gelatinase 
degradation, of COL1 domain of type XIV 
collagen, 1062 
92-kDa Gelatinase 
activation by stromelysin and 4-amino- 
phenylmercuric acetate, 6351 
Gelatinase A 
release, induced by photolysis of caged 
phosphatidic acid in HT 1080 met- 
astatic fibrosarcoma cells, 29656 
Gelatinase B 
human, neutrophil, mechanism of activa- 
tion, role of calcium in, 18563 
Gelatinases 
repression of 92- and 72-kDa, by calcium 
ionophores, 17602 
72-kDa Gelatinase type IV collagenase 
fibronectin type I]-like domain of. hu- 
man, 11555 
Gel shift analysis 
Tetrahymena telomerase, UV cross-link- 
ing analysis and, 8893 
Gene delivery 
intravenous, cationic liposome-mediated, 


Gene expression 
ARE- and TRE-mediated, 6894 
cell-specific, transcriptional regulation of, 
2689 


regulation in mammalian development, 
minireview, 22077 
from SV40 early promoter, simple repeat 
DNA sequence effects, 3313 
vascular endothelial growth factor, inter- 
leukin-18 and, aortic smooth mus- 
cle cells, 308 
Gene promoter 
scatter factor/hepatocyte growth factor, 
830 
Gene regulation 
vacuolar hydrogen-ATPase, transcrip- 
tional regulation of, 7320 
Genes. see also specific gene 
a, B, and a, CCAAT/enhancer binding 
protein, insulin regulation, adipo- 
cytes, 647 
aA-CRYBP1, mouse, cloning and charac- 
terization of, 1221 
androgen receptor, negative regulation by 
NF-«B, 837 
ankyrin, axonal initial segment and node 
of Ranvier, 2352 
carcinoembryonic antigen, transcriptional 
regulation of, 3602 
collagen XI, expression, structural and 
functional analysis, 418 
connexin 43, two regulatory elements in, 
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mouse, 3863 
delivery, kallikrein-binding protein, mus- 
cles, mice, 451 
DH-PBAN, expression, silkworm, 3804 
encoding helix-loop-helix factor HES-5, 
structure and promoter analysis of, 
mouse, 1342 
B-enolase, myoblast-specific expression, 
regulation of, 2535 
eosinophil IL-5 receptor a subunit, func- 
tional promoter region in, human, 
1462 
epigenetic inactivation, induced by cis- 
acting methylation center, 788 
expression 
secretin, transgenic mice, 885 
zona pellucida, inhibition by antisense 
oligonucleotides, mouse oocytes, 
849 
FET3, high affinity iron transport in 
yeast, 1098 
a-globin, flanking and intragenic se- 
quences and, 3965 
glucocorticoid-induced, cloning and ex- 
pression of, fetal rat lung fibro- 
blasts, 2722 
hepatic lipase, targeted inactivation of, 
mild dyslipidemia after, mice, 2974 
herpes simplex virus, cellular C1 factor is 
family of polypeptides, 4387 
Hesx1, sequence and expression, 3863 
hormone-inducible, DNA repair in, mouse 
cells, 3949 
human C-reactive protein, regulation in 
transgenic mice, 704 
human factor IX, intron I expression in, 
5276 
H-2K? class I, negative repression of, E1A-- 
dependent, 2327 
insulin-like growth factor I, salmon, acti- 
vation by hepatocyte nuclear factor 
I, 1068 
low affinity regulation, immunoglobulin 
G Fc receptor, 1350 
low density lipoprotein receptor, sterol 
regulation of, 1161 
MGDPF, cloning and characterization of, 
511 
Moco biosynthesis, Arabidopsis thaliana, 
6100 
paramyosin/minoparamyosin, in Drosoph- 
ila melanogaster, 4375 
primary response, UBF is product of, 
4209 
RIB5, encoding, riboflavin biosynthesis, 
437 
S-adenosylmethionine decarboxylase, am- 
plification, Chinese hamster ovary 
cells, 2124 
sodium-hydrogen exchanger, activation 
by transcription factor AP-2, 1375 
transcription 
hypoxia-inducible factor I, 1230 
B,-adrenergic receptor, rat, 157 
tryptophan hydroxylase, splicing com- 
plexity in, 3748 
VCAM-1, promoter activity, control dur- 
ing neural differentiation, 3710 
230-kDa bullous pemphigoid antigen 
gene, IFN-y-mediated inactivation 
of transcription, 392 
Gene splicing 
alternative, central cannabinoid receptor 
resulting from, 3726 
vertebrate, exon recognition in, 2411 
5’-untranslated region, human trypto- 
phan hydroxylase gene, 3748 
Gene structure 
murine N-methyl D-aspartate receptor 
subunit NR2C, 41 
Gene switching 
y- to B-globin, erythroid Kruppel-like fac- 
tor role in, 1955 
Genetic engineering 
chloroplast D1 and D2 polypeptides, 225 
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Gene transcription 
cardiac, adenovirus E1A repression of, 
ventricular myocytes, 7791 
Kv1.5 channel, depolarization inhibition 
of, 6036 
metabolic regulation of, mammals, mini- 
review, 23235 
mitochondrial uncoupling protein, reti- 
noic acid activation of, 5666 
okadaic acid effects, cortical astrocytes, 
5994 
Gene 4 helicase/primase 
bacteriophage T7, domain required for 
formation of active hexamer, 20215 
Gene 32 
proteins of bacteriophage T4, functional 
interactions, 2614 
Gene 41 
proteins of bacteriophage T4, functional 
interactions, 2614 
Gene 59 
proteins of bacteriophage T4, functional 
interactions, 2614 
Genistein 
effects on de-N-acetyl-ganglioside expres- 
sion, human melanoma cells, 2921 
Genomes 
circular structures in retroviral and cel- 
lular, 23570 
Genomic library 
of clones with poly(dG-Da)-poly(dT-De) 
tracts, triplex DNA,Magnesium 
ion-dependent affinity capture, hu- 
man, 9258 
Genotoxic stress 
cellular response to, role of MAP-kinase 
phosphatase during, 8377 
Geranylgeranylation 
deficient Ram/Rab27, in choroideremia, 
24420 
Geranylgerany! diphosphate 
cyclization to taxa-4(5),11(12)-diene is 
committed step in biosynthesis of 
taxol, 8686 
Geranylgerany] diphosphate synthase 
BTS1 encodes, Saccharomyces cerevisiae, 
21793 
Geranylgeranyltransferase I inhibitor 
disruption of oncogene k-Ras4B process- 
ing and signaling by potent, 26770 
Geranylgeranyltransferase type I 
and protein farnesyltransferase, inhibi- 
tion by photoreactive analogues of 
prenyl diphosphates, 19035 
Germ cells 
male mouse, copper-zinc SOD-1 expres- 
sion in, 236 
G/F motif 
DnaJ chaperone, activation of substrate 
binding, DnaK chaperone, 2139 
GBy 
binding to G protein-gated potassium 
channel Ixacp, 29059 
GBy-mediated crosstalk 
primary lung alveolar cell cultures, 7427 
Gz, subunits 
mediation of MAP kinase activation by 
insulin-like growth factor I recep- 
tor, 16495 
Gy 
expression, olfactory neurogenesis, 6757 
GH, cells 
cell surface binding proteins in, type I 
and II receptors expression, 770 
GHS3 cells 
specific expression of Kv1.5 gene, 27788 
GH3 pituitary tumor cells 
heteromeric receptor complexes, for 
TGF-8 and activin-A, 765 


MAP kinase activation mediated by G, 
and, 17148 

selective coupling of prostaglandin E re- 
ceptor EP3D, through residues of 
seventh transmembrane domain, 
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16122 
G,a and G,a subunits 
differential coupling to adenyly] cyclase, 
muscarinic receptors m2 and m4, 
16070 
Giardia lamblia 
novel cyst wall protein with leucine-rich 
repeats, 29307 
purification of surface protein, character- 
ization of its metal binding proper- 
ties, 13807 
Gibberella fujikuroi 
biosynthesis gibberellin in gib mutants 
of, 14970 
Gibberellin 
biosynthesis in gib mutants of Gibberella 
fujikuroi, 14970 
Gicerin 
expression and functional analysis of 
novel, 28681 
G,-coupled receptor 
signaling, cellular expression of,Pleck- 
strin homology domain, 12984 
GIRK1 channel 
inward rectifier, desensitization of, 589 
Gaj, 
dominant negative mutant of, functional 
analysis, 4037 
G,s-protein 
heterotrimeric, autophagy in colon cancer 
cell line HT-29, 13 
Glandular intermediate filaments 
70-kDa heat shock protein association 
with, 915 
Glial cells 
ATP-dependent inward rectifier potas- 
sium channel, novel, expression in, 
16339 
Glioma cells 
C6-2B, calcium inhibition of cAMP syn- 
thesis, 1149 
C6 Glioma cells 
hypoxia induced transcriptional activa- 
tion of vascular endothelial growth 
factor in, 19761 
Gln*™-Gin*”? 
novel structural motif, integrin B,< cyto- 
plasmic domain regulates cell pro- 
liferation, 24666 
y-Globin 
and ¢-globin CCAAT boxes, differential 
binding of NFE3 and CP1/NFY 
transcription factors to, 21934 
e-Globin 
and y-globin CCAAT boxes, differential 
binding of NFE3 and CP1/NFY 
transcription factors to, 21934 
B-Globin cluster 
human, trimethylpsoralen binding de- 
tects DNA structural alterations 
associated with transcribing re- 
gions in, 28978 
a-Globin enhancer HS-40 
human, role of in vivo footprinted DNA 
motifs, 8501 
y-Globin gene 
human, novel regulatory elements in 5’ 
untranslated region of, 12892 
a-Globin gene 
rabbit, flanking and intragenic sequences 
and, 3965 
B-Globin gene locus 
human, conservation and periodicity of 
DNA bend sites in, 12439 
a-Globin gene promoter 
role of nuclear factor I in organization of, 
19643 
y Globin genes 
human, intramolecular triplex, point mu- 
tations associated with hereditary 
persistance of fetal hemoglobin, 
24556 
Globin gene switching 
erythroid Kruppel-like factor role in, 
1955 
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B Globin IVS2 
human, nuclear factor binding sites in, 
28448 
B™”-Globin promoter 
erythropoietin-induced transcription at, 
6619 
B-Globin promoter 
human, functional initiator element in, 


Glomerular mesangial cells 
constitutive expression of matrix metallo- 
proteinase 2, 18786 
Glomerulonephritis 
experimental, tyrosine kinase inhibitors 
and cyclooxygenase expression, 
5418 
GLT-1 
sodium + potassium coupled glutamate 
transporter, glutamate 404 in- 
volved in substrate discrimination 
of, rat brain, 17093 
Glucagon 
(Fluorescein-Trp”*], interaction of human 
glucogon receptor with, 26466 
proteolysis by membrane associated 
cathepsins B and D, endosomes, 
hepatic, 15798 
receptor binding domains, 7474 
Glucagon gene 
insulin-response element of, islet-specific 
protein interaction with, 3039 
upstream promoter element of, pancre- 
atic alpha cell-specific expression, 


Glucagon-like peptide-1 
insulinotropic hormone, activation of 
cAMP-regulated calcium signaling 
pathway by, pancreatic £-cells, 
17749 
Glucagon receptor 
human, interaction of [fluorescein-Trp”*] 
glucogon with, 26466 
mRNA, regulation by glucose and cAMP, 
rat hepatocytes, 15853 
rat, characterization of deletion and trun- 
cation mutants, 27720 
B-Glucan 
(1-3), chitin and, linkage between, 1170 
serine protease zymogen sensitive to, 
horseshoe crab, 892 
1,3-B-Glucanases 
barley, subsite mapping of catalytic 
amino acids in substrate binding 
region of, 14556 
B-Glucan binding proteins 
serine protease zymogen heterodimer 
with similarities to (correction to 
1994 article), 986 
B-Glucanases 
barley, tetrad of ionizable amino acids for 
catalysis in, 8093 
Glucocorticoid-attenuated response genes 
encode new C-X-C chemokine, 16756 
Glucocorticoid modulatory element 
novel heteromeric complex binding to, 
tyrosine aminotransferase gene, 
21893 
Glucocorticoid receptor 
complex with hsp90, hsp foldosome and 
p23 required for, 18841 
function, cell cycle regulation of, 3359 
gene activation by, role of acidic and 
phosphorylated residues, 17535 
ligand binding disrupted by hsp90 mu- 
tants which destabilize aporeceptor 
complexes, 29433 
untransformed, immunophilins CyP-40 
and hsp56 form cytosolic hetero- 
complexes with, 20479 
Glucocorticoid receptor-interacting protein 
novel, stimulates receptor-dependent 
transcription in vitro, 30755 
Glucocorticoids 
genes induced by, fetal rat lung fibro- 
blasts, 2722 
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increase osteopontin expression in car- 
diac myocytes and microvascular 
endothelial cells, 28471 
negative transcriptional regulation of in- 
terferon y promoter by, c-Jun mu- 
tants, 12548 
role of cis-acting element in cytochrome 
P450 3A gene, synergistic induc- 
tion by antiglucocorticoids and, 
28917 
tight junction formation and growth sup- 
pression stimulated by, TGF-f ab- 
rogation of, 6505 
Glucokinase 
B-cell, human, 9939 
novel, ADP-dependent, purification and 
characterization, Pyrococcus furio- 
sus, 30453 
Glucokinase gene 
mouse, model for maturity-onset diabe- 
tes, 21464 
pancreatic B-cell-specific, targeted disrup- 
tion of, 30253 
Gluconeogenesis 
calculations for, mass isotopomer distri- 
bution analysis, 14464 
citric acid cycle and, modeling of, isoto- 
pomer distribution analysis of in- 
termediates by, 10037 
glucuronidation and, liver, 21715 
hepatic, relative to citric acid cycle activ- 
ity, 1509 
intrahepatic triose phosphate flux and, 
response to fasting and substrate 
loads, 14452 
isotopomer analysis of, citric acid cycle 
and, rat liver, 10027 
mass isotopomer distribution analysis of 
glucose in, 19806 
Gluconeogenic rat hepatoma cells 
adenovirus-mediated overexpression of 
6-phosphofructo-2-kinase/fructose- 
2,6-bisphosphatase, 24229 
a-D-Glucopyranosy! fluoride 
hydrolysis of, transition state structures 
for (correction to 1994 article), 
5686 
Glucosamine 
N-unsubstituted units in heparan sulfate, 
31303 
Glucosamine residues 
in endothelial heparin sulfate proteogly- 
cans, L-selectin binding, 12012 
Glucosaminyli itol 
derivatives, inhibition of phosphatidyli- 
nositol phospholipase C, 2517 





Glucose 

catabolism, type II hexokinase promoter 
involvement in, hepatoma cell line 
AS-30D, 16918 

FBP 1 gene promoter, analysis of positive 
elements sensitive to, inSaccharo- 
myces cerevisiae, 12832 

glucagon receptor mRNA, regulation by 
cAMP and, rat hepatocytes, 15853 

insulin stimulation of utilization, not in- 
hibited by MAP kinase kinase, 
20801 

mass isotopomer distribution analysis of, 
in gluconeogenesis, 19806 

metabolism, phosphatidylinositol 3’-ki- 
nase and, 3442 

modulates y-aminobutyric acid release 
from pancreatic BTC6 cell line, 
30286 

regulatory role of CD38 in insulin secre- 
tion by, in pancreatic B cells, 
30045 

stimulation, MAK kinase, £-cell line, 
7882 

transport 

okadaic effects, rat adipocytes, 3938 
skeletal muscle, transgenic mice, 1679 
Glucose/glactose receptor 
sugar recognition by, 9978 








SUBJECT INDEX 


Glucose metabolism 
in periportal and pericentral hepatocytes, 
mass and positional isotopomer 
analysis of, 28062 
Glucose phosphotransferase 
characterization of fusion protein com- 
prising four subunits of, Esche- 
richia coli, 18285 
Glucose phosphotransferase system 
multidomain fusion protein comprising 
four subunits of, Escherichia coli, 
18295 
Glucose pool 
membrane exchangeable, in functioning 
hosphatase, rat liver 





of gl uci 6 


microsomes, 21098 
Glucose response complex 
L-type pyruvate kinase gene promoter, 
2640 


Glucose transport 
glucose 6-phosphate hydrolysis and, rat 
liver microsomes, 21092 
sodium-coupled, regulation in LLC-PK, 
cells, 23996 
thiophosphotyrosine peptide activation of 
phosphatidylinositol 3-kinase, ef- 
fect on, 3T3-L1 adipocytes, 26000 
Glucose transporter 
binding of 70-kDa cytosolic protein to, rat 
adipocytes, 7869 
Glucose transporters 
exercise-sensitive, identification and 
characterization of, skeletal mus- 
cle, 27584 
Glucose transporter-1 
hypoxia and mitochondrial inhibitors reg- 
ulate expression via cis-acting se- 
quences, 29083 
Glucose transport system 
effects of brefeldin A on, rat adipocytes, 
30199 
Glucose trimming 
unique expression of major histocompati- 
bility complex class I proteins in 
the absence of calnexin association 
and, 29025 
Glucose-6-phosphatase 
human, structure function and analysis 
of, 11882 
membrane exchangeable glucose pool in 
functioning of, rat liver micro- 
somes, 21098 
Glucose 6-phosphate 
hydrolysis and glucose transport, rat 
liver microsomes, 21092 
Glucosidase 
deficient cell lines, calnexin fails to asso- 
ciate with substrate proteins in, 
26060 
a-Glucosidase 
yeast,2-deoxy-2,2-difluoro-a-glycosides 
new class of inhibitors of human 
pancreatic a-amylase and, 26778 
B-Glucosidase 
barley seed, biochemical and molecular 
characterization of, 15789 
B-Glucosidases 
construction of chimeric forms, 21928 
Glucosylceramide 
nondegradable analogs, direct glycoslya- 
tion of, in SHSY5Y cells, 21271 
phosphatidylinositol and, different bind- 
ing mechanisms for, surfactant 
protein D, 14725 
Glucosylceramide synthase 
inhibitor of, cell cycle arrest induced by, 
2859 
Glucuronate 2-O-sulfate 
porcine heparin tetrasaccharides contain- 
ing, 8696 
B-Glucuronidase propeptide 
contains serpin-like octomer, complex 
with egasyn esterase, retention in 
endoplasmic reticulum, 11912 
Glucuronidation 





J. Biol. Chem., Vol. 270, 1995 


gluconeogenesis and, liver, 21715 
Glutamate 
conserved, responsible for ion selectivity 
and pH dependence of mammalian 
anion exchangers AE1 and AE2, 
28751 
long-lasting changes in calcium oscilla- 
tions, response to, astrocytes, 
15203 
pathways of labeling, perfused rat heart, 
7999 
L-Glutamate decarboxylase 
brain, regulation of, 6464 
Glutamate dehydrogenase 
steady state activity measured by °N 
NMR, in rat brain, 24805 
Glutamate injury 
13-mer peptide of brain injury-derived 
protein, supports neuronal survival 
and rescues neurons from, 29067 
Glutamate transporter 
differential modulation of, arachidonic 
acid and, 6433 
high affinity, electrogenic properties of 
epithelial and neuronal, 16561 
L-Glutamate transporter 
presence in microvesicles, bovine pineal 
gland, 22314 
Glutamate transporter GLAST-1 
high affinity sodium dependent, func- 
tional analysis of by site directed 
mutagenesis, 25207 
Glutamate transporter GLT-1 
existance of two neurotransmitter-bound 
states demonstrated by conforma- 
tional changes, 17017 
Glutamate transporters 
human, ion fluxes and substrate binding 
domains of, 17668 
Glutamate uptake 
inhibition by arachidonic acid, 9890 
Glutamate 199 
role of, in C5a receptor ligand binding, 
16625 
Glutamate 404 
involved in substrate discrimination of 
GLT-1, rat brain, 17093 
Glutamic acid decarboxylase 
two isoforms of, targeting to intracellular 
organelles, 2241 
Glutamic acid residues 
and stability of two stranded a helical 
coiled-coils, effects of interhelical 
electrostatic repulsions, 25495 
Glutamic acid 23 
catalytic residue, in T4 endonuclease V, 
2652 
Glutamic acid 98 
identified as active site nucleophile, nu- 
cleoside 2-deoxyribosyltransferase, 
15551 
Glutamic acid 204 
terminal proton release group, extracellu- 
lar surface of bacteriorhodopsin, 
27122 
Glutamic acid 327 
substitution, a1 isoform of sodium-potas- 
sium-ATPase, sheep, 2993 
Glutamic acid 988 
of human poly-ADP-ribose polymerase, 
role in polymer formation, 3247 
Glutaminase 
renal mitochondrial precursor, rat, N- 
terminal 118 amino acids in proc- 
essing of, 1191 
Glutamine 
hydrolysis function of human GMP syn- 
thetase, 23450 
Glutamine ph ph ibosylpyr ph ph t 
amidotransferase 
1-a-pyrophosphory]-2-a,3-a-dihydroxy-4- 
B-cyclopentane-methanol-5-phos- 
phate and, 17394 
Glutamines 
adjacent N-terminal, active in transglu- 





31509 


taminase,-catalyzed modification 
of BM-40, 23415 
Glutamine synthetase 
spatio-temporal control of expression in 
liver mediated by its 5’-enhancer, 
28251 
Glutamine synthetase III 
ADP-ribosylation, Rhizobium meliloti, 
1624 
e-(y-Glutamy])lysyl cross-linking site 
transglutaminase modified human plas- 
minogen, location of, 17929 
y-Glutamy] transpeptidase 
chemical modification of active site in, 
12476 
human 
catalytic role of serine-451 and serine- 
452 in, 22223 
mutants of, conserved aspartate resi- 
dues and unique cysteine residue, 
light subunit, 12471 
y-Glutamy] transpeptidase type III RNA 
sixth promoter directing transcription of, 
mouse, 13711 
Glutamyl-tRNA synthetase 
zinc-binding site located in aceptor-bind- 
ing domain, Escherichia coli, 
15162 
Glutaredoxin 
oxidative folding and, reduced ribonucle- 
ase A, 7822 
role in DNA precursor biosynthesis, 
27415 
Glutaredoxin-like protein 
purification, cloning and expression, hy- 
perthermophilic archaeon Pyrococ- 
cus furiosus, 5748 
Glutathione 
heme degradation in presence of, 24876 
independent N-Acetylcysteine promoted 
survival of PC12 cells, transcrip- 
tion dependent, 26827 
prostaglandin D synthase independent 
from, brain, cysteine residues and, 
1422 
reduced, mitochondrial carrier, distinct 
from sinusoidal and canalicular 
transporters for, 15946 
Glutathione-dependent folding 
glutaredoxin acceleration of, reduced ri- 
bonuclease A, 7822 
Glutathione peroxidase 
inactivation by nitric oxide, 21035 
mRNA, human cellular, RNA binding 
proteins recognize selenocysteine 
insertion sequence of, 30448 
selenium independent, expression and 
properties, Brugia pahangi, 18313 
Glutathione reductase gene 
cloning, sequence and regulation of, 
Anabaena PCC 7120, 22882 
Glutathione S-conjugates 
canalicular transport mechanisms for, 


Glutathione S-transferase 
activity of testicular protein, extracellu- 
lar in seminiferous tubules, 15675 
Glutathione S-transferase 
function, molecular genetic approach for 
identification of, 99 
Glutathione S-transferase B gene promoter 
silencer element interacts with CCAAT/ 
enhancer-binding proteins a and f, 
hepatocarcinogenesis, 31288 
Glutathione S-transferase D21 mRNA 
pentobarbital-induced changes in stabil- 
ity of, Drosophila, 13819 
Glutathione S-transferase 7 gene 
decreased expression of, in human cancer 
cell lines resistant to buthionine 
sulfoximine, 19451 
Glutathione S-transferase 3-3 
rat, monobromobimane as affinity label 
for xenobiotic binding site of, 
21875 
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Glutathione transferase P1-—1 
site-directed mutagenesis of, 1243, 1249 
Glutathione transferase 8-8 
rat, with alkene substrates, activity de- 
pendent on glycine residue in ac- 
tive site, 29705 
Glutathionylspermidine 
metabolism in, Escherichia coli, 14031 
GLUTI1 
insulin-dependent biosynthesis of GLUT3 
and, L6 muscle cells, 24678 
insulin induction of expression, SHPTP2 
signaling, 12965 
modulation of intrinsic activity by inhibi- 
tion of oxidative phosphorylation, 
clone 9 cells, 21772 
processing and turnover, nutrient con- 
trol, 3T3-L1 adipocytes, 12094 
GLUT3 
insulin-dependent biosynthesis of GLUT1 
and, L6 muscle cells, 24678 
GLUT4 
insulin induction of translocaton, 
SHPTP2 signaling, 12965 
insulin-stimulated translocation, medi- 
ated by divergent intracellular sig- 
naling pathway, 27991 
recycling, okadaic acid effects, rat adipo- 
cytes, 3938 
recycling pathway, exocytosis and endo- 
cytosis, rat adipocytes, 11489 
GLUT4 gene promoter 
transcriptional regulation in diabetic 
transgenic mice, 23491 
GLut4 glucose transporter 
overexpression of, skeletal muscle glucose 
transport and, transgenic mice, 
1679 
Glut4 vesicles 
novel insulin-regulated membrane 
aminopeptidase 
characterization from, 23612 
characterization from (correction), 
30236 
Glu-43(B) 
quinary interactions of, polymerization of 
hemoglobin S, 19259 
Glu-96 
essential for high affinity receptor bind- 
ing, basic fibroblast growth factor, 
21869 
GlyCAM-1 
biosynthesis of, a ligand for L-Selectin, 
22614 
structure of O-glycans, endothelial ligand 
for L-selectin, 12035 
Glycan phosphatidylinositol 
linkage, intestinal alkaline phosphatase 
isoforms, role in membrane bind- 
ing, rat, 11935 
Glycans 
requirements, GPI-PLC, from Trypano- 
soma brucei, 2517 
sulfated stimulate endocytosis of cellular 
isoform of prion protein PrP© 
30221 
N-Glycans 
calnexin recognition of, class 1 MHC mol- 
ecules, 3944 
modulation of in vivo and in vitro thyroid 
hormone synthesis, 29881 
O-Glycans 
cercarial glycocalyx, unique multifucosy- 
lated motif repeating unit in, 
Schistosoma mansoni, 17114 
structural analysis ofFlavobacterium me- 
ningosepticum, 13197 
structure in GlyCAM-1, endothelial li- 
gand for L-selectin, 12035 
Glycation reaction 
of amino acids by methylglyoxal, free 
radicals generated during, 28228 
Glyceraldehyde-3-phosphate dehydrogenase 
NAD* binding region, 2755 
promoter hyperactivity, obese rat adipo- 
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, 1102 
Glyceraldehyde-3-phosphate ferredoxin 
oxidoreductase 
glycolytic role of, Pryococcus furiosus, 
8389 


Glycerol-3-phosphate 
acyltransferase promoter, mitochondrial, 
murine, 1416 
Glycine betaine 
osmotically regulated, OpuA, binding 
protein-dependent transport sys- 
tem for, Bacillus subtilis, 16701 
Glycine receptor agonist transduction 
mechanism 
picrotoxin conversion from antagonist to 
allosteric potentiator, 13799 
Glycines 
mutated di-glycine in bilirubin transfer- 
ase, Crigler-Najjar type I patient, 
3284 
residue in active site, rat glutathione 
transferase 8—8 with alkene sub- 
strates activity dependent on, 
29705 
Glycine 1 
yB-crystallin glycation, role of lysine 2 
and, bovine, 20781 
Glycine 122 
magnesium ion cooperativity and bind- 
ing, porcine fructose-1,6-bisphos- 
phatase, 54 
Glycine 185 
mutation to valine, ATPase function of 
P-glycoprotein and, Sf9 cells, 6686 
Glycoaldehyde 
glyoxal and, mechanism of protein modi- 
fication by, 10017 
Glycoconjugate receptors 
P-fimbriated Escherichia coli in mouse, 
model of urinary tract infection, 
9017 
Glycoconjugates 
mouse milk, remodeling of, by transgenic 
expression of human glycosyltrans- 
ferase, 29515 
Glycodelin 
human, structural analysis of oligosac- 
charides from, 24116 
Glycoforms 
plasminogen, activation by tissue plas- 
minogen activator variants, 3261 
Glycogen 
turnover in isolated working heart, rat, 
9234 
Glycogen/glucose 1-phosphate cycle 
hepatocytes, fasted rats, 19351 
Glycogenin 
additional catalytic activities of, 15315 
Glycogen phosphorylase gene 
effect of streptozotocin-induced diabetes 
and insulin supplementation on 
expression of, rat liver, 24955 
Glycogen phosphorylases 
chimeric muscle and brain, differential 
activation of, 13748 
interaction with sarcoplasmic reticulum 
membranes, 11998 
yeast, mechanism of regulation, 26833 
Glycogen synthase 
control of, by phosphorylation of sites 3a 
and 3b, rabbit muscle, 12491 
Ras-independent and Wortmannin-sensi- 
tive activation of, insulin by, Chi- 
nese hamster ovary cells, 11304 
upstream mechanism of, activation by 
insulin, 2729 
Glycogen synthase kinase-3 
inactivation of, epidermal growth factor, 
NIH/3T3 cells, 987 
Glycolysis 
ATP utilization and, adenylate kinase- 
catalyzed phosphoryl transfer cou- 
ples, intact muscle, 7311 
defective and calcium signaling, implica- 
tion in impaired insulin secretion, 
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transgenic mouse, 28688 
Glycolytic genes 
yeast RNA polymerase II, partial trunca- 
tion of C-terminal domain reduces 
expression of, 31255 
Glycolytic pathway 
biochemical mechanisms, characteriza- 
tion by site specific isotope frac- 
tionation, 16023 
Glycopeptides 
from hydroxyproline-rich plant cell wall, 
tandem mass spectrometry, 2541 
Glycophorin A 
role of oligosaccharides in protection of 
K562 cells from natural killer cell 
attack, 26970 
Glycophorin C 
protein 4.1 binding interface on, identifi- 
cation, 715 
Glycophosphatidylinositol-anchored protein 
proprotein convertase encoded by YAP3 
is a, yeast, 20847 
Glycoprotein hormone 
interaction between human chorionic go- 
nadotropin and lutropin receptor, 
model for signal transduction, 
20020 
Glycoproteins 
apical endosomal, intestinal epithelial 
cells, rat, 1583 
B2-glycoprotein I, associated with very 
rapidly cleared liposomes, role in 
immune clearance of non-self par- 
ticles, 25845 
cytosolic, Dictyostelium, 3022 
envelope, role of in HIV-1 virus infection, 
minireview, 23883 
glycosylphosphatidylinositol membrane- 
anchored, Trypanosoma cruzi Y- 
strain, 7241 
nuclear, mitotic phosphorylation of, 254 
P-glycoprotein 
ATPase function of, mutation of glycine 
185 to valine and, 6686 
cysteine-less mutant of, membrane to- 
pology, 843 
drug binding sites in, 5441 
sequences, membrane orientations, 
1742 
transport, clathrin-coated vesicles in, cell 
surface to Golgi complex, 665 
unfolded, recognition of, calnexin binding 
of oligosaccharide and, 4697 
Iba 
association with, expression of glyco- 
protein V, cell surface, 16302 
tyrosine residues of, roles in binding of 
von Willebrand factor and 
a-thrombin, 9571 
Ib-IX, interaction with platelet glycopro- 
tein V, regulates expression of gly- 
coproteins, transfected melanoma 
cells, 14693 
V, platelet expression, association with 
GP Iba on cell surface, 16302 
VI, platelet membrane, cAMP-insensitive 
activation of Syk and c-Sre protein- 
tyrosine kinase through, 28029 
55-kDa 
binding of lipopolysaccharide, LPS-de- 
pendent response and, 1382 
soluble CD14, lipopolysaccharide bind- 
ing site on, 5213, 5219 
116-kDa tyrosine phosphorylated, CD45 
specifically associated with, 2313 
120, helical epitope in C4 domain of, 
HIV, 23918 
Glycosaminoglycan 
novel 
core-like molecule I, identification of, 
9154 
core-like molecule II, identification of, 
9164 
unique dermatan sulfate-like, Ascidia 
nigra, 31027 
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Glycosaminoglycan-binding protein 
vertebrate homologue of Cdc37, 16198 
Glycosaminoglycans 
circulating plasma, effects of naroparcil, 
rabbit, 2662 
enzymic reconstruction, bovine testicular 
hyaluronidase, 3741 
sulfated, N-acetylgalactosamine transfer 
to carbohydrate-protein linkage 
region of, 22190 
Glycosphingolipid synthesis 
alters, 3’-azidothymidine inhibits glycosy- 
lation and, whole cells, 22836 
Glycosylase inhibitor protein 
uracil-DNA, secondary structure, 296 
Glycosylases 
DNA, catalytic mechanisms of, 19501 
Glycosylasparaginase 
post-translation processing of, disulfide 
bond involved in, Finnish-type 
AGU, 3212 
Glycosylated proteins 
expression of, thyrotropin receptor of 
baculovirus system, 1543 
Glycosylation 
connexin-43 inhibition of, induces forma- 
tion of open cell to cell channels, 
26581 
differential, and intracellular trafficking 
for long and short isoforms of d, 
dopamine receptor, 29819 
different patterns of, expression of hu- 
man thyrotropin in cell lines with 
different, 29378 
direct, of nondegradable glucosylceramide 
analogs, in SHSY5Y cells, 21271 
golgi, role of guanosine diphosphatase in 
regulation of, Saccharomyces cer- 
evisiae, 14564 
role in ligand binding, molecule CD2, 369 
3'-azidothymidine inhibits, and alters 
glycosphingolipid synthesis, whole 
cells, 22836 
N-Glycosylation 
of a subunit of human GM-CSF receptor 
essential for ligand binding and 
signal transduction, 24580 
effects of disulfide bond formation on, 
4797 
role 
in expression of human platelet-acti- 
vating factor receptor, 25178 
in targeting and activity of glycine 
transporter GLYT1, 9437 
sites, rat low affinity nerve growth factor 
receptor, 4594 
O-Glycosylation 
of secreted proteins, Flavobacterium me- 
ningosepticum, 13192 
Glycosylation sequon 
potassium channel structure and func- 
tion as reported by a, 15336 
Glycosylation sites 
keratin 18, human, identification and 
analysis of, 11820 
required for receptor binding, rat lutein- 
izing hormone receptor, 21722 
Glycosylphosphatidylinositol 
addition to protein involves a transami- 
dase, 19576 
biosynthesis of side chain of, role of man- 
nosyltransferases, endoplasmic re- 
ticulum and Golgi apparatus, 
19709 
Glycosylphosphatidylinositol-anchored 
isoforms 
chondroitin sulfate proteoglycan, brevi- 
can, occurs as secreted and cell 
surface, 27206 
Glycosylphosphatidylinositol-anchored mu- 
cin-like sialic acid acceptors 
lipid structure changes during differenti- 
ation, Trypanosoma cruzi, 27244 
Glycosylphosphatidylinositol-anchored 
protein 
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intracellular trafficking of, MDCK cells, 
3641 
Glycosyl-phosphatidylinositol anchors 
renal membrane dipeptidase, structure 
of, 22946 
Glycosylphosphatidylinositol membrane- 
anchored glycoproteins 
Y-strain Trypanosoma cruzi, 7241 
hatidylinositol phospholipase 
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glycan requir ts of, Tryp 
brucei, 2517 
Glycosylphosphatidylinositols 
in plasma membrane of MDCK cells, 
24150 
Glycosy! transfer 
coupling of steps for, ganglioside synthe- 
sis, Golgi membranes, neural ret- 
ina cells, 20207 
Glycosyltransferase 
human, remodeling of mouse milk glyco- 
conjugates by transgenic expres- 
sion of, 29515 
Glycosyltransferases 
localization, liver Golgi, rat, 756 
Glycyl radical 
anaerobic ribonucleotide reductase, gen- 
eration of, 2443 
Glycyl-tRNA synthetase 
primary structure of, Bombyx mori (cor- 
rection to 1993 article), 12948 
Glyoxal 
glycoaldehyde and, mechanism of protein 
modification by, 10017 
Glyoxalase I 
catalytic loop, 12957 
GM-CSF. see Granulocyte macrophage colo- 
ny-stimulating factor 
GM-CSFR 8, chain 
JAK2 protein kinase, amino terminus, 
role in binding and phosphoryla- 
tion of, 13814 
GMP synthetase 
biochemical characterization of, 7347 
human, glutamine hydrolysis function, 
23450 
GM1 ganglioside 
action, neurotrophin receptors and, apop- 
totic neuronal death, 3074 
Gye Activator protein 
human, Gyo epitope recognizes N-acetyl- 
neuraminic acid, 24246 
Goldfish 
kainate receptors, transmembrane topol- 
ogy, 2000 
Wap65, warm temperature acclimation- 
related 65 kDa protein, expression 
in, 17087 
Golgi 
association necessary for synthesis of ni- 
tric oxide, endothelial nitric oxide 
synthase, 17641 
glycosylation, role of guanosine diphos- 
phatase in regulation of, Saccharo- 
myces cerevisiae, 14564 
retention of B-1,4-Galactsyltransferase, 
mechanism, 12170 
ricin A-chain translocation into proteoli- 
posomes reconstituted from endo- 
plasmic reticulum and, 23720 
Golgi apparatus 
cholera toxin internalization to and ele- 
vation of cyclic AMP, inhibition by 
cationic amphiphilic drugs, 12117 
to endoplasmic reticulum, Brefeldin A-in- 
duced retrograde transport de- 
pends on calcium sequestered to 
intracellular stores, 25960 
role of mannosyltransferases in biosyn- 
thesis of side chain of glyco- 
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sylphosp y 
mic reticulum and, 19709 
Golgi complex 
developmental induction of, primitive eu- 
karyote Giardia lamblia, 4612 
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glycoprotein transport to, clathrin-coated 
vesicles and, 665 

glycosyltransferase localization, rat liver, 
756 


localization in yeast, membrane anchor 
region, liver sialyltransferase and, 


membrane binding, clathrin recruitment 
and, AP-1 adaptor complex re- 
quired for, 4933 
neural cells, 19-kDA protein expressed 
in, 1888 
oligomerization of mouse hepatitis virus 
M protein occurs in, 8815 
ricin cytotoxcity involves receptor recy- 
cling between endoplasmic reticu- 
lum and, 20078 
Golgi complex protein 
novel, golgin-245 containing a granin sig- 
nature, 31262 
Pre-Golgi intermediate vesicles 
Hsp47 and cyclophilin B cross endoplas- 
mic reticulum with procollagen 
into, 18323 
Golgi membranes 4 
coupling of glycosyl tramsfer steps for 
ganglioside synthesis, neural ret- 
ina cells, 20207 
Golgin-245 
novel, Golgi complex protein containing a 
granin signature, 31262 
Golgi secretory vesicles 
formation of, containing B-amyloid pre- 
cursor protein, 23243 
Gonadotropin-releasing hormone 
cleavage of, archaebacterial and eukary- 
otic proteasomes prefer different 
sites, 11029 
Gonadotropin-releasing hormone receptor 
locus in, differentiates agonist and antag- 
onist binding sites, 18853 
mutations in second intracellular loop 
affect signal transduction and in- 
ternalization, 22820 
Goodpasture antigen 
phosphorylation by protein kinase A, 
13254 
GPAT/AIRC 
bidirectional promoter, purine nucleotide 
synthesis and, chicken, 2403 
GPI anchoring mutants, gpi2,gpi3 
N-Acetylglucosaminyl phosphatidylinosi- 
tol, synthesis of, 13029 
GPI-PLC. see Glycosylphosphatidylinositol 
phospholipase C 
G Protein 
control of phospholipase C in Drosophila 
photoreceptor, 12623 
coupled chemoattractant receptors 
regulate Lyn tyrosine kinase-Shc 
adapter protein signaling com- 
plexes, 19969 
regulate Lyn tyrosine kinase-Shc 
dapter protein signaling com- 
plexes (correction), 24622 
ysubunit, interaction with receptor re- 
quires specific type of prenyl 
group, 25356 
y subunit, requirements for dimerization 
with B subunits, 15892 
heterotrimeric, regulated interaction with 
caveolin, 15693 
multiple, a; adenosine receptor, regula- 
tion and interaction with, rat, 
16895 
pertussis toxin sensitive, participation in 
mitogenic signaling pathway of 
sphingosine 1-phosphate, 10272 
regulation of sodium/hydrogen antiporter, 
oocytes, Xenopus laevis, 17898 
specificity of human endothelin receptors, 
structural basis of, 10072 
a subunit, truncated forms of novel yeast 
protein suppresses lethal defi- 
ciency of, by B subunit interaction, 








31512 


25435 

B subunit, truncated forms of novel yeast 
protein suppresses letha! a subunit 
deficiency by interaction with, 
25435 


B subunits, requirements for dimeriza- 
tion with y subunits, 15892 

al-adrenergic receptor sequences re- 
quired for activation of Gaq sub- 
units, 9828 

G protein 

coupled pathway, induction of NF-«B ac- 
tivation by platelet activation fac- 
tor through, 14928 

y subunit, cone photoreceptors, cloning 
and characterization of, 8495 

By subunit tranduces muscarinic receptor 
signal for calcium ion release, Xe- 
nopus oocytes, 30068 

hematopoietic-specific, Bj.-Adrenergic re- 
ceptor selective coupling to, 16008 

isolation of cDNA clones encoding 8 dif- 
ferent y subunits of, human, 21765 

N-formy! peptide receptors binding to, 
10686 

primary structure of y,. subunit and its 
phosphorylation by protein kinase 


G protein coupled potassium channel 
(GIRK1) 
epitope tagged, functional expression in 
mammalian cells, 14604 
G protein-coupled receptor kinase 
GRK2, formyl! peptide receptor phospho- 
rylation, 1130 
G-protein coupled receptors 
factors determining specificity of signal 
transduction by, 15269 
G protein-coupled receptors 
mutational analysis of transmembrane 
helices I and VII, 19532 
transforming, activation of JNK, 5620 
truncated forms of, plasma membrane 
localization, 18000 
G-protein-coupled receptors 
pleckstrin inhibition of phosphoinositide 
hydrolysis initiated by, 14485 
G protein y subunit 
discrete region conferring selectivity in 
By complex assembly, 8779 
specificity of prenylation of, influence by 
regions outside CAAX motif, 14835 
G-protein By subunits 
interaction with raf-1 protein kinase, 
14251 
G-protein Bysubunits 
MAP kinase activation by a-amino-3-hy- 
droxy-5-methyl-4-isoxazolepropi- 
onic acid via, rat cortical neurons, 
22783 
G-Protein G, 
in insulin secretory granules of B-cells, 
role in insulin exocytosis, 12869 
G-protein GTPase 
effector site that stimulates, in photore- 
ceptors, 14319 
G-protein a; » protooncogene transcription 
WT1 inhibition of, represses LLC-PK, 
cell growth, 30760 
G-protein-linked receptor 
transcripts bind B-Adrenergic receptor 
mRNA-binding protein, 12787 
G Proteins 
al-adrenergic receptor sequences re- 
quired for activation of Gaq sub- 
units, 9828 
G proteins 
absence of, signaling in Dictyostelium 
and, 5926 
agonist exposure, phosphorylation after, 
8217 
angiotensin II receptor inhibition and, 
NG108-15 cells, 1670 
chimeric a subunits, myristoylated, 
monoclonal antibody recognition of, 
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6436 

dominant negative mutant of Ga,. func- 
tional analysis, 4037 

y subunit, expression, olfactory neurogen- 
esis, 6757 

By subunit, regulation of platelet phos- 
phoinositide 3-kinase by, 6589 

Gy and Ga isoforms, bovine brain, 4189 

G, family, baculovirus-insect cell system, 
6246 

heteromeric, in vivo coupling of Insulin- 
like growth factor II/mannose 
6-phosphate receptor to, 29224 

heterotrimeric 

differential regulation of calcium re- 
lease-activated calcium influx by, 
29169 
interaction with small GTPase ARF, 

24564 

inhibitory, selective regulation of LexA- 
Pit-1 by, 7156 

ligand-dependent, coupling function of 
amyloid transmembrane precursor, 
4205 

mannose 6-phosphate/insulin-like growth 
factor II receptor, failure to inter- 
act with, 287 

muscarinic receptor coupling to, struc- 
ture-function of, 3141 

phospholipase C activated by, squid pho- 
toreceptors, 854 

receptor, for PTH and PTH-related pro- 
tein, endocytic signals, 151 

receptor kinases 2 and 3, lipid-mediated 
regulation of, 5742 

receptors, arrestin interactions with, 720 

recombinant, Sf9 cells, purification by 
hexahistidine tagging of subunits, 
1734 

specificity, a-y subunit interactions, 2946 

thrombin receptor coupled with, modifi- 
cations of, 8367 

TRH coupling to, Xenopus oocytes, 3554 

trimeric, lipid modifications of, 503 

tyrosine kinases and, effect of interaction 
on T cell receptor-CD3 mediated 
signaling, 30635 

G-proteins 

coupling, i3 loop junctions, 7405 

specificity of coupling to, alternative 
splicing of dopamine D2 receptor 
directs, 7354 

G protein a subunit 

novel, contains atypical guanine nucleo- 
tide binding domains, Lymnaea 
stagnalis neurons, 18804 





gp38k 
heparin-binding glycoprotein, differenti- 
ating vascular smooth muscle in, 
13076 
gp39 promoter 
human, transcriptional activation of, 
29624 
gp63 genes 
influence of intergenic regions, expres- 
sion of gp63 RNAase, Leishmania 
chagasi promastigotes, 12133 
Gp63 RNAase 
expression of, gp63 genes, influence of, 
intergenic regions, Leishmania 
chagasi promastigotes, 12133 
gp75 
TrkA immobilization of, high affinity 
nerve growth factor receptor com- 
plex, 2133 
gp9lphox 
as part of NADPH oxidase hydrogen 
channel, 5909 
gp91-phox gene 
interferon-y-induced transcription, 8267 
gp130 
activation, interleukin-6 mutations effect- 
ing, myeloma cells, 8158 
activation of Fes tyrosine kinase by, in- 
terleukin-6 family cytokine signal 
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transducer, 11037 
binding interface, interleukin 6 antago- 
nism by mutation in, soluble IL-6 
receptor a, 12242 
box 3 motif of, STAT protein activation 
and gene regulation via interleu- 
kin 6 response element, role of, 
14847 
human interleukin-6 composite binding 
site for, 31249 
and JAK2, association with Syp stimu- 
lated by interleukin-11, 3T3-L1 
mouse preadipocytes, 24826 
Gp130"813-6 
tumor cell surface antigen relationship 
with human and murine PC-1, 
9849 
gp130 signaling complex 
leukemia inhibitory factor and, cardiotro- 
pin-1, binding to, 10915 
gp160 
HIV-1 processing, essential host protease 
for, 3154 
gp180 
binds duck hepatitis B virus particles, 
ber of carboxypep- 
tidase gene family, 15022 





gp330 
apolipoprotein J 
endycytic receptor, 13070 
endycytic receptor (correction), 23234 


‘determination of coupling domains for, in 
angiotensin II receptor type 1, 
16677 
MAP kinase activation mediated by G; 
and, 17148 
G, pathway 
down-regulation, inositol trisphosphate 
receptor, 4840 
G-quadruplexes 
acid-facilitated supramolecular assembly 
in d(CGG), 23090 
Ga 
muscarinic acetylcholine receptor m3, 
single amino acid residues re- 
quired for selective activation of, 
17741 
Gramnzyme B 
inhibition by cowpox virus serpin cyto- 
kine response modifier A, 10377 
Granin signature 
golgin-245 containing, a novel Golgi com- 
plex protein, 31262 
Granulocyte-colony stimulating factor 
regulation of interleukin 8 receptors on 
polymorphonuclear leukocytes by 
lipopolysaccharide and, 28188 
Granulocyte colony-stimulating factor 
receptor 
ligand binding characteristics of BC do- 
main of cytokine receptor homolo- 
gous region of, 27845 
Granulocyte macrophage colony-stimulat- 
ing factor 
c-Cb1 stimulated tyrosine phosphoryla- 
tion by, human hematopoietic 
cells, 10800 
egr-1 transcriptional activation by, re- 
quires phosphorylation of CREB 
serine 133, 15979 
promoter, lactoferrin down-regulation by, 
in interleukin-1f-stimulated cells, 
12263 
Granulocyte macrophage-colony stimulat- 
ing factor 
replication of polyoma virus replicon, de- 
pendence on, hematopoietic cells, 
9615 
Granulocyte-macrophage colony-stimulat- 
ing factor 
induces transcriptional activation of 
egr-1, 30271 
phosphorylation induced by, Fes-related 
protein, 4950 
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receptor antagonist, mouse, rational de- 
sign, 2233 
recombinant antibodies, peptide design 
and, 6628 
Granulocyte/macrophage colony-stimulating 
factor 
new adapter protein links common f sub- 
unit of receptor for, to phosphati- 
dylinositol 3-kinase, 27817 
Granulocyte-macrophage colony-stimulat- 
ing factor receptor 
human, N-glycosylation of a subunit, 
24580 
Granulosa cell 
differentiation, sialyllactose-mediated cell 
interaction during, 7858 
Grb2 
disassembly of son-of-sevenless proteins 
from, 1485 
interaction with and p85 subunit of phos- 
phatidylinositol 3-kinase, 12774 
interaction with dystroglycan mediated 
by SH3 domain, 11711 
interaction with human Sosi and Sos2, 
18212 
interleukin-11 induces complex formation 
of Fyn, JAK2 and, in 3T3L1 cells, 
27999 
mediated association of phosphatidyli- 
nositol 3-kinase with stress-acti- 
vated protein kinase, stimulated 
by ionizing radiation, 18871 
SLP-76 associated with, T cells, 7029 
é-chain of T-cell antigen receptor and, 
induction of association of phos- 
phoproteins, role of T-cell antigen 
receptor ligation, 18428 
GRB-2 
epidermal growth factor receptor with 
mutation in transmembrane do- 
main, activates SHC and, 19557 
Grb-2 
regulation by FceR1, mast cell line 
RBL2H3, 9500 
Grb2/Ash 
SH3 domain of, binding by tyrosine phos- 
phorylated c-Cb1, human hemato- 
poietic cells, 10800 
Grb2 mutants 
induce reversal of transformed pheno- 
types, point mutation-activated 
HER2/Neu, rat, 30717 
Grb2/phospholipase C-yl-binding phospho- 
tyrosol protein 
T cell activation dependent on association 
with p58 subunit of PI-3-K, 20177 
Grb2-Sos complex 
Shc and novel 89-kDa component couple 
to, in cells stimulated by fibroblast 
growth factor-2, 23337 
Grb2-Sos complexes 
monocyte colony-stimulating factor stim- 
ulates binding of, phosphatidyli- 
nositol 3-kinase, human mono- 
cytes, 10380 
Grb10 
association with Ret receptor protein ty- 
rosine kinase, 21461 
GRK2 
phosphorylation by, formyl peptide recep- 
tor, 1130 
GroE 
assisted protein folding, efficiency in- 
creased by manganese ions, 28387 
GroE chaperonins 
interactions with rhodanese, 21517 
GroEL 
destabilized by binding of ADP, 28551 
different affinities for, refolding isozymes, 
1138 
Escherichia coli, substrate binding, hy- 
drophobic nature of, 1011 
GroES mediated reversal of preference 
from hydrophobic to hydrophilic 
amino acids, 10571 
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inactive monomers of, isolation and reas- 
sembly to functional tetradecam- 
ers, 22962 
kinetic analysis of interaction with re- 
duced a-lactalbumin, 19957 
monomeric variant of, inactive as molecu- 
lar chaperone, 20404 
GroEL chaperonin 
active, refolding and reassembly of, after 
denaturation, 22113 
GroEL,,4 
chaperonin complex, guanidinium desta- 
bilization of, 5388 
GroES 
reversal of GroEL preference from hydro- 
phobic to hydrophilic amino acids, 
10571 
GroES chaperonin 
C-terminal sequence required for oli- 
gomerization, 30268 
GroES, 
chaperonin complex, guanidinium desta- 
bilization of, 5388 
Group III Sre homology 2 domains 
single point mutation changes specificity 
to that of Group I SH2 domains, 
26029 
Growth 
cell, MIDA1 protein associated with Id 
regulates, 24818 
inhibition by prolactin receptor antago- 
nists, breast cancer cells, 13133 
regulation of tRNA gene transcription in 
yeast, in vitro evidence for, 28463 
signal transduction 
by human interleukin-2 receptor re- 
quires B chain tyrosines and non- 
tyrosine residues of y, chain, 
21729 
identification of interleukin-2 receptor 
B chain variable region required 
for, 22176 
thiamine pyrophosphokinase regulates 
thiamine metabolism, phosphate 
metabolism and mating, S. pombe, 
28457 
vascular smooth muscle, regulation by 
a,-adrenoreceptor subtypes, 30980 
Growth arrest 
induced by calcium pool depletion, novel 
calcium entry mechanism turned 
on during, 26790 
nerve growth factor induced, and induc- 
tion of p21Cip1 /WAF1 in NIH-3T3 
cells expressing TrkA, 30841 
Growth arrest homeobox gene 
expression, carotid artery, proliferative 
response to balloon injury, 5457 
Growth arrest pathway 
p21, activation of, and apoptosis by cyto- 
plasmic domain of integrin B, 
22673 
Growth arrest-specific gene 6 
Gas6 a product of, stimulates Sky recep- 
tor tyrosine kinase, 22681 
Growth factor 
activation of MAP kinase by serotonin 
and, antagonized by histamine, 
tracheal smooth muscle cells, 
19908 
elicited signals, nitric oxide action on, 
22277 
induced phosphorylation and activation 
of sodium/calcium exchanger, aor- 
tic smooth muscle, 8996 
polarity of responsiveness regulates tight 
junction dynamics in transformed 
mammary epithelial tumor cells, 
28223 
Raf-1 kinase stimulation of, inhibited by 
IP-10 and MIP-1a, hematopoietic 
cell line, 21998 
Growth factor receptor 
activated, Sre family of tyrosine kinases 
binding to, 9840 
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Growth factor receptors 
pleckstrin inhibition of phosphoinositide 
hydrolysis initiated by, 14485 
Growth factors 
C-terminal domains of sodium-hydrogen 
exchanger NHE3, role in stimula- 
tion/inhibition by protein kinases 
and, 13716 
differential regulation of sphingomyeli- 
nase and ceramidase activity by 
cytokines and, 23305 
effect on regulation of scavenger receptor 
activity, smooth muscle cells, 
21672 
EGF-like, epiregulin, 7495 
homologous desensitizaton of p21ras by 
insulin and, 23421 
skeletal, synthesis of insulin-like growth 
factor binding protein-5, regulation 
by, osteoblast cell culture, 10771 
Growth hormone 
activation, acute phase response factor/ 
Stat3 transcription factor, 3974 
activation of extracellular signal-regu- 
lated kinase/MAP kinase by, re- 
quires JAK2, Ras, and Raf, 30837 
agonist, produced by target mutagenesis 
at binding site 1, 16833 
antagonist G120R, human, zinc depend- 
ent agonist-antagonist activity, 
Nb2 cells, 9222 
dependent transcriptional activation me- 
diation of, Stat 5 mammary gland 
factor, 9448 
human, folding kinetics of, influence of 
disulfide bonds, 19816 
induced trancription of hepatic serine 
protease inhibitor 2.1, 24903 
plasma, intermittent release of, phospho- 
rylation and nuclear translocation 
of liver-expressed Stat 5-related 
DNA binding protein, 13262 
stimulated function, tyrosine residues 
333 and 338 of growth hormone 
receptor required for selected, 
21745 
stimulation, tyrosine phosphorylation of 
IRS-1, primary adipocytes, 3471 
stimulation of tyrosyl phosphorylation, 
insulin receptor substrate-1, 14685 
tyrosyl phosphorylation of SHC proteins 
associated with, 7587 
Growth hormone domain 
role of finger domain and, in clearance of 
tissue-type plasminogen activator, 
by hepatocytes, 26053 
Growth hormone gene 
human, novel transcription activator 
coded by upstream promoter in, 
19205 
Growth hormone receptor 
cytoplasmic domain, 40-amino acid seg- 
ment of, signal transduction, 6261 
growth hormone-dependent phosphoryla- 
tion of tyrosine residues 333 and 
338 of, 21738 
human, mapping of cytoplasmic domain 
required for activation of Jak2 and 
Statproteins, 21326 
Jak-STAT signaling by, 7021 
JAK2 tyrosine kinase regions required 
for coupling to, 14776 
rat, phenylalanine 364 critical for ligand 
mediated internalization and 
down-regulation of, 17210 
tyrosine residues 333 and 338 required 
for selected growth hormone stim- 
ulated function, 21745 
Growth hormone receptor gene 
mouse, cloning of promoter-regulatory 
region of, 8851 
Growth hormones 
activation of STAT factors by, and prolac- 
tin, tyrosine phosphatase inhibitor, 
interferon y, mammary epithelial 
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cells, 20952 
Growth hormone signaling 
expression of CYP2C12 gene, involves 
phospholipase A, rat hepatocytes, 
12569 
Growth hormone 108-129 
human, mitogenic and receptor activity of 
(correction to 1993 article), 26721 
Growth inhibition 
induced by vitamin K and its analogs, 
hepatoma cells Hep3B, 28304 
in vitro, by protein isolated from urogeni- 
tal sinus mesenchymal cells, 22058 
Growth inhibitory factor 
N-terminal portion of, biological activity, 
3365 
Growth inhibitory factor/metallothionein III 
gene promoter 
mouse, CTG triplet repeat represses 
transcriptional activity, 20898 
Growth-potentiating factor 
Gla-containing, vascular smooth muscle 
cell-derived, 5702 
Growth rate regulation 
serine and threonine tRNA species de- 
pendent on factor for inversion 
stimulation, 16610 
Growth regulation 
mechanism of, protein kinase C isoforms, 
78 
Growth regulatory protease 
novel substrate of, differentiation of hu- 
man leukemic cells, 1003 
Growth-related responses 
arterial smooth muscle cells, thrombin 
receptor antisense sequences, 7431 








GrpE 
alters the affinity of DnaK for ATP and 
magnesium, 26282 
quarternary components, DnaK chaper- 
one system of Escherichia coli, 
2183 
grp78 
gene transcription, signaling of stressed 
endoplasmic reticulum, 4127 
thapsigargin induction of, protein kinases 
and, 494 
GRP94 
supression of, by ribozyme driven stress 
inducible promoter, generation of 
defecient mammalian cell line, 
9526 
grp94 
autophosphorylation of, 6381 
rsA 


multifunctional enzyme, modular struc- 
ture of peptide synthetases, 6163 
Gryllus bimaculatus 
neuropeptides inhibit juvenile hormone 
biosynthesis, 21103 


G, 
selective coupling of prostaglandin E re- 
ceptor EP3D, through residues of 
seventh transmembrane domain, 
16122 
gsal 
universal tetrapyrrole synthesis gene, 
soybean, 7387 
Gsplp 
RNAI encodes GTPase-activating protein 
specific for, Saccharomyces cerevi- 
siae, 11860 
GST/CD36 fusion protein 
recombinant, definition of throm- 
b din binding d in, 2981 





Ga 
effect of C-terminal mutagenesis on rho- 
dopsin and guanine nucleotide 
binding, 31052 
GTP-:AMP Phosphotransferase 
strain-dependent occurance of, Saccharo- 
myces cerevisiae, 31103 
GTPase 
deficient mutants, activation of Jun ki- 
nase/stress-activated protein ki- 
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nase by Ga,» and Ga,, 18655 
recombinant, biochemical and functional 
characterization, 5048 
GTPase activating protein 
c-Ha-Ras conserved region required for 
efficient GTPase stimulation by, 
27615 
insulin-like growth factor I receptor, lo- 
calization of binding sites for SH2 
domain protein Syp, p85 and, 
19151 
GTPase-activating protein 
ADP-ribosylation factor-directed, 5232 
novel, for R-Ras, 30557 
specific for Gsplp, RNA1 encodes, Sac- 
charomyces cerevisiae, 11860 
GTPase activity 
PilA has, Neisseria gonorrhoeae, 26045 
GTPases 
Rho family, bind to phosphoinositide ki- 
nases, 17656 
GTPase superfamily 
RAD characterization, 4805 
GTP binding G,, 
interaction site, with phospholipase C, 
27058 
GTP-binding proteins 
low molecular weight, HL-60 granulo- 
cytes, 3172 
mammalian, cloning of novel family of, 
28982 
GTP Cyclohydrolase I genes 
characterization of mouse and human, 
10062 
GTPyS 
actin polymerization induced by, role of 
free barbed ends, permeabilized 
neutrophils, 28075 
stimulation of phospholipase D correlates 
with ADP-ribosylation factor trans- 
location, HL-60 cells, 22795 
GTP yS-dependent phospholipase D 
reconstitution of activity by RhoA and 
cytosolic 50-kDa factor, human 
neutrophil subcellular fractions, 
27093 
GTP-sensitive switch 
myristoylated amino terminus of ADP- 
ribosylation factor 1 is phospho- 
lipid and, 14809 
Guaiacol 
oxidation by lignin peroxidase, role of 
veratryl alcohol, 22254 
Guamerin 
new human leukocyte elastase inhibitor, 
isolation and characterization of, 
Hirudo nipponia, 13879 
Guanidinium 
destabilization, chaperonin complex, 5388 
Guanidinium/imidazoline binding domains 
on monoamine oxidases, 27961 
Guanine nucleotide 
effect of binding on tryptophan fluores- 
cence properties of Rab5, 24204 
exchange, p21"** nitric oxide-stimulated, 
7017 
and rhodopsin binding, effect of G,a C- 
terminal mutagenesis on, 31052 
Guanine nucleotide binding domains 
atypical, novel G protein a subunit con- 
tains, Lymnaea stagnalis neurons, 
18804 
Guanine nucleotides 
interactions, preny! Rab9, GDP dissocia- 
tion inhibitor-a, 11085 
Guanosine diphosphatase 
role of, in regulation of golgi glycosyla- 
tion, Saccharomyces cerevisiae, 
14564 
Guanosine 5'-3-O-(thio)triphosphate 
tyrosine phosphorylation and, 3T3 cells, 
6984 
Guanulate cyclases 
characterization of, expression in nervous 
system, Drosophila, 12418 
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Guanylate kinases and 
junction-associated, novel tyrosine kinase 
with homology to cytoskeletal pro- 
teins band 4.1, 10359 
Guanyly! cyclase 
brain soluble,a and f subunits of, en- 
coded by Drosophila genes, 15368 
receptors, identification of, during Dro- 
sophila development, 7189 
soluble 
functional domains of, 24871 
variant of a, subunit functions as dom- 
inant negative protein, 21109 
soluble purified, stimulation by peroxyni- 
trite, 17355 
Guanyly] cyclase activating protein 
calcium sensitive regulator of phototrans- 
duction, 22029 
Guanylyl cyclase-A receptor 
dominant negative mutations of, 425 
Guanylyl cyclase-B 
monoclonal antibody inhibition of, pre- 
contracted rat aorta, 4668 
Guanyly! cyclase-linked receptor 
atrial natriuretic peptide suppresses 
transcription of, 24891 
Guayule rubber particles 
cytochrome P450 associated with, 8487 
Gyanylyl cyclase-A receptor 
transduces an atrial natriuetic peptide/ 
ATP activation signal, 30818 
Gypsy moth brush border membrane 
vesicles 
Bacillus thuringiensis CrylA 5-endotox- 
ins, binding to, correlated to toxic- 
ity, 24719 
Re 
phosphorylation by protein kinase C 
blocks interaction with By complex, 
23119 
G, Arrest 
radiation induced, absence of, human 
lymphoblast cell lines with differ- 
ing p35 status, 11033 
G, phase 
hepatocyte cell cycle, DNA binding activ- 
ity of C/EBP transcription factors 
regulated in, 18123 
G, progression 
acceleration by expression of calcium- 
permeable cation channel 
CD20,Balb/c 3T3 cells, 13099 
G2/M transition 
requires phosphorylation of oncoprotein 
18 by two distinct protein kinase 
systems, 14175 
G,.-synchronized cells 
glucocorticoid receptors in, 3359 
G4pl1 
novel yeast gene product, specific affinity 
for quadruplex nucleic acids, 20692 
G4p2 
yeast gene product, specific affinity for 
quadruplex nucleic acids, 9413 
G,,@/G,a 
accelerated degradation by agonist occu- 
pancy of adrenergic receptors 
ap, %p and ayo 17196 
Gay, 
mediated stimulation of DNA synthesis 
by thrombin, 1321N1 astrocytoma 
cells, 20073 
stimulate Rho-dependent stress fiber for- 
mation and focal adhesion assem- 
bly and Ga,, 24631 
Gay, 
phospholipase C receptors coupled to, by 
Gay, and, 15175 
Gaye 
phospholipase C receptors coupled to, by 
Ga,, and, 15175 
G120R 
growth hormone antagonist, human, zinc 
dependent agonist-antagonist ac- 
tivity, Nb2 cells, 9222 
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H 


Haemophilus influenzee 
characterization of periplasmic iron 
transport operon, 25142 
production and oxidation of indole by, 5 
Haemophilus influenzae strain 2019 
HtrB locus mutant associated with modi- 
fications of lipid A and lipo-oligo- 
saccaride phosphorylation, 27151 
Hairpin orientation 
sterol regulatory element-binding pro- 
tein-2, in cell membranes, 29422 
Hairpin ribozyme 
reconsitution following separation of 
functional domains, 29648 
Hairpin structures 
unimolecular, fragile X syndrome single 
strand d(CGG)jn nucleotide repeats 
fold-back to form, 28970 
L-2-Haloacid dehalogenase 
mechanism of, Pseudomonas sp YL, 
18309 
Haloalkane dehydrogenase 
histidine 289 essential for hydrolysis of 
alkyl-enzyme intermediate of, 
10405 
Halobacteria 
novel type of protein modification, di- 
phytanylglycerylated proteins, 
14851 
2-Halobenzoate 1,2-dioxygenase 
studies of 2Fe2S centers of, Burkholderia 
cepacia 2CBS, 30869 
Halocins 
inhibition of halobacterial sodium-hydro- 
gen antiporter by, 6450 
Halomethanes 
biosynthesis of, methanethiol and, Bras- 
sica oleracea in, novel methyl- 
thranferase, 9250 
HAL2-like gene 
rice, encodes a calcium-sensitive 3'(2’),5’- 
diphosph leoside 3’(2')-phos- 
phohydrolase, 29105 
Hammerhead ribozymes 
chemical modification, catalytic activity 
and nuclease resistance of, 25702 
Hansenula polymorpha 
overlapping nucleosome positions in RNA 
polymerase II MOX promoter, 
11091 
role of PER 3 gene, import of PTS1 pro- 
teins into peroxisomal matrix, 
17229 
Haploid expressed gene cluster 
exists as single chromatin domain, hu- 
man sperm, 8755 
Haptotactic migration 
human monocytes, induction by phospha- 
tidic acid and lysophosphatidic 
acid, 25549 
Ha-Ras 
activation of induces transcription 
through ATF 3/Jun and a novel 
nuclear factor, 12210 
activator domain of post-translationally 
modified, interacts with cysteine- 
rich region of Raf-1, 30274 
Ha-Ras p21 
guanine to xanthine specificity switch by 
aspartate to asparagine subsitiu- 
tion, 10002 





hasC 
molecular characterization of, demonstra- 
tion of UDP-glucose pyrophospho- 
rylase activity, 28676 
Hb S-Kansas (oxy-T state) 
Hb-S-Kempsey (deoxy-R state) recombi- 
nant, polymerization, 26857 
Hb-S-Kempsey (deoxy-R state) 
recombinant, polymerization,Hb S-Kan- 
sas (oxy-T state) and, 26857 
Hbsu 
DNA resolution and inversion, B recombi- 
nase of plasmid pSM19035, 2938 
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HDL. see Lipoproteins, high density 
Heart 

adult murine, molecular and physiologi- 
cal effects of overexpression of stri- 
ated muscle B-tropomyosin, 30593 

ATP-sensitive potassium channels in, rat, 
5691 

bovine 

mitochondrial ATP synthase complex, 

2053 

bovine, zinc ions inhibit the Q, center of 
mitochondrial bc, complex in, 
25001 

chloride-bicarbonate exchanger, identifi- 
cation of, 1315 

cytochrome c oxidase Vla isoform, struc- 
tural characterization and regula- 
tory analysis, 26433 

glycogen turnover, isolated working, rat, 
9234 


horse, myoglobin, heme-protein interac- 
tions at neutral pH, 19232 
ischemic, nitric oxide generation in, 
measurement of, 304 
mitochondria 
ATP synthase complex, bovine, 2053 
carnitine palmitoyltransferase I iso- 
form switching in rat, 8952 
sodium-calcium antiport of, 672 
perfused, absolute metabolic flux and 
pathways of glutamate labeling in, 
7999 
postischemic, xanthine oxidase substrate 
contro! of free radical generation, 
18797 
purified muscarinic receptors cooperative 
binding properties of, porcine 
atria, 22488 
rat 
calcium-calmodulin-activated histone 3 
arginine kinase, stimulation of, in 
quiescent and actively dividing en- 
dothelial cells, 23155 
mitochondrial carnitine palmitoyltrans- 
ferase I isoform switching in, 8952 
reperfused ischemic, fatty acid oxidation 
rates in, 17513 
sarcoplasmic reticulum, phosphorylation 
of calcium release channel, 2074 
Heat shock 
carboxy-terminal domain kinases, induc- 
tion of, 13091 
endoplasmic reticulum, recovery of ace- 
tylcholinesterase activity after, 
4466 
Hsp90 under conditions of, chaperone 
function, 7288 
JNK activation mediated by UV irradia- 
tion and, via alternate pathways, 
26071 
phorbol esters and, differential expres- 
sion and regulation of hsp70 and 
hsp90 by, 14094 
sensitive expression of calreticulin, 17011 
Heat shock cognate protein 70-kDa 
direct interaction with N-terminal region 
of retinoblastoma gene product 
pRb, 22571 
Heat shock element binding factor 
constitutive immunologically identical to 
ku autoantigen, 15277 
Heat shock factor 
salicylate triggers, 24489 
Heat shock genes 
hsp70, major histocompatibility complex- 
linked, methylation-associated 
transcriptional silencing of, mouse 
cell lines, 26940 
yeast, sodium salicyulate and transcrip- 
tion, 10369 
Heat shock protease htrA 
wild-type 
comparison with mutant HtrA pro- 
teins, 11140 
comparison with mutant HtrA proteins 


31515 


(correction), 31413 
Heat shock proteins. see also hsp entries 

cytosolic small, in vitro chaperone activ- 
ity of, pea, 10432 

Escherichia coli, DnaK chaperone system 
of, 2183 

head-induced expression of, mediation by 
HSF1, 2447 

heat-induced expression, mediation by 
HSF1, 2447 

low molecular weight, variation during 
cell differentiation, 7047 

peptides, modulation of molecular chap- 
erone DnaK by, 4563 

Heat shock transcription factors 

mutant, exhibits elevated basal tran- 
scription activation and confers 
metal resistance, yeast, 25079 

purified, head-inducible DNA binding of, 
2447 


Heavy chain dimers 
secretion and formation of, and antibod- 
ies via BiP-mediated pathway, 
Drosophila, 19800 
Heavy meromysin 
smooth muscle, role of actin binding loop, 
30260 
HEK-293 cells 
adenylyl cyclase type III hormonal stimu- 
lation induces calcium oscillations, 
24108 
human P-glycoprotein mutants, purifica- 
tion following transient expression, 
21449 
HeLa cell 
transcription extract, photoactivated 
cross-linking of recombinant C- 
termina! domain to proteins in, 
23390 
HeLa cell factor 
negative regulation of transcriptional ac- 
tivation, TEF-1, 3631 
HeLa cells 
DNA polymerase, characterization of, 
7799 
functional rat liver stable inducible ex- 
pression of organic anion transport 
protein, 25591 
measurement of cytosolic calcium ion 
concentration in, with transfected 
aequorin, 9896 
mitochondrial DNA, damage by hydrogen 
peroxide treatment, 7950 
normal human diploid fibroblasts IMR-90 
and, different regulation of thymi- 
dine kinase promoter in, 27374 
protein kinase CKII isoforms in, identifi- 
cation of, 7501 
HeLa nuclear protein p21 
Rous sarcoma virus long terminal repeat 
cis-acting element, required for 
promoter repression by, 15815 
HeLa nuclear protein p21/SIIR 
Ser*®-Ser®’ pair, role in Ser/Thr phospho- 
rylation,Rous sarcoma virus long 
terminal repeat repression, 25313 
HeLa S3 cells 
sn-1-acyl-2-lyso-phosphatidylinositol up- 
take, 9147 
a Helical coiled-coils 
stability of two stranded and glutamic 
acid residues, effects of interhelical 
electrostatic repulsions on, 25495 
Helical filaments 
Alzheimer paired, dephosphorylation of, 
protein phosphatase-2A and 2B, 
4854 
Helicase 
DNA, unwinding of nucleosomal DNA by, 
2024 
mutation in ATP binding domain of Rho 
alters RNA binding properties and 
uncouples ATP hydrolysis from, 
30410 
Helicase-primase 
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herpes simplex virus type 1, identifica- 
tion of active site of, 14148 
Helicobacter pylori 
vacuolating cytotoxin alleles, mosaicism 
in, 17771 
vacuolating toxin, activation by low pH, 
23937 
Heliothis virescens 
Bacillus thuringiensis CrylAc toxin-bind- 
ing protein identification isolation 
and cloning of, from midgut of, 
27277 
Helix-loop-helix factor 
mammalian, is positive transcriptional 
regulator expressed in developing 
nervous system, 8730 
mouse, structure and promoter analysis 
of the gene encoding, 1342 
Helix-loop-helix-zipper DNA binding pro- 
tein USF 
basic, relationship to RNA polymerase I 
promoter-activating factor CPBF, 
8637 
Hematopoietic cell phosphatase 
binds to CD22 following B cell antigen 
receptor ligation, 20305 
interferon-dependent tyrosine kinase 
Tyk-2, association with, 18179 
Hematopoietic cells 
human, stimulated tyrosine phosphoryla- 
tion ofC-Cb1 by GM-CSF or Epo, 
binding to SH3 domain of Grb2/ 
Ash, 10800 
proteases and proteoglycans packaging in 
granules of, 19524 
Hematopoietic development 
transcription factors and, 4955 
Hematopoietin receptors 
action, signaling mechanism for, hepatic 
cells and fibroblasts, 8298 
STAT3 and STATS5B are targets of signal 
pathway activated by, 23254 
Heme 
enzyme-bound, loss and degradation in- 
duced by cellular nitric oxide syn- 
thesis, 5710 
Heme-binding protein 
antioxidant role of, Rhodinius prolixus, 
10893 
isolation and characterization of, hemo- 
lymph and oocytes of Rhodinus 
prolixus, 10897 
Heme degradation 
in presence of glutathione, 24876 
Heme doming 
ultra-rapid, hemoglobin, 1718 
Heme enzyme 
cytochrome P450nor, reaction with nitric 
oxide, 1617 
Heme-hemopexin 
metallothionein gene regulation by, 
23988 
Heme ligands 
bacterioferritin replacement of coaxial, 
generates heme-free variants, 
23268 
Heme lyases 
biogenesis of mitochondrial, in yeast, 
22842 
Heme oxygenase gene 
identification of cis-regulatory element 
for A'*-prostaglandin J. induced 
expression of, rat, 21779 
Heme oxygenase-1 
properties of, 6345 
Heme-thioiate enzyme 
biosynthesis of the cyanogenic glucoside 
dhurrin, sorghum, 3506 
Hemoglobin S 
polymerization of, quinary interactions of 
Glu-43(B), 19259 
role of lysine (958) in polymerization of, 
determined by its substitution by 
isoleucine, 13885 
Hemoglobin S polymers 
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carben monoxide religation kinetics to, 

26078 
Hemoglobins 

concentration, effects in sickle red blood 
ceils, 2708 

coupled reactions in, 13785 

differentiation of steric and electronic 
effects, spectroelectrochemical 
method, 13604 

mammalian, allosteric modulation by ter- 
tiary structure, 30588 

quarternary structure, UVRR studies of, 
1636 


subunit interactions in octamer forma- 
tion, Ascaris, 22248 
tetrameric, expression in Escherichia 
coli, 26257 
Tylorrhynchus heterochaetus determina- 
tion of polypeptide chain composi- 
tion, 18209 
ultra-rapid heme doming in, 1718 
Hemolysin 
transport in Escherichia coli, 14829 
a-Hemolysin 
interactions between residues shown by 
reversion mutagenesis, Staphylo- 
coccus aureus, 23072 
residues for membrane binding oligomer- 
ization and pore forming activity 
of, Staphylococcus aureus, 23065 
Hemoprotein 
DNA-binding, DpsA protein, Synechococ- 
cus sp. strain PCC7942, 22478 
Heparanases 
CXC chemokines CTAP-III and NAP-2, 
3268 
Heparan sulfate 
assembly enhanced by repetitive Ser-Gly 
sequences, proteoglycans, 27127 
cell aggregation mediated by, 5077 
N-unsubstituted glucosamine units in, 
31303 
Heparan sulfate biosynthesis 
cells defective in, accumulation of pen- 
tasaccharide terminating in a-N- 
acetylglucosamine, 12557 
Heparan sulfate oligosaccharides 
characterization of hepatocyte growth 
factor binding to, 29586 
Heparan sulfate proteoglycans 
agrin, 3392 
fibroblast growth factor-2 mediates cell 
attachment by linking receptors 
and, 24188 
lysolecithin-induced alteration, increases 
monocyte binding to matrix, 29760 
Heparan sulfates 
cell-surface, required for binding by vas- 
cular endothelial growth factor 
VEGF ;,,,; to VEGF receptors, hu- 
man melanoma, 11322 
neural precursor cells basic fibroblast 
growth factor binding to receptor 
mediated by, 24941 
Heparan sulfate 6-sulfotransferase 
purification of, culture medium, Chinese 
hamster ovary cells, 4172 
Heparin 
binding region, site of chick tenascin-C, 
3378 
cofactor, rh-prochymase activation, 2218 
conserved binding site, tenascin-C, 4619 
EGF binding, diphtheria toxin binding 
region and, human, 1015 
modulates binding of insulin-like growth 
factor binding protein-5 to mem- 
brane protein, osteoblastic cells, 
28289 
octa-and decasaccharide sequences iso- 
lated from carbohydrate-protein 
linkage region, porcine intestinal, 
22914 
Heparin binding 
fibronectin module III-13, 18558 
recognition site, function mapping of, 
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laminin-1 a-chain short arm, 9398 
Heparin-binding domains 
on collagenic tail of asymmetric acetyl- 
cholinesterase, 11043 
putative, analysis of, fibroblast growth 
factor-1, 25805 
Heparin-binding EGF-like growth factor 
induction of expression during myogen- 
esis, 18285 
Heparin/heparan sulfate 
biosynthesis of, 11267 
Heparin sulfate proteoglycans 
endothelial, binding to L-selectin, gluco- 
samine residues in, 12012 
role in lipoprotein lipase regulation, CHO 
cells, 24525 
Heparin tetrasaccharides 
porcine, containing glucuronate 2-O-sul- 
fate, 8696 
Hepatic control region 
human, structure of apolipoprotein E/C-I 
gene locus, 22577 
in human apolipoprotein E gene locus, 
evolutionary duplication of, 26278 
Hepatic gene transcription 
carbohydrate regulation of, dictated by 
two CACGTG motifs, 21991 
Hepatic lipase 
human, loop covering catalytic site medi- 
ates substrate specificity, 25396 
targeted inactivation of gene, mice, mild 
dyslipidemia after, 2974 
Hepatic vesicles 
immunoadsorption of, carrying newly 
synthesized dipeptidyl peptidase 
and polymeric IgA receptor, 27834 
Hepatitis B virus 
associated DNA polymerase, release from 
viral particle by proteolytic cleav- 
age, 11047 
expression suppressed by transfection of 
N-acetylglucosaminyltransferase 
III gene, human hepatoma cell 
line, HB611, 28311 
replication, X-gene product antagonizes 
p53 mediated inhibition of, 31405 
Hepatocarcinog i 
glutathione S-transferase B gene pro- 
moter silencer element interacts 
with CCAAT/enhancer-binding pro- 
teins a and B, 31288 
Hepatocyte growth factor 
biological activation of, by urokinase, 
stoichiometric reaction and, 603 
characterization of heparan sulfate oligo- 
saccharides binding to, 29586 
receptor, multifunctional juxtamembrane 
domain, 507 
scatter factor, gene promoter, character- 
ization of, 830 
sulfated oligosaccharides, mitogenic ac- 
tivity and association promoted by, 
16871 
wnt5a mRNA expression, regulation by 
cell shape, confluence and, human 
mammary epithelial cells, 12851 
Hepatocyte growth factor-induced scatter 
requires phosphatidylinositol 3-kinase, 
MDCK cells, 27780 
Hepatocyte nuclear factor I 
activation, promoter of salmon IGF-I 
gene, 1068 
Hepatocytes 
agonist and store-activated calcium in- 
flow, pertussis toxin-sensitive trim- 
eric GTP-binding protein G,, re- 
quirement, 25893 
copper and ceruloplasmin biosynthesis in, 
LEC rats, model of Wilson disease, 
7656 
cultured (rat) 
degradation of apolipoprotein B in post 
endoplasmic reticulum compart- 
ment, 24924 
de novo biosynthesis of Sphingolipid, 
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13834 
finger domain and growth hormone do- 
main roles in clearance of tissue- 
type plasminogen activator, 26053 
gene transfer in, malarial circumsporozo- 
ite protein mediation of, 3667 
glycogen/glucose 1-phosphate cycle, 
fasted rats, 19351 
human, primary, biosynthesis of bikunin 
proteins in, 18700 
okadaic acid inhibition of autophagy, fla- 
vonoids and, 5830 
periportal and pericentral, mass and po- 
sitional isotopomer analysis of glu- 
cose metabolism in, 28062 
rat 
autophagy in, phosphorylation of ribo- 
somal S6 protein and, 2320 
glucagon receptor mRNA, regulation by 
glucose and cAMP, 15853 
involvement of phospholipase A, in ex- 
pression of CYP2C12 gene, growth 
hormone signaling, 12569 
microtubule cytoskeleton interaction 
with endocytic vesicles and cyto- 
plasmic dynein, 15242 
regulation of cytochrome P4590 2C11 
gene expression by interleukin-1, 
sphingomyelin hydrolysis and cer- 
amides in, 25233 
secretion, steady state expression of 
protein disulfide isomerase, 20410 
Hepatoma cell line 
human, hypoxia as novel inducer of acute 
phase gene expression, 27865 
Hepatoma cell line AS-30D 
type II hexokinase promoter involvement 
in glucose catabolism, 16918 
Hepatoma cell line HB611 
human, transfection of N-acetylglu- 
cosaminyltransferase III gene sup- 
presses hepatitis B virus expres- 
sion in, 28311 
Hepatoma cells 
Fu5AH, modulation of cholesterol efflux 
in, by apolipoprotein, HDL, 13004 
Hep3B, growth inhibition induced by vi- 
tamin K and its analogs, 28304 
human, mutant defective in cell surface 
protein trafficking, 16107 
inhibition of human mitochondrial alde- 
hyde dehydrogenase gene expres- 
sion by triple helix formation, 
28402 
iron-induced ferritin translation, ascorbic 
acid enhancement of, 2846 
mouse, indolo[3,2-b|carbazole regulation 
of CYP1A1, 22548 
p53 species modulation of interleukin-6- 
induced plasma protein secretion 
in, 23159 
specificity of serpin-enzyme complex re- 
ceptor in recognition of amyloid-B 
peptide, 28022 
6-trans-isomers of leukotriene B, metab- 
olism in human polymorphonu- 
clear leukocytes and, 19845 
Hepatoma cell-specific enhancer 
identification and characterization of, 
multidrug resistance mdr1b pro- 
moter, mouse, 25468 
HepG2 
hepatoma cells, a-fetoprotein promoter 
down regulation by c-jun, rat, 
10204 
HepG2 cells 
insulin receptor B isoform signaling more 
efficient than A isoform in, 20816 
liver, negative regulation of human apoli- 
poprotein E gene by transcription 
facor BEF-1, 15447 
superoxide dismutase increases cytotoxic- 
ity of 3-morph li ph Li ydnoni 
mine, 20922 
translocation determines fate of de novo 
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synthesized apolipoprotein B, 
28892 
Hepsin 
activation of factor VII by, thrombin for- 
mation and, 66 
Heptaprenyl-diphosphate synthase 
cloning and nucleotide sequences of 
genes for components of, 18396 
Hep3B cells 
gene transcription in, hypoxia-inducible 
factor I and, 1230 
Herbicides 
point mutation conferring broad range 
tolerance to, acetolactate synthase, 
17381 
Herbimycin A 
effect on NF-«B activation in T lympho- 
cytes, 28557 
induces 20S proteasome and ubiquitin- 
dependent degradation of receptor 
tyrosine kinases, 16580 
Hereditary persistance of fetal hemoglobin 
human y globin genes, intramolecular 
triplex, point mutations associated 
with, 24556 
Heregulin 
activation of extracellular acidification 
associated with HER2 and HER3 
expression, mammary carcinoma 
cells, 22608 
neu differentiation factor, processing of, 
19188 
novel sensory and motor neuron derived 
factor, 14523 
novel sensory and motor neuron derived 
factor (correction), 26722 
stimulation, mitogenesis and phosphati- 
dylinositol 3-kinase, mouse fibro- 
blasts, 7111 
structural basis for binding specificity of 
epidermal growth factor and, 9585 
structural basis for binding specificity of 
epidermal growth factor and (cor- 
rection), 28494 
Heregulin-Fc fusion proteins 
recombinant 
HER4 receptor activation by, 12857 
phosphorylation of She proteins, 12857 
Heregulin-stimulated signaling 
pheochromocytoma cells, rat, 19022 
Heregulin-toxin fusion protein 
cytotoxicity directed by, HER4 expression 
correlation with, 7625 
Herpes simplex virus 
type 1, stoichiometry of UL9 binding, 
7330 
type-1, thymidine kinase, purification of, 
7055 
Herpes simplex virus enhancer 
cellular C1 factor is family of polypep- 
tides, 4387 
Herpes simplex virus helicase-primase 
complex 
sequence dependent primer synthesis, 
9129 
Herpes simplex virus transactivator VP16 
amino acid substitutions, effect on direct 
protein-protein interaction and 
DNA binding, 29030 
Herpes simplex virus-1 
cholesterol trafficking altered in infected 
arterial cells, 19630 
helicase-primase, identification of active 
site of, 14148 
origin binding proteins, interactions with 
single strand DNA binding protein 
ICP-8, 19028 
Herpes simplex virus-1 protease 
activation of, 22697 
stimulation by antichaeotrophic salts, 
30168 
Herpesvirus saimiri 
interaction with T cell-specific kinase 
p56’ in transformed cells, 4729 
tyrosine kinase interacting protein, iden- 
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tification of Leck binding elements 
in, 20660 
HER2 
expression, activation of heregulin extra- 
cellular acidification associated 
with HER3 expression and, mam- 
mary carcinoma cells, 22608 
Her2 
neu differentiation factor binding to ex- 
tracellular domain of Her3 and, 
24604 
HER2/Neu 
rat, point mutation-activated, Grb2 mu- 
tants induce reversal of trans- 
formed phenotypes, 30717 
HER3 
expression, activation of heregulin extra- 
cellular acidification associated 
with HER2 expression and, mam- 
mary carcinoma cells, 22608 
Her3 
neu differentiation factor binding to ex- 
tracellular domain of Her2 and, 
24604 
HER4 
expression, cytotoxicity directed by 
heregulin-toxin fusion protein and, 
7625 
HER4 receptor 
activation by recombinant heregulin-Fc 
fusion proteins, 12857 
Hesx1 
novel homeobox gene, sequence and ex- 
pression, 3863 
HES-5 gene 
mouse, structure and promoter analysis 
of, 1342 
Heterodimeric pathways 
regulation, thyroid hormone receptors, 
3107 
Heterogeneous nuclear ribonucleoprotein C 
protein 
mammalian, disruption of base-paired U4 
and U6 small nuclear RNAs in- 
duced by, 16476 
Heterogeneous nuclear ribonucleoprotein C 
proteins 
interaction with amyloid protein precur- 
sor mRNA, nucleolin and, 17292 
Heterogeneous nuclear ribonucleoprotein 


UUAG binding, isolation and expression 
of cDNA clones for, human, 22167 
Heterogeneous nuclear ribonucleoprotein K 
DNA-binding transactivator, 4875 
Heterogeneous ribonucleoprotein Al 
new substrate for protein kinase C ¢, 
15884 
Heteromeric hemichannels 
formation, connexons and, 6768 
Heteromeric receptor 
for TGF-8 and activin-A, GH3 pituitary 
tumor cells containing, 765 
Heterotrimer 
assembly, initiation, laminin a2 chain 
critical for, 3292 
Heterotropic regulation 
absence of, cooperative of chimeric phos- 
phofructokinase and, 3828 
Hevea brasiliensis 
tonoplast iated citrate binding pro- 
tein, 30525 
Hexahistidine 
tagging, purification of recombinant G 
proteins, Sf9 cells, 1734 
Hexamer 
formation, ATP-activated T4 helicase 
and, 7462 
Hexasaccharide 
linkage, from bovine aorta dermatan sul- 
fate, 7204 
Hexokinase 
active site residues of, studied by site 
specific mutagenesis, human brain, 
10509 
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type Il, promoter for, properties of, in- 
volvement in glucose catabolism, 
hepatoma cell line AS-30D, 16918 
fB-Hexosaminidase B 
human lysosomal, photoaffinity labeling 
of, 23693 


Hexose 
contraction-activated transport, signaling 
pathways for, dissociation of, 2107 
HGF. see Hepatocyte growth factor 
High mobility group 1 protein 
stimulation of transcription with relax- 
ation of chromatin, 9272 
Hippocampal neuropeptide Y/peptide YY 
Y2 receptor subtype 
human, expression, cloning and pharma- 
cological characterization, 26758 
HIP116 
binding to SPH motifs of SV40 enhancer 
and HIV-1 promoter, 4575 
Hirudins 
scrambled 
disulfide structures of, 11992 
properties of, 25661 
Hirudo nipponia 
new human leukocyte elastase inhibitor, 
guamerin, isolation and character- 
ization of, 13879 
Hisactophilin 
Dictyostelium, myristoylation and distri- 
bution betwen plasma membrane 
and cytoplasm, 596 
Histamine 
antagonism of MAP kinase activation by 
serotonin and growth factor, tra- 
cheal smooth muscle cells, 19908 
Histamine oxidase 
copper/topa quinone-containing, from Ar- 
throbacter globiformis, 4712 
L-Histidine decarboxylases 
comparative studies of human recombi- 
nant 74- and 54-kDa forms, 30813 
Histidine protein kinase VanS 
interaction with response regulator 
PhoB, 23143 
Histidines 
conserved, not required for catalysis by 
porphobilinogen synthase, Esche- 
richia coli, 24054 
Histidine 226 
amino acid residue replacements of,N- 
haA-sodium/hydrogen antiporter, 
Escherichia coli, 26813 
Histidine 231 
role in thermolysin-like enzymes, 16803 
Histidine 289 
essential for hydrolysis of alkyl-enzyme 
intermediate of haloalkane dehy- 
drogenase, 10405 
Histocompatibility proteins class I 
human, folding influenced by calnexin, 
but not assembly with B.-micro- 
globulin, 19638 
Histone 
acetylation, modulation of chromatin 
folding by, 17923 
H2B variant, H2B-V targeted disruption 
of encoding, DT40 chicken B cell 
line, 30664 
Histone H1 
binding to DNA, indifferent to methyla- 
tion at CpG sequences, 26473 
binding to nucleosome, methylation at 
CpG sequences and, 4197 
characterization of mitotic specific phos- 
phorylation site of, 27653 
increased phosphorylation in oncogene or 
MAPK kinase transformed mouse 
fibroblasts, 20098 
Histone H2A.X gene promoter 
regulation by transcription factor E2F 
and CCAAT binding protein, 
mouse, 18759 
Histone H3 
antibodies to retro-inverso peptidomidet- 
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ics, crossreactivity with chromatin 
core particle and, 11921 
Histone H4 acetyltransferase 
identification of gene for, yeast, 24674 
Histone 3 arginine kinase 
calci Imodulin-activated, stimula- 
tion of, in quiescent and actively 
dividing endothelial cells, rat 
heart, 23155 





HIV 
glycoprotein 120, helical epitope in C4 
domain of, 23918 
MN V3 loop, local and global structural 
properties, 2224 
reverse transcriptase 
RNase H function and, DNA strand 
transfer and, 7068 
strand transfer mediated by, 325 
and SIV Nef association with cellular 
serine kinase requires conserved 
domain and membrane targeting, 
15307 
stimulation of expression by intracellular 
calcium pump inhibition, 10278 
HIV nucleocapsid protein 
influence on synthesis and strand trans- 
fer by reverse transcriptase, in 
vitro, 15005 
HIV proteases 
mutational analysis of substrate binding 
pocket, comparison of murine leu- 
kemia virus protease with, 29162 
HIV reverse transcriptase 
use of oligoribonucleotide containing 
polypurine tract sequence as 
primer by, 28169 
HIV reverse transcriptase inhibitors 
interface peptides as structure-based, 
28642 
HIV-1 
binding of tRNA,'”* to reverse tran- 
scriptase of, 23867 
characterization of reverse transcriptase 
resistant to 2',3'-dideoxynucleoside 
5'-triphosphates, 23605 
de novo synthesis of ribonucleotides in 
response to mitogenis stimulation 
impaired in T-lymphocytes from 
AIDS patients, 29690 
differential processing of homodimers of 
reverse transcriptase, 13573 
dimerization of RNA, low ionic strength, 
8209 
effects of non-nucleoside inhibitors of, 
cell-free recombinant reverse tran- 
scriptase assays, 31046 
envelope glycoproteins induce activation 
of activated protein-1 
CD4+ T cells, 19364 
CD4+ T celis (correction), 29038 
envelope glycoproteins role in virus infec- 
tion, minireview, 23883 
gag protein, tageting by protein kinase C, 
4792 


gp160 processing, essential host protease 
for, 3154 
integrase multimers, assembly of, 3320 
interaction of viron protein Vpr of, with 
cellular transcription factor Sp1 
and trans-activation of viral long 
terminal repeat, 25564 
long terminal repeat 
contains thyroid hormone response ele- 
ment, 31059 
molecular cloning of interferon-induced 
factor that inhibits, 14891 
tumor necrosis factor, p53 and Spl co- 
operate in transcriptional activa- 
tion of, 19680 
nucleocapsid protein, binding to tRNA, 
1650 


protease inhibitors, development of drug 
resistance to, minireview, 29621 

replication, phosphorothioate 2—5A deriv- 
ative inhibition of, 5963 
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suppression of activity, oligonucleotides, 
54 


transcription 
abnormalities in splicing in vitro, 
24060 
block by LBP-1, 2274 
zinc finger domain of, swapping, charac- 
terization of human spuma retrovi- 
rus integrase by, 2957 
HIV-1 promoter 
SNF2/SWI2-related protein binding to, 
cloning of, 4575 
HIV-1 protease 
mutant, three dimentional structure of, 
21433 
HIV-1 reverse transcriptase 
mutants in helix H of thumb subdomain, 
19516 
ribonuclease H of, nevirapine effects on, 


role of arginine 72, 19729 
HIV-1 Rev protein 
human, intermolecular binding sites of, 
protein footprinting, 13777 
HIV-1 TAT protein 
expression and secretion of acidic fibro- 
blast growth factor induced by, 
17457 
HIV-2 
differential processing of homodimers of 
reverse transcriptase, 13573 
HLA. see Human leukocyte antigen 
HL-60 cells 
cofilin activation induces dephosphoryl- 
ation and translocation to plasma 
membranes, 19551 
differentiation 
enhanced by retinoids with selective 
activity on retinoid X receptor, 
30765 
folylpolyglutamate synthetase and, 
5462 


GTP yS-stimulation of phospholipase D 
correlates with translocation of 
ADP-ribosylation factor, 22795 

human neutrophils and, dissociation from 
oxidative burst, MAP kinase acti- 
vation, 15719 

lovastatin-induced apoptosis in, inactiva- 
tion of pH-dependent endonucle- 
ase, 6235 

peroxynitrite-induced apoptosis, 16487 

Pertussis toxin inhibits phospholipase C 
and calcium mobilization by sphin- 
gosylphosphorylcholine and galac- 
tosylsphingosine, 26332 

regulation of phospholipase D, 8466 

retinoic acid in, effect on Gi-mediated 
phospholipase C activation by, 
5901 

separation of transport of dehydroascor- 
bic acid from accumulation as 
ascorbic acid in, 23706 

HL-60 granulocytes 

GTP-binding proteins in, 3172 

HMG box 

sequence-specific, solution structure of 
lymphocyte transcriptional activa- 
tor Sox-4, 30516 

HMG-I(Y) 
interleukin 4-inducible phosphorylation 
of, inhibited by rapamycin, 22924 
HMG-1 
DNA binding and bending by, 7394 
HMG-1/Y gene 

selective induction of single transcription 

start site by TPA, 14235 





HMT1 
transport of metal-binding peptides by, 
4721 
HNF-3 binding sites 
protein C gene promoter region muta- 
tions, cause type I protein C defi- 
ciency by disruption of, 24216 
HNK-1 
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sulfate 00-3GlycAB1—4XylB-(4-methy- 
lumbelliferone) reactive with, 
novel, synthesized by skin fibro- 
blasts, human, 13794 
hogl 
MAP kinase CSBP1 complements dele- 
tion of, in Saccharemyces cerevi- 
siae, 29043 
Holliday structures 
F lp site-specific recombinase, junction 
mobility and resolution of, 19086 
Holo-acyl carrier protein synthase 
cloning and characterization of, Esche- 
richia coli, 24658 
Homeobox gene 
Hes1, sequence and expression, 3863 
Homeobox gene s/-1 
LIM domain, islet cell specific proglu- 
cogon gene, transcription regula- 
tion by, 12646 
Homeobox protein 
novel, recognizes TGT core and interferes 
with retinoid-responsive motif, 
31178 
Homocysteine 
aminoacyl-tRNA synthetases editing of, 
Escherichia coli, 17672 
Homodimeric pathways 
regulation, thyroid hormone receptors, 
3107 
Homogentisate dioxygenase gene 
molecular characterization of, Aspergillus 
nidulans, 21199 
Homopolymer 
purine-pyrimidine, transcriptional diode, 


HO promoter 
determination of requirements for cooper- 
ative DNA binding by Swi5p and 
Pho2p at, 29151 
Hormone biosynthesis 
juvenile, neuropeptides inhibit, Gryllus 
bimaculatus, 21103 
Horseradish peroxidase 
mutants of, 19430 
Phe!” to tyrosine mutant, 18413 
Horseshoe crab. see Limulus 
Hotspot x 
recombinant, role in RecABCD-dependent 
homologous pairing, Escherichia 
coli, 16360 
HOXB2 gene 
expression, erythroid cells, transcription 
factor GATA-1 regulation of, 4544 
hPMS2 mutant cell line 
defective in strand-specific mismatch re- 
pair, 18183 
HPr(Ser(P)) 
phosphotransferase system of Lactococ- 
cus lactis activates sugar phos- 
phate phosphatase, 16740 
HPRT gene 
diploid human fibroblasts, relationship 
between interference with tran- 
scription and rate of strand spe- 
cific repair, 27222 
Hsc70 
molecular chaperone, potassium effect on 
activity of, 2247, 2251 
hsce70 
interaction with RCC1 protein, Xenopus, 
10658 
Hsc-70-binding proteins 
selection from phage display peptide li- 
brary, 19839 
Hsc70 protein 
calf thymus, protects and reactivates pro- 
karyotic and eukaryotic enzymes, 
15479 
HSF. see Heat shock transcription factors 
HSP. see Heat shock protein; individually 
named proteins 
hsp foldosome 
p23 and, required for glucocorticoid re- 
ceptor complex with hsp90, 18841 
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hsp28 
low molecular weight, variation during 
cell differentiation, 7047 
hsp28-kDa 
mammalian, substrate of myeloblastin, 


hsp47 
and cyclophilin B, cross endoplasmic re- 
ticulum with procollagen into pre- 
Golgi intermediate vesicles, 18323 
hsp60-kDa 
chaperonin homolog, identification, prop- 
erties and localization, mamma- 
lian, 13429 
hsp68 
pharmacological induction of synthesis, 
cultured rat astrocytes, 29967 
hsp70 
binding 
by apoprotein B100, 25220 
mitochondrial aspartate aminotrans- 
ferase with role in, structural fea- 
tures of precursor for, 24732 
dissociation of ATP from stimulated by 
Ydjlp and polypeptides, Saccharo- 
myces cerevisiae, 10412 
hsp90 and, differential expression and 
regulation of, phorbol esters and 
heat shock by, 14094 
human mitochondrial, cloning and sub- 
cellular localization, 1705 
translocase function, mitochondrial im- 
port of COXVa, 3788 
hsp70 genes 
major histocompatibility complex-linked, 
methylation-associated transcrip- 
tional silencing of, mouse cell 
lines, 26940 
hsp70-kDa 
binding of peptides to, nucleotide effects, 
2967 


polymerization by yeast DnaJ in pres- 
ence of ATP, 22535 
subunit, mapping functienal domains of, 
human replication protein A and, 
4534 
hsp70-like proteins 
cloning of hsp110, reveals subfamily of 
large, 15725 
hsp90 
binding of cyclosporin A-binding immuno- 
globulin CyP-40 and FK506-bind- 
ing immunophilin hsp56 to com- 
mon site on, 20479 
definition of minimal domain of dioxin 
receptor associated with, 25291 
euraryotic and procaryotic, structural or- 
ganization of, 14412 
glucocorticoid receptor complex with, hsp 
foldosome and p23 required for, 
18841 
hsp70 and, differential expression and 
regulation of, phorbol esters and 
heat shock, 14094 
mutants disurpt glucocorticoid ligand 
binding and destabilize aporecep- 
tor complexes, 29433 
pp60v-src tyrosine kinase complex, possi- 
ble regulatory role for serine/threo- 
nine phosphorylation, 28654 
protein with homology to, binding to type 
1 TNF receptor, 3574 
Sim associated with, Drosophila, 31353 
transient interaction of, intermediates of 
citrate synthase, 7288 
hsp105 
murine high molecular mass, cloning and 
expression of, 29718 
hsp110 
cloning of, reveals subfamily of large 
hsp70-like proteins, 15725 
HSV. see Herpes simplex virus 
HTF9A/RANBP1 
interactions with C terminus of nuclear 
RAN/TC4 GTPase, 14405 
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HtrA heat shock protease 
wild-type 
comparison with mutant HtrA pro- 
teins, 11140 
comparison with mutant HtrA proteins 
(correction), 31413 
htrB locus 
mutant associated with modifications of 
lipid A and lipo-oligosaccaride 
phosphorylation, Haemophilus iin- 
fluenzae strain 2019, 27151 
5-HT,, see Serotonin, type 2 
HT-2 cells 
activated, dephosphorylation and nuclear 
localization of NFAT, 22602 
HT-29 cells 
colon cancer, heterotrimeric G,-protein 
in autophagy, 13 
HT 1080 metastatic fibrosarcoma cells 
gelatinase A release induced by photoly- 
sis of caged phosphatidic acid in, 
29656 


Human band 7.2b gene 
structure, organization and expression of, 
26358 
Human chorionic gonadotropin 6 subunit 
disulfide bond formation via asparagine- 
linked oligosaccharides, 11851 
Human chorionic t tropin 
gene enhancer function 
Protein factor in mediation through CT- 
IIC enhanson in choriocarcinoma 
and COS cells, 13906 
Human chromosome region 12y13—15 
deletion in, by integration of human pap- 
illomavirus DNA, cervical carci- 
noma cell line, 24321 
Human cytomegalovirus protease 
catalytic domain, internal autocleavage 
effects, 4753 
Human factor VIII gene promoter 
cis-acting elements, transcription factors 
and activity of, 11828 
Human genomic DNA 
mapping of copper/hydrogen peroxide in- 
duced DNA damage by PCR, 17633 
Human immunodeficiency virus. see HIV 
entries 
Human involucrin promoter 
transcription activated by fos-related an- 
tigen, junB, junD, by binding to 
AP1 sites, 12614 
Human leukocyte antigen 
DR& chains, pre-Golgi degradation, 2379 
Human leukocyte antigen A2 
interferon-stimulated response element 
consensus sequence binds nuclear 
factor for constitutive expression, 
12276 
Human lymphocyte methionine 
adenosyltransferase 
recombinant a subunit, chromosomai lo- 
calization and catalytic properties 
of, 21860 
Human macrophage metalloelastase 
genomic organization, chromosomal loca- 
tion, gene linkage and tissue spe- 
cific expression, 14568 
Human nerve growth factor receptor 
tyrosine dependent basolateral localiza- 
tion of mutants in, MDCK cells, 
12219 
Human neutrophil subcellular fractions 
reconstitution of GTPyS-dependent phos- 
pholipase D activity by RhoA and 
cytosolic 50-kDa factor in, 27093 
Human pancreatic a-amylase 
yeast,2-Deoxy-2,2-difluoro-a-glycosides 
new class of inhibitors of a-glucosi 
dase and, 26778 
Human red cell anion exchanger (Band 3, 
AE1) 
coexpressed fragments, generation of stil- 
bene disulfonate-sensitive anion 
transport, 9097 
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Human replication protein A 
role of 30-kDa subunit of, in simian virus 
40 DNA replication, 12801 
Human secretory component 
recombinant, with dimeric IgA binding 
capacity, 14220 
Human a subunit gene 
regulation of expression, pituitary and 
placenta, 26497 
Human T-cell leukemia virus 
molecular mechanism for latency and 
Tax transactivation, 12814 
Human transporter 
associated with antigen processing, re- 
quirements for peptide binding, 
18512 
Human WNT-5A gene 
complete genomic structure, promoter 
analysis, chomosomal mapping and 
expression in early human embryo- 
genesis, 31225 
Human Y4 subtype receptor 
cloning and functional expression of, for 
pancreatic polypeptide, neuropep- 
tide Y and peptide YY, 26762 
HU protein 
specific binding to DNA containing single 
strand brakes or gapsEscherichia 
coli, 10291 
HuT 78 
T-lymphoma line, autocrine production of 
TNF-a in, NF-«B and, 7399 
HVH2 
dephosphorylation with, mitogen-acti- 
vated protein kinase, 7197 
Hyaluronan 
covalent binding of heavy chains of inter- 
a-trypsin inhibitor to, 26657 
Hyaluronan binding region 
bovine cartilage aggrecan 
N-and O- linked keratan sulfate on, 
20516 
N-and O- linked keratan sulfate on 
(correction), 31414 
Hyaluronic acid synthesis operon 
expression in streptococci group A, 18452 
Hyaluronidase 
bovine testicular, transglycosylation reac- 
tion, enzymic reconstruction of gly- 
cosaminoglycans, 3741 
sequence identity and antigenic cross- 
reactivity, other proteins, 4457 
Hydratase-dehydrogenase gene 
rat, cooperative formation of peroxisome 
proliferator-activated receptor and 
retinoid X receptor complex on, 
29636 
Hydration 
enthalpy and entropy of, crystallins, bo- 
vine, 24961 
Hydrogen 
bonding, tyrosine radical Z, infrared 
study, 1589 
electrogenic pumping, chloride conductive 
pathways supporting, L. major 
promastigotes, 5299 
transport, inorganic pyrophosphatase 
and, plant vacuolar membrane, 
4368 
Hydrogen-ATPase 
B subunit Glu-185 of, essential for coop- 
erative catalysis, Escherichia coli, 
25656 
neurospora plasma membrane 
carboxyl-terminal third of, 6942 
integration into microsomes, 6935 
plasma membrane 
functional complementation by a plant 
hydrogen-ATPase gene, Saccharo- 
myces cerevisiae, 23828 
Saccharomyces cerevisiae, MOP2 ef- 
fects, 6815 
transport coupling ratio in, yeast, 
19659 
vacuolar 
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32-kDa subunit of encoded by VMA8, 
required for formation of enzyme 
complex, Saccharomyces cerevisiae, 
15037 
transcriptional regulation of, 7320 
in vivo disassembly and reassembly, 
yeast, 17025 
VMA10 gene encodes novel 13-kDa 
subunit of, Saccharomyces cerevi- 
siae, 13726 
vacuolar inhibitor, effects on mutant and 
wild-type B-amyloid precursor pro- 
tein, 6186 
vacuolar mutants, papillomavirus E5 on- 
coproteins and, 6830 
Hydrogen channels 
NADPH oxidase-associated, arachido- 
nate-activable, 5909 
Hydrogen-peptide cotransporter 
intestinal, cloning of, 6456 
Hydrogen peroxide 
activation of transcription by TNF-a and, 
via cis-regulatory element in 
ICAM-1, 18966 
damage induced by, HeLa cell mitochon- 
drial DNA, 7950 
metabolic sources of, aerobically grown 
Escherichia coli, 13681 
stimulates calcium release channel from 
skeletal muscle sarcoplasmic retic- 
ulum, 25557 
Hydrogen-potassium-ATPase 
a-chain, reversible phosphorylation of 
Tyr’ and Tyr’® by membrane 
bound kinase and phosphatase, 
15475 
gastric, sodium as a potassium analog on, 
7890 
a-subunit, epidermal growth factor in- 
duced gene expression, 18637 
Hydrolase 
periplasmic, cytosolic location of, fatty 
acid synthesis and, 4216 
Hydroperoxides 
initiator, requirements for cyclooxygen- 
ase activities of prostaglandin H 
synthase-1 and -2, 24019 
lipid, thioredoxin reductase reduction by, 
human, 11761 
Hydrophilic loop 2/3 
conserved motif in, lactose permease, 
16251 
Hydrophobic core 
asymmetry in, suggested by systemic in- 
troduction of proline in eukaryotic 
signal sequence, 27876 
Hydrophobic surfaces 
exposure, chaperonin GroEL oligomer, 
7335 
hidden in chaperonin Cpn60, modulation 
of, 1535 
Hydrostatic pressure 
dissociation of cpn60 induced by, plastic- 
ity of monomers and, 2061 
Hydroxyarginine 
containing polyphenolic proteins, in ad- 
hesive piaques of Mytilus edulis, 
20183 
N-Hydroxyarginine 
conversion of arginine to, enzymic syn- 
thesis of nitric oxide, 1721 
25-Hydroxycholesterol 
transcriptional suppression by, brefeldin 
A effects, CHO cells, 8023 
27-Hydroxycholesterol 
LDL cholesterol conversion to, human 
fibroblasts, 15102 
Hydroxycholesterol 7a-hydroxylase 
stimulation by interleukin-18, immature 
rat ovary, 18888 
Hydroxycinnamic acid 
polymers derived from, polyaromatic do- 
main of suberin, 7382 
2-Hydroxydeoxyadenosine triphosphate 
formation and incorporation by DNA 
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polymerases, 19446 
a-Hydroxy ester-enzyme intermediate 
mechanism of formation, soluble epoxide 
hydrolase, 26923 
Hydroxyflutamide 
androgen receptor antagonist or agonist 
activities, comparison of vinclozolin 
with, 19998 
Hydroxylamine 
treated photosystem II, chlorophyll oxida- 
tion in, 8420 
treatment distinguishes two receptor 
populations, asialoglycoprotein re- 
ceptor, rat liver, 21388 
7a-Hydroxylase 
hepatic expression and response, dietary 
cholesterol, rat and hamster, 5381 
11-Hydroxylase 
activities, rodent adrenal, 1643 
18-Hydroxylase 
activities, rodent adrenal, 1643 
Hydroxylation 
P450.,, ,-catalyzed, norcamphor, 5326 
site selection by cytochrome P450 iso- 
forms CYP27 and CYP24, vitamin 
D, 16766 
2-Hydroxymuconic semialdehyde hydrolase 
functional residues in, 6403 
Hydroxyproline 
glycoprotein rich in, plant cell wall, tan- 
dem mass spectrometry, 2541 
6-Hydroxy-p-nicotine oxidase 
folding, flavinylation, and import of, rat 
dimethylglycine dehydrogenase, 
8016 
3B-Hydroxysteriod 
dehydrogenase/isomerase 
activities mediated by NADH-induced 
conformational change, 21003 
11f8-Hydroxysteroid dehydrogenase 
liver microsomal 
lumenal orientation of, 2305 
lumenal orientation of (correction), 
10360 
3a-Hydroxysteroid dehydrogenases 
human, gene structure, substrate speci- 
ficity and tissue specific distribu- 
tion, 20162 
5-Hydroxytryptamine ,, receptor 
human, expression of, Sf9 cells, 18691 
25-Hydroxyvitamin D, 
binding to human serum vitamin D-bind- 
ing protein, Trp-145 in, 2636 
microtubules mediate trafficking, and 
genomic response to 1,25-dihy- 
droxyvitamin D, human mono- 
cytes, 22160 
N-Hydroxy-2-acetylaminofluorene 
sulfuric acid esterification catalyzed by 
homodimeric and heterodimeric 
aryl sulfotransferases, 18941 
3-Hydroxy-3-methylglutaryl-CoA lyase 
human, evaluation of cysteine 266 as a 
catalytic residue, 17311 
3-Hydroxy-3-methylglutaryl coenzyme A 
reductase 
role of membrane domain in regulated 
degradation of, 19107 
3-Hydroxy-3-methylglutaryl coenzyme A 
reductase gene 
regulation of expression in FRTL-5 cells, 
cyclic AMP-responsive element in 
promoter, 15231 
3-Hydroxy-3-methylglutaryl coenzyme A 
reductase promoter 
transcriptional modulators affect in vivo 
protein binding to, 25812 
Hylauronan 
containing coat, fibroblasts and mesothe- 
lial cells, role of inter a inhibitor 
in formation of, 9698 
Hyoscyamus muticus 
sesquiterpene cylcase from, cloning of, 
7375 
Hyperalph lip tei 


ry 
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overexpression of human lecithin choles- 
terol acyltransferase, transgenic 
mice, 12269 
Hypercalcemia 
caused by ras oncogene, nude mice, 
30857 
Hyperglycemia 
insulin resistance induced by, 7724 
Hyperphenylalaninemia 
caused by 6-pyruvoyltetrahydropterin 
synthase mutations, human, 29498 
Hyperreninemia 
hypotension and, in angiotensin II type 
la receptor deficient mice, 18719 
Hypertonicity 
low temperatures and, do not block cyto- 
kine stimulation of sphingomyelin 
pathway but inhibit NF-«B activa- 
tion, 24518 
Hypertryglyceridemia 
COOH-terminal disruption of lipoprotein 
lipase, associated with, in het- 
erozygotes, mice, 12518 
Hypolipidemic drugs 
transcriptional suppression of apolipopro- 
tein C-III by, 13470 
Hypoparathyroidism 
inheritance of, preproparathyroid hor- 
mone processing and, 1629 
Hypotension 
hyperreninemia and, in angiotensin II 
type la receptor deficient mice, 
18719 
reversal of, intramuscular delivery of kal- 
likrein-binding protein gene, mice, 
451 
Hypoxia 
induction 
acute phase gene expression, human 
hepatoma cell line, 27865 
proliferation of endothelial cells and 
pericytes, role of autocrine and 
paracrine vascular endothelial 
growth factors in, 28316 
protein binding to O, responsive se- 
quences on tyrosine hydroxylase 
gene, 23774 
transcriptional activation of vascular 
endothelial growth factor in C6 
glioma cells, 19761 
vascular endothelial growth factor, cul- 
tured human endothelial cells, 
31189 
interleukin 6 induction by, in vascular 
cells, 11463 
mitochondrial inhibitors and, regulate 
glucose transporter-1 expression 
via cis-acting sequences, 29083 
Hypoxia-inducible factor I 
purification and characterization of, 1230 
Hypoxia/reoxygenation 
induced RNA binding polypeptide RA301, 
cloning of, 28216 
Hypoxic regulation 
of lactate dehydrogenase A, 21021 
Hypoxic stress protein 
endothelial, non-neuronal enolase is, 
27752 
H2B-V 
targeted disruption of encoding H2B his- 
tone variant, DT40 chicken B cell 
line, 30664 
H-2K? 
class I gene, negative repression of, E1A- 
dependent, 2327 
H93G 
myoglobin mutant, ultra-rapid heme 
doming in, 1718 


I 


I-AB gene 
repressed expression by transcription fac- 
tor Pu.1, 24385 
ICAM-1. see Intercellular adhesion 
molecule-1 
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ICAM-3. see Intercellular adhesion 
molecule-3 
ICE,,,JI 
ICE,,, III and, molecular cloning and pro- 
apoptotic activity of, 15870 
ICE, ,IIl 
ICE,,;JI and, molecular cloning and pro- 
apoptotic activity of, 15870 
Ichthyosis vulgaris 
decreased profilaggrin expression in, 
posttranscriptional control effects, 
871 
ICH-2 
new member of interleukin 18-converting 
enzyme family of cysteine pro- 
teases, 15250 
ICSBP. see Interferon consensus sequence 
binding protein 
Id 
MIDAI protein associated with, regulates 
cell growth, 24818 
Id1 protein 
helix-loop-helix, inhibition of erythroid 
differentiation switch by, 17939 
IgA binding capacity 
Dimeric in recombinant human secretory 
component, 14220 
IgA protease 
from Neisseria gonorrhoeae, exocytosis 
and, 1770 
IgE antibody responses 
Bla g 4 cloning identification of calycins 
as cause of, Blattella germanica, 
31196 
IgE dimers 
kinetics of tyrosine phosphorylation dur- 
ing binding of FCe to 
rat basophilic leukemia cells, 20264 
rat basophilic leukemia cells (correc- 
tion), 31414 
IgE receptors 
aggregated, induces tyrosine phosphoryl- 
ation of protein-tyrosine phospha- 
tase HePTP basophilic leukemia 
2H3 cells, rat, 21902 
IGF. see Insulin-like growth factor; insulin- 
like growth factor 
IGFBP. see insulin-like growth factor bind- 
ing protein 
IGF-1R. see Insulin-like growth factor-1 
receptor 
IgG 
binding of multiple FcyRII regions con- 
tribute to, 21188 
Fc receptor III-A and III-B genes, hu- 
man, 1350 
IgG-Fc 
transductional potentiation, high affinity 
Fcy receptor signaling and, 8164 
IgG2b 


mouse, domain interchanges between hu- 
man IgM and, structure and func- 
tion of anti-dansyl chimeric anti- 
bodies formed by, 8571 
IgM 
human, domain interchanges between 
mouse IgG2b and, structure and 
function of anti-dansyl chimeric 
antibodies formed by, 8571 
IxBa 
IxBa-associated protein kinase in human 
monocytic cell line and determina- 
tion of its phosphorylation sites on, 
27914 
induction and stabilization by nitric oxide 
mediates NF-xB inhibition, 14214 
phosphorylation of involves, activation of 
NF-«B by phosphatase inhibitors, 
18347 
IxBa-associated protein kinase 
human monocytic cell line and determi- 
nation of its phosphorylation sites 
on IxBa, 27914 
IL. see Interleukin entries 
Tleal sodium-dependent bile acid trans- 
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porter gene 
identification of a mutation that abol- 
ishes transport activity, 27228 
I,-Imidaxoline 
binding sites on monoamine oxidases, 
localization of, 9856 
lg di binding domains 
on monoamine oxidases, 27961 
Immediate early gene expression 
stimulation by nitric oxide, striatal neu- 
rons, 24740 
Immunoadsorption 
of hepatic vesicles carrying newly synthe- 
sized dipeptdyl peptidase and poly- 
meric IgA receptor, 27834 
Immunofusion proteins 
T cell targeted, Escherichia coli, 14951 
Immunoglobulin. see also Ig entries 
promoters, activation of, PU.1, 898 
Immunoglobulin gene y2a 
untranslated region of membrane exon 2 
contributes to transcription termi- 
nation, 11903 
Immunoglobulin gene «x 
transcriptional activation of, modulated 
by interferon-inducible protein ki- 
nase PKR, 25426 
Immunoglobulin gene superfamily 
novel member expressed in rat carcinoma 
cell lines (correction to 1994 arti- 
cle), 20870 
Immunoglobulin « 3’ enhancer 
modulation of activity by activating tran- 
scription factor 1 and cyclic AMP 
response element modulator, 
10304 
Immunoglobulin loop I 
modification of, fibroblast growth factor 
receptor 1 lowers affinity for hepa- 
rin and FGF-1, 10231 
Immunoglobulin K domain 
mouse, loss of function in unusual frame- 
work on conversion to consenus, 
12446 
Immunoglobulin superfamily 
ligand binding by, molecule CD2, 369 
Immunolocalization 
acyl-coenzyme A:cholesterol acyltrans- 
ferase regulation and, mammalian 
cells, 29532 
Immunophilins 
binding of CyP-40 and hsp56 to common 
site on hsp90, 20479 
Immunotoxin 
anti-CD3 single-chain, using truncated 
diphtheria toxin avoids inhibition 
by pre-existing antibodies in hu- 
man blood, 28037 
Inclusion bodies 
chloroplasts, 15299 
Indole 
production and oxidation of, Haemophi- 
lus influenzae, 5 
Indoleacetic acid-responsive gene ASC4 
encodes 1-aminocyclopropane-1-carboxy- 
late synthase, Arabidopsis thali- 
ana, 19093 
Indolo[3,2-b |carbazole 
regulation of CYP1A1, mouse hepatoma 
cells, 22548 
Inflammation 
signals and receptors involved in, minire- 
view, 11703 
Influenza 
induced membrane fusion inhibition by 
lysophosphatidylcholine, 29279 
Influenza C virus receptor 
40-kDa cell surface sialoglycoprotein with 
characteristics of, MDKD-1 cells, 
17815 
Influenza hemagglutinin 
mutants, interactions with coated pits, 
21075 
Influenza virus 
infection, nuclear factor for interleukin-6 





Imid 
imidaa: 
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expression stimulates transcription 
of FAS-encoding gene, 18007 
translational control by, 28433 
Influenza virus fusion peptide 
structure and topology of, in lipid bilay- 
ers, 27606 
Influenza virus RNA 
nuclear import, mediated by viral nucleo- 
protein and transport factors, 
22701 
Inhibin 
inhibition of liver cell growth, activin re- 
ceptor complexes and, 6308 
Inhibitory epitope 
A2 domain of human factor VIII residues 
484-508 contain determinant of, 
14505 
a,-Inhibitor 3 
posttranslational folding, 24598 
Initiated protein DnaA 
interaction with DNA target, Escherichia 
coli, 17622 
Initiation complex assembly 
DNA polymerase III holoenzyme, DnaX 
complex of, central role of 7 in, 
Escherichia coli, 29555 
Initiation factor elF-4E 
serine 209 major phosphorylation site in, 
serum treated CHO cells, 21684 
Initiation factor 4E 
characterization of in vivo phosphoryla- 
tion sites of p20 and, Saccharomy- 
ces cerevisiae, 26505 
Initiation factor 4G 
mapping of functional domains with pi- 
cornaviral proteases, eukaryotes, 
21975 
Initiator element 
functional, in human £-globin promoter, 
28139 
Initiator tRNA 
Escherichia coli mutants, defective in ini- 
tiation, 12203 
Inner membrane protein 
sec-independent translocation of periplas- 
mic N-terminal tail of, Escherichia 
coli, 29831 
in Organello footprinting 
of rat liver mitochondrial DNA, 25020 
Inorganic polyphosphate 
mammalian cells and tissues, 5818 
Inosine 
in edited GluR-B pre-mRNA, 8566 


Inosine-5’ h, hh 





dehydrogenase type II gene, characteriza- 


tion of, 6808 
Inositol 
transport, regulation in Saccharomyces 
cerevisiae, permease stability and, 
2525 
Inositol hexakisphosphate 
inhibition, clathrin cage assembly, 214 
Inositol 1,3,4,5,6,-pentakisphosphate 
2-kinase 
purification, immature soybean seeds 
(correction to 1994 article), 7782 
Inositol phosphate capping 
nonreducing termini of lipoarabinoman- 
nan, Mycobacterium, 12380 
Inositol polyphosphatase 
binding to AP-3, inhibition of clathrin 
assembly, 1564 
Inositol polyphosphate 4-phosphatase 
human and rat brain, characterization of 
cDNA for, 16128 
Inositol polyphosphate 5-phosphatase 
type II, properties of, 9370 
Inositol-sensitive upstream activation 
sequence 
characterization of, yeast, 25087 
Inositol triphosphate 
activation of plasma membrane monova- 
lent cation channel by, rat 
megakaryocytes, 16638 
Inositol 1,4,5-triphosphate 
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tracheal smooth muscle, aldolase binding 
of, 20459 
Inositol triphosphate receptors 
type I and type III, heteroligomers of, 
WB rat liver epithelial cells, 23310 
Inositol 1,4,5-triphosphate receptors 
heterotetrameric complex formation of 
subunits, 14700 
type I, II and III, differental down regu- 
lation in various cell types, 11678 
Inositol trisphosphate 
calcium mobilization dependent on, vacu- 
olar membrane, Candida albicans, 
7272 
calcium stores insensitive to, NADP and, 
2152 
Inositol 1,4,5-trisphosphate 
cytosolic or nucleoplasmic, level changes, 
calcium concentration and, 4959 
induced calcium release, alkali metal ion 
dependence of, rat cerebellar mi- 
crosomes, 28097 
phospholipase C independent pathway of 
formation, Dictyostelium and rat 
liver, 29724 
p-my-Inositol 1,4,5-trisphosphate analogues 
modified, inhibits phosphatidylinositol 
3-kinase, 12075 
Inositol trisphosphate receptor 
binding and ion channel function, mer- 
salyl effects, 3588 
down-regulation of, G, pathway, 4840 
Inositol 1,4,5-trisphosphate receptor 
ankyrin-binnding domain of, T-lymphoma 
cells, 7257 
kinetics of calcium release, reconstituted 
lipid vesicles, 19046 
type 1, T-lymphocytes, 2833 
Insecticide 
-resistant and susceptible Culex quinque- 
fasciatus kinetic and molecular 
differences in esterases, 31124 
Insect peptides 
serine protease inhibition by, 25514 
Inside-out signaling 
role of integrin 6 subunit of NPXY motif 
in regulation of integrin affinity 
states, 8553 
Insulin 
action, role of protein-tyrosine phospha- 
tase 1B in negative regulation of, 
20503 
activation 
glycogen synthase activation, 2729 
of NF-«B via Raf-1-mediated pathway, 
mammalian cells, 24435 
of Ras-independent and Wortmannin- 
sensitive glycogen synthase, Chi- 
nese hamster ovary cells, 11304 
control of PHAS-I, in 3T3-L1 adipocytes, 
18531 
counterregulatory effects of, phosphoryla- 
tion of tyrosyl residues 350/354 of 
B-Adrenergic receptor obligatory 
for, 25305 
effect of Botulinum neurotoxins, release 
from insulinoma cell lines HIT-15 
and RINmSF, 18216 
g-Protein G, in insulin secretory granules 
in exocytosis of, 12869 
homologous desensitizaton of p21ras by 
growth factors and, 23421 
impaired signaling in skeletal muscles 
expressing kinase deficient insulin 
receptors, transgenic mice, 12593 
induction 
activation of phosphatidylinositol 3-ki- 
nase, 30018 
of egr-1 expression independent of in- 
sulin receptor and IRS-1 phospho- 
rylation, CHO cells, 26632 
of tyrosine phosphorylation, p95°°”, 
7712 
metabolic signaling, p21?’ actovatopm, 
2036 
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mutations of leucine 87 alter affinity of 
human insulin receptor for, 22017 

phosph lpyruvate carboxykinase gene 
expression by, requires phosphati- 
dylinositol 3-kinase, 15501 

phosphoinositide 3-kinase binding to a/B- 
tubulin and y-tubulin in response 
to, 25985 

protein kinase Cf, regulation of alterna- 
tive splicing by, 13326 

p21ras desensitization by, Grb2 during, 
1485 





receptor-mediated internalization of, 
24073 
regulation 
of focal adhesion kinase pp125*“* tyro- 
sine phosphorylation, 10199 
glucagon gene, 3039 
of membrane-associated insulin recep- 
tor substrate 1, 24442 
resistance, high glucose-induced, thiazoli- 
dine amelioration of, 7724 
secretion 
impaired, implication of defective gly- 
colysis and calcium signaling, 
transgenic mouse, 28688 
regulatory roie of CD38 in, by glucose 
in pancreatic B cells, 30045 
SHPTP2 signaling, induction of GLUT1 
expression, GLUT4 translocaton, 
12965 
stimulation 
of glucose utilization, not inhibited by 
MAP kinase kinase, 20801 
GLUT4 translocation, mediated by di- 
vergent intracellular signaling 
pathway, 27991 
of MAP kinase, p90rsk and p70 S6 ki- 
nase in mouse skeletal muscle, 
29928 
of protein phosphatase-1 activity, adi- 
pocytes, rat, 709 
P21ras activation, negative feedback 
regulation and desensitization of, 
25320 
tyrosine dephosphorylation of pp125 
focal adhesion kinase, 991 
tyrosine phosphorylation of SHPTP2 
binding protein pp115, 17716 
substrate specificities of tyrosine kinase 
catalytic domains of IGF-1 receptor 
and, 29825 
supplementation and streptozotocin-in- 
duced diabetes, effect on expres- 
sion of glycogen phosphorylase 
gene, rat liver, 24955 
12-O-tetradecanoylphorbol-13-acetate 
and, differential activation of 
MAPK and S6 kinase signaling 
pathway by, 28325 
Insulin enhancer-binding complex 3b2 
rat, molecular characterization of, 21503 
Insulin growth factor 
activity modulated by IGFBP-5 and IG- 
FBP-4, osteoblastic cell line 
MC3T3-E1, 20424 
Insulin holoreceptors 
intermolecular phosphorylation between, 
does not stimulate kinase activity, 
31136 
Insulin-like growth factor 
binding protein-5, autocrine growth and, 
fibroblasts, 135 
dependent on IGF-binding protein-4, pro- 
teolysis, 4395 
reversible inhibitor of IGFBP-4 proteoly- 
sis, function of insulin-like growth 
factor-binding protein-3 as, 27481 
transcriptional regulation, elastin gene, 
6555 
Insulin-like growth factor binding protein 3 
cell growth inhibition by transforming 
growth factor B mediated by, hu- 
man breast cancer cells, 13589 
functions as IGF-reversible inhibitor of 
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IGFBP-4 proteolysis, 27481 
Insulin-like growth factor binding protein 4 
IGF-dependent on, proteolysis, 4395 
modulate insulin growth factor actions by 
IGFPB-5 and, osteoblastic cell line 
MC3T3-E1, 20424 
proteolytic cleavage of, 11377 
Insulin-like growth factor binding protein 5 
heparin modulates binding of, to mem- 
brane protein, osteoblastic cells, 
28289 
modulate insulin growth factor actions by 
IGFPB-4 and, osteoblastic cell line 
MC3T3-E1, 20424 
regulation of synthesis by skeletal 
growth factors, osteoblast cell cul- 
ture, 10771 
Insulin-like growth factor binding protein 5 
gene 
human, regulation of expression by tran- 
scription factor AP-2, 24844 
Insulin-like growth factor binding protien 6 
production by human keratinocyte cell 
line in a calcium and cell density 
dependent manner, 12373 
Insulin-like growth factor I 
activation, glycogen synthase activation, 
2729 


autocrine secretion of, collagen and 
stretch effects, skeletal muscle 
cells, 2099 
myogenic expression vector of, stimulates 
muscle cell differentiation and 
myofiber hypertrophy, transgenic 
mice, 12109 
stimulation, tyrosine phosphorylation of 
endogenous c-Crk, 5187 
unique calcium dependent stimulator of 
1,25-dihydroxyvitamin D, produc- 
tion, 25461 
Insulin-like growth factor I gene 
salmon, activation by hepatocyte nuclear 
factor I, 1068 
transcriptional regulation, role of nuclear 
proteins binding to downstream 
region of, 24917 
Insulin-like growth factor II 
complexed with insulin-like growth factor 
Il/mannose 6-phosphate receptor, 
bovine serum, 16441 
localizaton of binding site in mannose 
6-phosphate/insulin-like growth 
factor II receptor, 14975 
N-terminal region critical for functional- 
ity of, 18013 
Insulin-like growth factor II gene 
promoters 
human, concordant loss of imprinting in 
cancer, 27983 
Insulin-like growth factor II/mannose 
6-phosphate receptor 
insulin-like growth factor II complexed 
with, bovine serum, 16441 
in vivo coupling to heteromeric G pro- 
teins, 29224 
Insulin-like growth factor II receptor 
mannose 6-phosphate receptor and, inter- 
action with G proteins, 287 
Insulin-like growth factor | prohormone 
processing site, mutational analysis of, 
17566 
Insulin-like growth factor I receptors 
activation by a transmembrane mutation, 
19041 
interaction with SHC and insulin recep- 
tor substrate-1, yeast two-hybrid 
system, 23456 
localization of binding sites for SH2 do- 
main proteins p85, Syp and 
GTPase activating protein, 19151 
MAP kinase activation by, mediated by 
Gg, subunits, 16495 
mutation at tyrosine 1251, effects on mi- 
togenesis and transformation, 
22639 
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regulation by phosphorothioate oligonu- 
cleotides, vascular smooth muscle 
cell, 14383 
role of tyrosine kinase domain in intra- 
cellular signaling, cell proliferation 
and tumorigenesis, 29176 
Insulin-like growth factor receptor 
NPEY motif of, phosphotyrosine-dep 
ent interaction with insulin recep- 
tor substrate-1 and SHC, 15639 
Insulin-like growth factor-1 receptor 
substrate specificities of tyrosine kinase 
catalytic domains of insulin and, 
29825 
thrombin stimulates phosphorylation of, 
rat aortic smooth muscle cells, 
27871 
Insulinoma cells 
HIT-15 and RINmS5F cell lines, effect of 
Botulinum neurotoxins on insulin 
release from, 18216 
regulation of gastrin gene transcription, 
8829 
Insulinotropic hormone 
glucagon-like peptide-1, activation of 
cAMP-regulated calcium signaling 
pathway by, pancreatic -cells, 
17749 
Insulin receptor 
B isoform signaling more efficient than A 
isoform, in HepG2 cells, 20816 
catalytic core of, crystallization, 8122 
diluceucine motifs involvement in inter- 
nalization and degradation of (cor- 
rection to 1994 article), 30235 
down-regulation and internalization of, 
role of transmembrane domain and 
flanking amino acids, 3115 
Drosophila, homologue, signal transduc- 
tion and, 4236 
endogenous, neuroblastoma, 1881 
human, mutations of leucine 87 alter af- 
finity for insulin, 22017 
IRS-1 interaction, adapter function of 
protein-tyrosine phosphatase 1D 
in, 29189 
kinase activation, triggering of endocyto- 
sis, 5001 
kinase deficient, impaired insulin signal- 
ing in skeletal muscles expressing, 
transgenic mice, 12593 
mutant, decreased phosphorylation by 
protein kinase C and protein ki- 
nase A, 15844 
NH,-terminal ligand binding site of, 
mapping by alanine scanning mu- 
tagenesis, 3012 
NPEY region, interaction with SHC and 
insulin receptor substrate-1 via 
non-SH2 domains, 23258 
phosphorylation inhibited by PC-1, 22085 
proteolytic fragment mediates insulin 
resistance, 24972 
She isoform-specific tyrosine phosphoryl- 
ation by epidermal growth factor 
receptor and, 20737 
signaling 
antisense inhibition of protein tyrosine 
phosphatase LAR and, 2435 
downregulation by protein-tyrosine 
phosphatases a and ¢, 23126 
dynamics of, adipocytes, 59 
inhibited by activation of protein ki- 
nase Ca, 21600 
4PS/IRS-2 is alternative substrate of, in 
IRS-1-deficient mice, 24670 
Insulin receptor gene 
human, stimulation of expression by reti- 
noblastoma gene product, 20525 
Insulin receptor kinase 
hepatic endosomal, rat, selective activa- 
tion of, 10784 
Insulin receptor substrates 
pp190, p85 and Grb2 binding, 5698 
4PS/ substrate-2, alternative substrate of 





31523 


insulin receptor in IRS-1-deficient 
mice, 24670 
temperature-sensitive mutation of, dele- 
tion of lysine 121 and, 476 
transmembrane signaling by, lacking cy- 
toplasmic B-subunit domain, 10885 
tyrosine phosphorylation of stimulated by 
interleukins, T cells, 28527 


Insulin receptor substrate-1 


insulin receptor interaction, adapter 
function of protein-tyrosine phos- 
phatase 1D in, 29189 

insulin receptor NPEY region, interaction 
with SHC and, via non-SH2 do- 
mains, 23258 

interaction with insulin-like growth fac- 
tor-I receptor and SHC, yeast two- 
hybrid system, 23456 

interferon a and, association with phos- 
phatidylinositol 3’-kinase, 15938 

IRS-1 phosphorylation and binding of, 
4870 


membrane-associated, insulin regulation 
of, 24442 
PTB domains have distinct but overlap- 
ping binding specificities, 27407 
SHC and, insulin-like growth factor re- 
cepior NPEY motif, phosphotyrosine-- 
dependent interaction with, 15639 
stimulation of tyrosyl phosphorylation of, 
by growth hormone, interferon-y, 
and leukemia inhibitory factor, 
14685 
thrombin stimulates phosphorylation of, 
rat aortic smooth muscle cells, 
27871 
tumor necrosis factor a induces phospho- 
rylation of, 23780 
tyrosine phosphorylation of 
growth hormone stimulation, primary 
adipocytes, 3471 
induced by interleukin-9 via JAK tyro- 
sine kinases, 20497 
in vivo, dependent on pleckstrin homol- 
ogy region, 18083 . 


Insulin resistance 


proteolytic fragment of insulin receptor 
mediates, 24972 


Insulin response element 


consensus, activation by ETS-related 
transcription factor, 27773 

glucagon gene, interaction with islet-spe- 
cific protein, 3039 


Insulin response sequence 


of fatty acid synthase promoter, up- 
stream stimulatory factors bind to, 
28716 


Insulin signaling 


pathways for, dissociation of, 2107 
sensitized by pleckstrin homology domain 
in insulin receptor substrate, 

11715 


Insulin stimulated protamine kinase 


eukaryotic protein synthesis initiation 
factor 4E phosphorylation by, 
14824 


Integral membrane protein 


AmiS, and ATPase (AmiB), new genes 
encoding in amidase operon, 
Pseudomonas aeruginosa, 18818 

Cy;.3, of complex II of mitochondrial elec- 
tron transport chain, Chinese ham- 
ster cell line mutant with defect 
in, 26104 


Integrase 


HIV-1, assembly of active multimer, 3320 


Integration host factor 


DNA helicase I-catalyzed nicking at F 
plasmid oriT, stimulated by traY 
gene product and, 28374 


Integration host factor protein 


participation of flank regions, specificity 
and stability of DNA binding, 
17902 


Integrin ayp,B3 





31524 


activation state of, affects cell spreading 
and focal adhesion kinase phospho- 
rylation, 18133 

interaction with multiple fibrinogen do- 
mains during platelet adhesion, 
28812 

mediation of CDC42Hs translocation to 
cytoskeleton, human platelets, 
17321 

Integrin alIlbp3 

platelet, agonist stimulated ligand bind- 

ing, B lymphocytes, 18631 
Integrin aj,B3 

protein-tyrosine phosphatases regulation 
by, via cytoskeletal reorganization 
and tyrosine phosphorylation, 
platelets, 11927 

specificity of Fab fragment for, un- 
changed by exchange of RGD by 
RYD, 16660 

Integrin ayB. 

I domain of, ligand binding sites that af- 
fect divalent cation-dependent con- 
formation, 25866 

Integrin a, 

mediate rise in intracellular calcium in 
endothelial cells on fibronectin 
(correction to 1994 article), 30235 

Integrin ayB, 

osteopontin binding to integrin ayB, and, 

26232 
Integrin a,Bs 

attenuation of binding affinity for os- 
teopontin by calcium ions sup- 
presses cell adhesion, 9917 

ligands of mediate tyrosine phosphoryla- 
tion of multiple proteins, adherent 
bovine pulmonary artery endothe- 
lial cells, 16781 

Integrin ayB;, 

osteopontin binding to integrin ayB, and, 

26232 
Integrin a,8, receptor 

mediated endocytosis of vitronectin is 

protein kinase C dependent, 18593 
Integrin a1f1 

recognition site, function mapping of, 

laminin-1 a-chain short arm, 9398 
Integrin ap, 

inducible interaction with calreticulin, 
23132 

positive regulator of collagenase (MMP-1) 
gene expression, 13548 

positive regulator of collagen al(I) gene 
expression, 13548 

Integrin af, 

collagen al(IV) peptide model binds, 

29047 
Integrin a, 

aspartate 698 within cation binding motif 
of, required for cell adhesion, 
18401 

binding, domain 1 and 4 of vascular cell 
adhesion molecule-1, 5979 

Integrin a4 
molecular mapping of functional binding 
sites, 14270 
Integrin a,8,-dependent cell adhesion 
regulation by low affinity receptor pool 
that is conformationally responsive 
to ligand, 28740 
Integrin a5f1 

activation state, synergy site requirement 
for, in cell adhesion to fibronectin, 
21612 

Integrin a,6, 

autocrine transforming growth factor B,. 
modulation of expression of, in hu- 
man colon carcinoma FET celis, 
14154 

Integrin «561 

regulation of fibronectin interaction by 

divalent cations, 26270 
Integrin a7 
ADP-ribosylated, processing of, skeletal 
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muscle myotubes, 9227 
Integrin a861 
human, receptor for tenascin, fibronectin 
and vitronectin, 23196 
Integrin 61 
dependent motility, CD9 expression con- 
fers, on fibronectin and laminin 
substrates, human B cells, 24092 
Integrin B, 
mediate fibronectin binding activity, peri- 
implantation blastocysts, mouse, 
11522 
novel epitope, induced by soluble ligand 
and manganese, inhibited by cal- 
cium and defined by mAb 9EG7, 
25570 
Integrin Bic 
novel structural motif Gln7®°-Gin®? in 
cytoplasmic domain regulates cell 
proliferation, 24666 
Integrin B2 
I domain of, aspartic acid residues and 
threonine residues critical for in- 
teractions with ICAM-1 and C3bi, 
c3bi, 12531 
interactions with intercelluar adhesion 
molecule 1 and C3bi, critical resi- 
dues in I domain, 12351 
Integrin B, 
mediate fibronectin binding activity, peri- 
implantation blastocysts, mouse, 
11522 
subunit 
calpain cleavage of cytoplasmic do- 
main, 26146 
mutation of cytoplasmic domain, 9550 
Integrin B, 
activation of p21 growth arrest pathway 
and apoptosis by cytopl ic do- 
main of, 22673 
Integrin CR3 
leukocyte, energetics of activation of, 
14358 
Integrin-mediated cell adhesion 
to extracellular matrix, role of tyrosine 
phosphorylation of p130°** and 
cortactin, 22259 
Integrins 
activation of mitogen-activated protein 
kinase, cell phenotype, 269 
affinity states, inside-out signaling, role 
of integrin 6 subunit of NPXY mo- 
tif in regulation of, 8553 
a,B3 mediation of fibrin gel retraction 
and, 1785 
B subunits of 
alanine mutations of, 94 
interleukin-4-induced expression, 4115 
NPXY motif in, role in regulation of 
integrin affinity states, inside-out 
signaling, 8553 
topography of ligand induced binding 
sites, novel cation-sensitive epitope 
(AP5), human, 11947 
crosslinking induces cluster of p190-B 
with Rho, 30919 
expression, control of by extracellular 
matrix, 26794 
LFA-1 and MAC-1, I domain, ligand rec- 
ognition by, 94 
mediates tyrosine phosphorylation, cyto- 
kine message induction, mono- 
cytes, 16189 
region of cytoplasmic domain specifies 
ligand binding affinity, 12411 
variants a6Af1 and a6B£1, differential 
signaling in tyrosine phosphoryla- 
tion of paxillin, 23648 
Integrin VLA-3 
association with CD63, 17784 
Integrin VLA-6 
association with CD63, 17784 
Integrin antagonist neutrophil inhibitory 
factor 
functional interaction with CD11b/CD18 
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(correction to 1994 article), 6420 
Intercellular adhesion molecule-1 
activation of gene transcription by hydro- 
gen peroxide and TNF-a, via cis- 
regulatory element in, 18966 
binding 
interface on I domain of lymphocyte 
function associated antigen-1, re- 
quired for interaction with, 19008 
to leukocyte function-associated anti- 
gen-1, interaction through CD1la 
I-domain, 12635 
and C3bi, critical residues in I domain of 
integrin £2, interaction with, 
12351 
fibrinogen, molecular mimicry of, 696 
rhinovirus, virus receptor interaction, 
13216 
threonine and aspartic acid residues 
within I domain of 62 integrins 
critical for interactions with, and 
C3bi, 12531 
transcriptional regulation, inflammatory 
cytokines, endothelial cells, 933 
Intercellular adhesion molecule-3 
binding site, leukocyte integrin LFA-1, 
877 
Intercellular signalling 
lysophosphatidic acid, phospholipid mes- 
senger, review, 12949 
Interdomain communication 
evidence for, nucleotide induced confor- 
mational changes, DnaK chaper- 
one, 16903 
Interferon a 
insulin receptor substrate-1 and, associa- 
tion with phosphatidylinositol 3’- 
kinase, 15938 
Interferon-a/B receptor complex 
configuration determines biological re- 
sponse, 21785 
Interferon a/B-stimulated genes 
positive regulation by specific DNA-bind- 
ing factors activated by double- 
stranded RNA, 23739 
Interferon a transmembrane signaling 
interferon binding protein type 1 encoded 
by vaccinia virus B18R gene 
blocks, 15974 
Interferon binding protein 
type 1, encoded by vaccinia virus B18R 
gene, blocked interferon a trans- 
membrane signaling, 15974 
Interferon « q e binding 
protein 
functional domain analysis of, and inter- 
feron regulatory factors, 13063 
Interferon-dependent tyrosine kinase 
Tyk-2, association with hematopoietic cell 
phosphatase, 18179 
Interferon y 
activation of STAT factors by, and prolac- 
tin, growth hormones, tyrosine 
phosphatase inhibitor, mammary 
epithelial cells, 20952 
inactivation of transcription mediated by, 
BPAG1, 392 
induced cell death, DAP3 is novel media- 
tor of, 27932 
inducible tryptophanyl-tRNA synthetase, 
transcriptional regulation of, 397 
interleukin-6 gene triggering by, in 
monocytic cells required coopera- 
tion between transcription factors, 
27920 
receptor peptide antagonist, human, li- 
gand bound confirmation, by trans- 
ferred nuclear Overhouser effect 
spectroscopy, 9241 
regulation of TrkA receptors and TrkB 
receptor by retinoic acid and, in 
neuroblastoma cell lines, 24725 
stimulation of tyrosyl phosphorylation, 
insulin receptor substrate-1, 14685 
transcription induced by, gp91-phox gene 
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required for, 8267 
Interferon-y-inducible 11 S regulator 
20 S proteasome peptide production gov- 
erned by LMP2/LMP7 subunits 
and, 23808 
Interferon y promoter 
negative transcriptional regulation by 
glucocorticoids, c-Jun mutants, 
12548 
Interferon y receptor 
association of Jak kinases with a and B 
chains of, 17528 
IgG fusion protein and, Chinese hamster 
ovary cells, 3958 
myxoma virus-soluble, inhibition in spe- 
cies-specific manner, 3031 
Interferon y receptor complex 
interaction between components of, 
20915 
Interferon-induced factor 
molecular cloning of, HIV-1 long terminal 
repeat expression inhibited by, 
14891 
Interferon-inducible kinase PKR 
signal transduction by, 3100 
Interferon-inducible protein 
binding of, to retinoblastoma protein, 
6134 
Interferon-inducible protein 10 
and MIP-1a inhibition of growth factor 
stimulation of Raf-1 kinase, hema- 
topoietic cell line, 21998 
Interferon receptors 
af, cloning and expression of B subunit 
of, 21606 
type I 
Stat-2 interaction with, 24627 
a subunit of, transmembrane signaling, 
8188 
Interferon regulatory factors 
interferon cc q e binding 
protein, association with, 13063 
Interferon regulatory factor-1 
growth dependent expression of angioten- 
sin II type 2 receptor regulated by, 
20225 
Interferon regulatory factor-2 
growth dependent expression of angioten- 
sin II type 2 receptor regulated by, 
20225 
Interferons 
binding, signal transduction and, protein 
tyrosine kinase tyk2 required for, 
3327 
induced RNA-dependent protein kinase, 
malignant transformation by regu- 
latory and catalytic domain vari- 
ants, 17423 
inducible protein kinase PKR, modulates 
transcriptional activation of immu- 
noglobulin «x gene, 25426 
inducible 17-kDa membrane protein in- 
volved in cell growth, cloning of, 
23860 
type I, reconstitution of high affinity 
binding site for, 26033 
Interferon-stimulated response elements 
consensus sequence in human leukocyte 
antigen A2 binds nuclear factor for 
constitutive expression, 12276 
transcriptional induction by double 
stranded RNA, mediated by, 19624 
Intergenic regions 
gp63 genes, influence of, expression of 
gp63 RNAase, Leishmania chagasi 
promastigotes, 12133 
Interglobular domain 
proteolysis of, catabolism of aggrecan 
and, 2550 
Interhelical electrostatic repulsions 
effects of, between glutamic acid residues 
and stability of two stranded a hel- 
ical coiled-coils, 25495 
Inter a inhibitor 
role in formation of hylauronan-contain- 
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ing coat on fibroblasts and me- 
sothelial cells, 9698 
Interleukin-B 
and IL-la precursor proteins, differential 
sensitivity to cleavage by calpain, 
27758 
Interleukins. see also individually named 
interleukins 
stimulate tyrosine phosphorylation of in- 
sulin receptor substrates in T cells, 
28527 
Interleukin-1 
activation of NF-xB, requires IL-1 recep- 
tor-associated protein kinase, 
16514 
calcium flux induced by, human fibro- 
blasts, 6042 
dependent aggregation of IL-type I recep- 
tors correlates with receptor activ- 
ity, 27562 
endothelin-stimulated diglycerides and, 
regulate protein kinase C, mesang- 
ial cells, 21632 
enhances oxidation of linoleic acid, cul- 
tured human umbilical vein endo- 
thelial cells, 17279 
Regulation of cytochrome P450 2C11 
gene expression by sphingomyelin 
hydrolysis, ceramides and, rat 
hepatocytes, 25233 
Interleukin-la 
and IL-8 precursor proteins, differential 
sensitivity to cleavage by calpain, 
27758 
Interleukin-18 
insertion of structural domain of, confers 
agonist activity to IL-1 receptor 
antagonist, 22460 
low affinity binding of Fit-1 to, intracel- 
lular signaling via NF-«B, 17645 
secretion of, regulated in cell type spe- 
cific manner, 16258 
stimulation of hydroxycholesterol 7a-hy- 
droxylase by, immature rat ovary, 
18888 
vascular endothelial growth factor induc- 
tion by, aortic smooth muscle cells, 
308 
Interleukin-18 converting enzyme 
of cysteine proteases, ICH-2 a new mem- 
ber of, 15250 
expression, refolding and autocatalytic 
proteolytic processing of, 9378 
four novel isoforms of, cloning, 4312 
TX and Nedd-2 homologs and, cleavage of 
poly(ADP-ribose) polymerase by, 
18715 
Interleukin-1-inducible pentraxin protein 
promoter structure and transcriptional 
activation of murine TSG-14 gene, 
25584 
Interleukin-1 receptor antagonist 
IL-1 and, mapping binding sites by site 
directed mutagenesis, 11477 
insertion of structural domain of IL-18 
confers agonist activity to, 22460 
Interleukin-1 receptor-associated protein 
kinase 
IL-1 activation of NF-«B, requires, 16514 
Interleukin-1 receptor complex 
molecular cloning and characterization of 
a second subunit of, 13757 
Interleukin-1-responsive K protein kinase 
recruited by K domain adjacent to a clus- 
ter of c-Sre and Vav SH3 binding 
sites, 26976 
Interleukin-1f-stimulated cells 
lactoferrin down-regulation GM-CSF pro- 
moter in, 12263 
Interleukin-2 
binding to human a,-macroglobulin, 8381 
cell cycle progression induced by, T-lym- 
phocytes, /ck-associated p70 in, 
2506 
cytotoxic T lymphocyte cell line depend- 
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ent on, apoptosis in, 3203 
dependent signal transduction analysis 
of, through She/Grb2 adapter path- 
way, 28858 
y chain associated cytokine receptors sig- 
nal through distinct transducing 
factors, 14517 
induction of proliferating cell nuclear an- 
tigen gene expression, blockade by 
rapamycin, T-lymphocytes, 9454 
receptor y chain gene promoter, func- 
tional analysis of, 7479 
secretion, CD45 protein-tyrosine phos- 
phatase isoforms regulate, and ac- 
tivation signal pathways involving 
Vav, T cells, 24949 
stimulated T-lymphocytes, protein-ty- 
rosine kinase-dependent activation 
of STAT transcription factors in, 
11628 
Interleukin-2 gene 
human, post-transcriptional regulation of 
expression, 19569 
Interleukin-2 gene promoter 
regulatory element in, binding site for 
zinc finger proteins Sp1 and 
EGR-1, 22500 
Interleukin-2 receptor 
B chain, identification of variable region 
required for growth signal trans- 
duction, 22176 
complexes, ligand binding analysis of, by 
surface plasmon resonance, 16045 
human, growth signal transduction re- 
quires B chain tyrosines and non- 
tyrosine residues of y, chain, 
21729 
solution assembly of soluble, heteromeric, 
high affinity complex, 16039 
subunits, signaling mechanism for hema- 
topoietin receptors, hepatic cells, 
8298 
Interleukin-2 receptor a gene 
expression, mouse 
delimitation of cis-acting regulatory 
elements, 10733 
interleukin-1 and interleukin-2 tran- 
scription control, cis acting ele- 
ments, 10743 
Interleukin-3 
activation of STAT5-like factor, lymphoid 
cells, 15942 
human, saturation mutagenesis of, 23754 
induced proliferation of mouse Pro-B cell 
line BaF3, Ras not required for, 
27880 
mRNA, stabilization by a trans-acting 
mechanism in autocrine tumors, 
20629 
new adapter protein links common £ sub- 
unit of receptor for, to phosphati- 
dylinositol 3-kinase, 27817 
regulates development of 5-lipoxygenase/ 
leukotriene C, synthase pathway, 
mouse mast cells, 22653 
regulation of GATA-2 phosphorylation, 
4101 
Interleukin-3 promoter 
human, protein interaction with nuclear 
inhibitory protein repressor ele- 
ment in, 24572 
Interleukin-3 receptor 
B. domains, tyrosine kinase and phos- 
phatidylinositol 3-kinase, 6886 
Interleukin-3 receptor-associated 110-kDa 
serine/threonine kinase 
identification and characterization, 22422 
Interieukin-4 
y chain associated cytokine receptors sig- 
nal through distinct transducing 
factors, 14517 
human, species-specific activities, ligand 
binding properties of human and 
murine common receptor y chain, 
8452 
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induces phosphorylation of JAK2 tyrosine 
kinase, human colon carcinoma 
cells, 30828 
inducible phosphorylation of HMG-IC(Y), 
inhibited by rapamycin, 22924 
JAK3 activation critical for stimulated 
proliferation by, membrane proxi- 
mal region of ILA receptor a re- 
quired, 9630 
mouse, expression and refolding, Esche- 
richia coli, 7445 
nuclear activated factor, activation and 
characterization of, 19481 
stimulated T-lymphocytes, protein-ty- 
rosine kinase-dependent activation 
of STAT transcription factors in, 
11628 
transactivation, 6, integrin, 4115 
tyrosine phosphorylation and, 140-kDa 
subunit of interleukin 4 receptor, 
966 
Interleukin-4 receptor 
characterization of, comparison to inter- 
leukin 13 receptor, several cell 
types, 3512 
human, primary binding subunit shared 
by interleukin-13 receptor, 13869 
Interleukin-5 
activation of STAT3, 25778 
binding interactions with its receptor a 
subunit, 9459 
eosinophil receptor a subunit gene, hu- 
man, functional promoter region 
in, 1462 
human, charge residues involved in re- 
ceptor binding and cellular activa- 
tion, 15762 
new adapter protein links common f sub- 
unit of receptor for, to phosphati- 
dylinositol 3-kinase, 27817 
Interleukin-5 gene 
mouse, transcription regulated by multi- 
ple promoter elements, 20575 
Interleukin-5 gene promoter 
cis-regulatory elements of, mouse, 17541 
Interleukin-5 promoter 
activation requires GATA-3 and CLEO, 
mouse EL-4 cells, 24548 
Interleukin-5 receptors 
human, soluble, epitope-labeled, 29236 
Interleukin-6 
Aa fibrinogen gene response to, novel 
transcription factor for, 7580 
antagonism by mutated gp130 binding 
interface in soluble IL-6 receptor 
a, 12242 
cytokine signal transducer family, gp130 
activation of Fes tyrosine kinase, 
11037 
downstream site of junB gene that medi- 
ates response to, murine plasma 
cytoma, 31129 
human, composite binding site for gp130 
in, 31249 
induction 
by hypoxia in vascular cells, 11463 
of plasma protein secretion modulated 
by p53 species, hepatoma cells, 
23159 
junB transcription induced by, B cell hy- 
bridoma 7TD1, 1261 
responsive elements, in y fibrinogen gene 
promoter, characterization of, 
24287 
restrictin-P is antagonist of interleukin 
11 and, 29594 
two mutations of, gp130 activation and, 
human IL-6 receptor antagonist 
from, 8158 
Interleukin-6 expression 
nuclear factor for, stimulates transcrip- 
tion of FAS-encoding gene, influ- 
enza virus infection, 18007 
Interleukin-6 gene 
triggering by interferon-y and TNF-a in 
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monocytic cells required coopera- 
tion between transcription factors, 
27920 
Interleukin-6 receptor a 
soluble, interleukin 6 antagonism by mu- 
tation in gp130 binding interface, 
12242 
Interleukin-6 receptor antagonist 
myeloma cells, 8158 
Interleukin-6 response element 
STAT protein activation and gene regula- 
tion via, role of box 3 motif of 
gp130, 14847 
Interleukin-7 
y chain associated cytokine receptors sig- 
nal through distinct transducing 
factors, 14517 
Interleukin-8 
chemokine N51 competes with '*°I-inter- 
leukin-8 binding to IL-8Rf but not 
to IL-8Ra, 28014 
chimeric mutant with platelet factor for, 
suppresses myeloid progenitor pro- 
liferation, 23282 
mutations, CC chemokine activity and, 
2716 
Tyr’® and Lys" in interaction with inter- 
leukin-8 receptor type A, 10428 
Interleukin-8 receptor A 
Tyr’® and Lys'® of interleukin-8 in inter- 
action with, 10428 
Interleukin-8 receptor B 
activation of protein kinase C enhances 
phosphorylation, and stimulates 
degradation of, 10439 
Interleukin-8 receptor B 
orphan mouse receptor, N51 binding and, 
4987 
signal transduction, role of carboxyl ter- 
minus, 9121 
Interleukin-8 receptors 
chemokine N51 competes with '*°l-inter- 
leukin-8 binding to IL-8Rf but not 
to IL-8Ra, 28014 
on polymorphonuclear leukocytes, regula- 
tion by lipopolysaccharide and 
granulocyte-colony stimulating fac- 
tor, 28188 
Interleukin-9 
induces tyrosine phosphorylation of insu- 
lin receptor substrate-1 via JAK 
tyrosine kinases, 20497 
Interleukin-10 
inhibits nuclear factor xB activation, hu- 
man monocytes, 9558 
Interleukin-10 receptor 
human, characterization of recombinant 
extracellular domain of, 12906 
Interleukin-11 
human, structure-function relations, 978 
induces complex formation of Grb2, Fyn 
and JAK2 in 3T3L1 cells, 27999 
restrictin-P is antagonist of interleukin 6 
and, 29594 
stimulates Syp association with gp130 
and JAK2, 3T3-L1 mouse preadi- 
pocytes, 24826 
Interleukin-12 
p35 subunit of, mouse, 5864 
Interleukin-13 
calcium and cAMP in, modulation of 
monocyte oxidative burst, 5084 
chimera with Pseudomonas exotoxin, cy- 
totoxic to human carcinoma cells 
expressing appropriate receptors, 
16775 
receptor for, 8797 
signal transduction in, related to inter- 
leukin-4 and insulin, lymphohemo- 
poietic cells, 12286 
tyrosine phosphorylation and, 140-kDa 
subunit of interleukin 4 receptor, 


966 
Interleukin-13 receptor 
characterization of, comparison to inter- 
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leukin 4 receptor, several cell 
types, 3512 
human, primary binding subunit shared 
by interleukin-4 receptor, 13869 
Interleukin-15 receptor a chain 
human, characterization of, and linkage 
of RLI5RA and IL2RA genes, 
29862 
Intermolecular interactions 
quantitative characterization, 7045 
Internalization 
gonadotropin-releasing hormone receptor, 
mutations in second intracellular 
loop affect signal transduction and, 
22820 
receptor-mediated, of insulin, 24073 
Internalization efficiency 
P-selectin of, affect residues in cytoplas- 
mic domain, 26818 
a-Internexin promoter 
activation by Brn-3a transcription factor, 
2853 
Interphotoreceptor retinoid-binding protein 
single cis-acting element in, analysis, 
1289 
Inter-a-trypsin inhibitor 
covalent binding of heavy chains of, to 
hyaluronan, 26657 
Intestinal cells 
Epithelial from small and large, expres- 
sion of pulmonary surfactant pro- 
tein A by, 12162 
Intestinal epithelium 
human, tetraspan membrane glycopro- 
tein produced in liver and, regu- 
lates cell density-dependent prolif- 
eration, 21907 
regulation of human apolipoprotein A-I 
gene expression by enhancer ele- 
ment in apolipoprotein C-III gene, 
19979 
Intestinal fluid secretion 
characterization of pituitary gland pro- 
tein that modulates, 20615 
Intestinal mucosa 
rat, triacylglycerol synthetase role in syn- 
thesis of triacylglycerol in, 13630 
Intestinal trefoil factor gene 
molecular cloning of, rat, 9353 
Intestine 
apical endosomal compartment, protein 
from, rat, 1583 
epithelia, adenosine receptor agonists in, 
cAMP effects, 2387 
hydrogen-peptide cotransporter, cloning 
of, 6456 
Intestine, small 
brush border membrane, lipid exchange 
proteins of, 5917 
Intestine-specific membrane sulfate trans- 
port protein 
down regulated in ad 
codes, 11897 
Intracellular acidification 
apoptosis associated with, interleukin-2- 
dependent cytotoxic T-lympho- 
cytes, 3203 
Intracellular adhesion molecule-2 
activation of natural killer cells by mi- 
gration of leukocyte integrin-bind- 
ing peptide from, 8629 
Intracellular calcium influx factor 
purification of, from thapsigargin-acti- 
vated Jurkat cells, 9706 
Intracellular domain 
interactions, epidermal growth factor re- 
ceptors, 3068 
Intracellular folding 
glycosylation and, tissue-type plasmino- 
gen activator, 4797 
Intracellular signaling 
role of insulin-like growth factor-I recep- 
tor tyrosine kinase domain in cell 
proliferation, tumorigenesis and, 
29176 





gene en- 
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Intracellular trafficking 
differential glycosylation and, for long 
and short isoforms of d. dopamine 
receptor, 29819 
Intragenic sequences 
regulating expression of rabbit a-globin 
gene, 3965 
Intramembrane electric charge 
di potassi ATPase and, 4244 








Intron 
alternative splicing, multiple signal con- 
trol, bovine growth hormone 
pre-mRNA, 5346 
Intron I 
expression, human factor IX gene, 5276 
Intronic polyadenylation signal 
purine synthesis, mouse gene encoding 
three steps of, 1823 
Intronless gene 
cloning and sequencing, functional en- 
zyme, 5642 
Intron mobility 
mechanisms of, minireview, 30237 
Invariant chain 
association of MHC Class I molecules, 
endocytic compartments, 1443 
class II major histocompatibility complex 
molecules and, calnexin, 2784 
delayed transport and, early to late endo- 
somes, 2741 
In vascular smooth muscle cells 
convergence of signaling cascades of 
platelet derived growth factor re- 
ceptor and angiotensin in, 12563 
in vivo mutational analysis 
DNA binding domain, tissue specific 
transcription factor Pit-1, 25520 
Inward rectification 
plant-animal chimeric channels, amino 
terminus and membrane spanning 
segments of potassium channel 
KAT 1 confer, 17697 
Inward rectifier potassium channel 
differential expression of conductance, 
auditory receptor epithelium, chick 
inner ear, 19238 
Iodonium compounds 
differential inhibition by, induced eryth- 
ropoietin expression, 2628 
Iodothyronine deiodinase 
type III, mammalian, cloning and expres- 
sion of cDNA, 16569 
Iodothyronine deiodinase type II 
cloning of cDNA for, 26786 
Iodothyronine deiodinase (D1) type 1 
membrane topology of, 12310 
Ion channel 
voltage dependent, inner chloroplast en- 
velope membrane, 9947 
Ion channels 
formation by protective antigen, effect of 
anthrax toxin’s lethal factor on, 
18626 
Ionizing radiation 
expression of RAD52 confers resistance 
to, mammalian cells, 15467 
stimulation of Grb2-mediated association 
of phosphatidylinositol 3-kinase 
with stress-activated protein ki- 
nase, 18871 
Ionizing radiation exposure 
c-jun and Egr-1 participate in DNA syn- 
thesis and cell survival, 30303 
Ionomycin 
calcium release induced by, meiotic mat- 
uration, mouse oocytes, 6671 
Ionophores 
P-glycoprotein multidrug transporter, 
interaction with peptides and, 
10334 
Ion pump 
sodium-potassium-ATPase, in choroid 
plexus, 2427 
Ions 
binding specificity, Escherichia coli hy- 
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drogen ion-transporting ATP syn- 
thase, 87 
IorA 
IorB and, structural analysis of isoquino- 
line 1-oxidoreductase genes, 
Pseud diminuta 7, 14420 





IorB 
lorA and, structural analysis of isoquino- 
line 1-oxidoreductase genes, 
Pseudomonas diminuta 7, 14420 
IP-10. see Interferon-inducible protein 10 
Iron 
acquired from transferrin goes into pool 
of chelatable iron (II), K562 cells, 
24209 
differential modulation of RNA-binding 
proteins IRP-2 and IRP-1 in re- 
sponse to, 20509 
LDL oxidation mediated by, 5158 
regulation of intracellular degradation of 
iron regulatory protein 2 by pro- 
teasome, 21645 
and sulfur from NifB cofactor, incorpora- 
tion into iron-molybdenum cofactor 
of dinitrogenase, 26890 
transport, high affinity, yeast, FET3 gene 
product required for, 1098 
Iron binding site 
clavaminate synthase, expression and 
characterization of, 4262 
Iron-binding site 
mammalian ferrochelatase, characteriza- 
tion of, 26352 
Iron-dependent degradation 
of transferrin receptor mRNA, effect of 
transcription inhibitors on, 29400 
Iron hemostasis 
expression of constitutive mutant of iron 
regulatory protein 1 abolishes, 
mammalian cells, 15451 
Iron-molybdenum cofactor 
of dinitrogenase, incorporation of iron 
and sulfur from NifB cofactor, 
26890 
synthesis of, dinitrogenase, 4432 
Iron/oxygen reconstitution 
role of transient free radicals of mutant 
protein R2 Y122F in, 12361 
Iron regulatory protein 1 
expression of constitutive mutant of, 
abolished iron hemostasis in mam- 
malian cells, 15451 
Iron regulatory protein 2 
characterization and expression of, 16529 
intracellular degradation by proteasome, 
regulated by iron, 21645 
Iron-responsive element 
functional, in 5'-untranslated region, suc- 
cinate dehydrogenase b mRNA, 
Drosophila melanogaster, 30781 
Iron-sulfur cluster 
role of threonine 54 in electron transfer 
and, adrenodoxin, 29959 
Iron-sulfur clusters 
in free and rebound PsaC, structural con- 
straints for formation of, photosys- 
tem I, 28108 
Iron transport compounds 
microbial, structure and function of sid- 
erophores, 26723 
Iron transport operon 
periplasmic, characterization of, Hae- 
mophilus influenzae, 25142 
Iron transport protein 
encoded by magA gene, Magnetospirillum 
sp. strain AMB-1, 28392 
IRP1 and IRP2 
RNA binding for, translational repressor 
activity predicted by, 4983 
IRS-1. see Insulin receptor substrate-1 
IK related protein 
differential expression of, 10680 
Ischemia 
heart, nitric oxide generation in, meas- 
urement of, 304 
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and reperfusion enhance ATF-2 and c- 
Jun binding to cAMP response ele- 
ment, and to AP-1 binding site 
from c-jun promoter, 30084 

Isx protein 

regulation, molecular basis of, oxidation 

or chelation, 3638 
Islet cells 

inactivation of poly(ADP-ribose) polymer- 
ase gene, oxygen radical and nitric 
oxide toxicity in, 11176 

specific proglucogon gene, transcription 
regulation by LIM domain ho- 
meobox gene s/-1, 12646 

Islet-specific protein 

interaction with insulin-response ele- 
ment, glucagon gene, 3039 

isl-1 gene 

related to LIM homeobox gene, brain and 
spinal cord, teleost, 3335 

Isoalloxazine ring 

FAD, Hsp60-assisted folding of MCAD, 

1899 
Isoaspartyl dipeptidase 

Escherichia coli, purification and charac- 

terization, 4076 
Isoforms 

neural-specific, ankyrin gene with, ax- 
onal initial segment and node of 
Ranvier, 2352 

protein kinase C, reciprocal effects on 
growth of fibroblasts, rat, 78 

stage-specific, mitochondrial complex II, 
Ascaris suum, 928 

yeast cytochrome c, function of subunit 
V, 110 

Isoleukotrienes 
free radical products of lipid peroxida- 
tion, 17273 
Isopenteny! diphosphate isomerase 
isolation of cDNA clones, Schizosaccharo- 
myces pombe, 11298 
Isoprene synthase 
aspen, isolation and characterization, 
13010 
Isoprenylation 
plant proteins, 566 
Isoquinoline 1-oxidoreductase genes 
structural analysis of lorA and IorB, 
Pseudomonas diminuta 7, 14420 
Isothiouronium 

aromatic, derivatives of, high affinity 
competitive agonists of alkali 
metal cations on sodium/potassi- 
um-ATPase, 29788 

Isotopic fractionation 

use of, site specific for characterization of 

glycolytic pathway, 16023 
ISP6 
biogenesis of, mitochondrial outer mem- 
brane, 5674 
I-type lectins 
minireview, 14243 
IV°a(NeuGca2—8NeuGc)-Gg,Cer 
immunization with, mature thymocytes, 
mouse, 3876 
I,-imidaxoline 

binding sites on monoamine oxidases, 
localization of, 9856 

i3 loop junctions 

N- and C-terminal, muscarinic acetylcho- 
line Hm1 receptors, 7405 


J 


JAK kinases 
activation of, type I IFN signaling path- 
way for, 8188 
association with, a and 6 chains of inter- 
feron y receptor, 17528 
cytokine receptor interaction with, 6523 
Jaks 
phosphorylation and activation of Stat1 
DNA binding activity by epidermal 
growth factor and, 20775 
Jak-STAT 
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activation, human growth hormone and, 
7021 


Jak/STAT pathway 
role of, estrogen biosynthesis, human 
aromatase P450 gene expression in 
adipose tissue, 16449 
JAK tyrosine kinases 
tyrosine phosphorylation of insulin recep- 
tor substrate-1 induced by inter- 
leukin-9 via, 20497 
JAK1 
activation not required for interleukin-4 
stimulated proliferation, 9630 
JAK2 
erythropoietin-dependent inhibition of 
apoptosis, roles of carboxyl-trun- 
cated receptor forms and dominant 
negative forms of, 14500 
and gp130, association with Syp stimu- 
lated by interleukin-11, 3T3-L1 
mouse preadipocytes, 24826 
Interleukin-11 induces complex formation 
of Grb2, Fyn and, in 3T3L1 cells, 
27999 
mapping of cytopl ic di in of h 
growth hormone receptor required 
for activation of Stat and, 21326 
requirement for Ras, Raf and, growth 
hormone activation of extracellular 
signal-regulated kinase/MAP ki- 
nase, 30837 
role in signal transduction, prolactin re- 
ceptor, 10664 
tyrosine phosphorylation of, c-Mpl ligand 
stimulation of, 4979 
JAK-2 associated pathway 
erythropoietin-induced activation of She, 
11055 
JAK2 protein kinase 
amino terminus, role in binding and 
phosphorylation of GM-CSFR £, 
chain, 13814 
JAK2 protein-tyrosine kinase 
characterization of active and inactive 
forms of, 23084 
interleukin-4 induces phosphorylation of, 
human colon carcinoma cells, 
30828 
regions of, required for coupling to 
growth hormone receptor, 14776 





JAK3 
activation critical for interleukin-4 stimu- 
lated proliferation by, membrane 
proximal region of IL4 receptor a 
required by, 9630 
human, kinase-deficient splice variant 
expressed in hematopoietic and 
epithelial cancer cells, 25028 
JC virus 
glial specific early promoter regulation by 
large T antigen, 13240 
JNK 
activation, G protein-coupled receptors, 
5620 
activation mediated by UV irradiation 
and heat shock via alternate path- 
ways, 26071 
junB 
human involucrin promoter transcrip- 
tional activation by, and fos-re- 
lated antigen, junD, binding to 
AP1, 12614 
junB 
transcription, interleukin-6 induced, B 
cell hybridoma 7TD1, 1261 
junB gene 
downstream site of, that mediates re- 
sponse to interleukin-6, murine 
plasma cytoma, 31129 
Junctional foot protein 
conformational change in, regulation of 
calcium release from sarcoplasmic 
reticulum, 15634 
conformational changes in, calcium re- 
lease from sarcoplasmic reticulum 
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and, 3017 
JunD 
differential regulation of, by dihydroxy- 
cholecalciferol in human chronic 
myelogenous leukemia cells, 19676 
junD 
human involucrin promoter transcrip- 
tional activation by, and fos-re- 
lated antigen, junB, binding to 
AP1, 12614 
JunD-estrogen receptor chimera 
hormone-dependent regulation of, 11502 
Jun kinase 
and p38 MAP kinase activation by Cdc42 
signaling and PAK-mediated sig- 
naling, 27995 
Jun kinase/stress-activated protein kinase 
activation by Ga,, and Ga,, GTPase de- 
ficient mutants, 18655 
Jurkat cells 
extract of, calcium-mobilizing actions in 
mammalian cells and Xenopus lae- 
vis oocytes, 8050 
thapsigargin-activated 
calcium influx factors from, 6429 
purification of intracellular calcium 
influx factor from, 9706 
Jurkat E6 
derived clones, Syk mutation results in 
lack of p72syk expression, 26533 
Jurkat T cells 
ZAP-70 interaction with Vav and tubulin, 
30241 
Jurkat T-lymphoblasts 
apoptotic, reduced Numatrin/B23/Nucleo- 
phosmin labeling in, 9429 
Jurkat T lymphocytes 
calcium/cal dulin-d Pp dent protein 
kinase IV activation by CaM-ki- 
nase kinase, 30464 
Juxtamembrane 
alternatively spliced domain, tyrosine 
kinase receptor, 507 
J82 cells 
calcium signals in, induced by factor Vila 
binding to tissue factor, 4650 
J774A.7 cells 
cultured, change of medium induces 
sphingolipid biosynthesis and in- 
creased turnover in sphingosine 
and sphinganine, 18749 


K 








Kainate 
receptors, goldfish, transmembrane topol- 
ogy, 2000 
Kalicludines 
toxin and kaliseptine toxin for voltage- 
sensitive potassium channels, 
25121 
Kalinin 
structural requirement for cell adhesion 
to, 13766 
Kaliseptine 
toxin and kalicludines toxin for voltage- 
sensitive potassium channels, 
25121 
Kallikrein 
human tissue, hypotension in, intramus- 
cular gene delivery of kallikrein- 
binding protein, mice, 451 
plasma, potent and selective Kunitz do- 
main inhibitors designed by phage 
display, 25411 
Kallikrein-binding protein 
gene delivery of, intramuscular, mice, 
451 
Karyopherin 
heterodimer, yeast, 16499 
Karyophilic protein 
complex with cytoplasmic factors formed 
prior to nuclear pore binding, 8559 
26-kDa calsequestrin binding protein 
purification, structure and immunological 
characterization, cardiac junctional 
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sarcoplasmic reticulum, 30787 
17-kDa membrane protein 
cloning of interferon-inducible, involved 
in cell growth, 23860 
10-kDa protein gene 
cell-specific, cis-acting elements in regu- 
lation of, 2689 
39-kDA receptor-associated protein 
modulation of lipoprotein catabolism, 536 
20-kDa subunit 
B-glucan receptors, ligand-binding, hu- 
man molecular phagocytes, 2145 
K domain 
Recruits interleukin 1-responsive K pro- 
tein kinase, lies adjacent to cluster 
of c-Sre and Vav SH3 binding 
sites, 26976 
Kdp 
substrate binding sites, genetic evidence 
for two, 6678 
KDR/flk-1 promoter 
receptor for vascular endothelial growth 
factor, characterization of, 23111 
kdtA gene 
inactivation of, inhibits lipopolysaccha- 
ride biosynthesis and cell growth, 
Escherichia coli, 27646 
Keratan sulfate 
N-and O- linked, on hyaluronan binding 
region of bovine cartilage aggre- 
can, 20516 
N-and O- linked, on hyaluronan binding 
region of bovine cartilage aggrecan 
(correction), 31414 
Keratin 
70-kDa heat shock protein association, 
915 
Keratin intermediate filament 
filaggrin, elafin, loricrin, proline-rich pro- 
teins 1 and 2 components, human 
epidermal cornified cell envelope, 
17702 
Keratin K6 
skin hyperproliferation-associated, con- 
trol of expression and induction, 
21362 
Keratinocyte growth factor 
chimera with basic fibroblast growth fac- 
tor, definition of domains for recep- 
tor binding specificities, 29813 
Keratinocyte growth factor gene 
human, characterization of promoter re- 
gion, 11230 
Keratinocyte response element 3 
identification, bullous pemphigoid anti- 
gen gene, 7609 
Keratinocytes 
differentiation 
calcium-induced, stimulation of protein 
kinase C during, 1362 
IFN-y-mediated inactivation of tran- 
scription, 392 
epidermal, soluble processed forms of 
transglutaminase 1, 18026 
HaCaT, regulation of expression of vascu- 
lar endothelial growth factor in, 
12607 
human cell line 
production of insulin-like growth factor 
binding protein-6 in a calcium and 
cell density dependent manner, 
12373 
production of transforming growth fac- 
tor B in a calcium and cell density 
dependent manner, 12373 
retinoid-responsive elements in, regula- 
tion, 3001 
Keratinocyte transglutaminase promoter 
analysis and identification of functional 
response element, 31358 
Keratin sulfate 
sulfur transferase 6-sulfates both chon- 
droitin sulfate and, purification of, 
22483 
Keratin 6 type II 
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isoforms, characterization of genes and 
cDNAs for, human, 18581 
Keratin 18 
human, identification and analysis of gly- 
cosylation sites, 11820 
B-Ketoacyl-acy! carrier protein synthases 
malonyl-CoA metabolism regulated by, 
and acyl-acyl carrier protein, Esch- 
erichia coli, 15531 
2-Ketoglutarate 
PII signal transduction protein activation 
by, and ATP, Escherichia coli, 
17797 
Ke 6 gene 
characterization and regulation of, mouse 
polycystic kidney disease, 25213 
KG-1 cells 
induction of WAF1 expression by irradia- 
tior. via p53 independent pathway, 
19181 
Kidd blood group 
human erythrocytes, same protein carries 
urea transport function and, 15607 
Kidney 
adult and embryonic rat, molecular char- 
acteristics of sodium-coupled glu- 
cose transporters, 29365 
isolation of high M,Lyase, activity toward 
leukotriene E, 180 
mitochondrial glutaminase precursor, rat, 
N-terminal 118 amino acids in 
processing of, 1191 
opossum, cell line, expression of calbindin 
in renal tubular epithelial cells, 
16291 
rat, cloning and expression of soluble 
form of kynur enine/a i di 
aminotransferase, 29330 
specific Ksp-cadherin, isolation and 
cDNA cloning of, 17594 
transfected embryonic cells, MCP-1 re- 
ceptor signaling in, 5786 
Kidney band 3 
human, characterization of cytoplasmic 
domain of, 17892 
Killer cell attack 
natural, glycophorin A protection of K562 
cells, role of oligosaccharides, 
26970 


+ 





Kinase 
pyruvate dehydrogenase, binding to re- 
combinant constructs, 793 
68-kDa Kinase 
NADPH Oxidase component p67phox 
and, targets of Racl and Cdc42Hs, 
neutrophils, 10717 
Kinase activity 
novel, cell cycle regulator, G./M phases 
associated with, retinoblastoma 
protein, 9281 
Kinase domain 
determination of intracellular interac- 
tions, epidermal growth factor re- 
ceptors, 3068 
Kinesin 
heavy chain derivatives, subunit interac- 
tions, 3926 
phosphorylation of, organelle association 
and neurite outgrowth, 5600 
Kininogen 
domain 3, identification of endothelial 
cell binding site on, 14634 
high molecular weight, domain 5 of, map- 
ping of cell binding site on, 19256 
Kit/stem cell factor receptor 
identification of major phosphorylation 
sites for protein kinase C in, 14192 
Klebsiella pneumoniae 
methionine salvage pathway of, 3147 
Klenow fragment 
deoxynucleoside triphosphate binding 
site, ternary complex, 1945 
Kluyveromyces fragilis 
reactive tryptophans at active site of 
UDP-glucose 4-epimerase, 11383 
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knx-2.5 
Tinman homeodomain factor, identifica- 
tion of novel DNA binding targets 
and regulatory domains, mouse, 
15628 
K-RasB 
polylysine and CVIM sequence of, farne- 
sylation and geranylgeranylation 
of, 6221 
K-Ras4B 
oncogene, disruption of processing and 
signaling by potent geranylgera- 
nyltransferase I inhibitor, 26770 
v-K-ras oncogene 
down regulation of 3-Hydroxy-3-methyl- 
glutaryl Coenzyme A reductase 
gene, FRTL-5 cells, 15231 
Kringle domain 
prothrombin, factor Va-mediated pro- 
thrombin activation by prothrombi- 
nase and, 4551 
KRK Sequence 
characterization of lac repressor muta- 
tions affecting, 10640 
krox-24 
cannabinoid receptor CB1 stimulation 
induces expression in human as- 
trocytoma cells, 13973 
Ksp-cadherin 
kidney specific, isolation and cDNA clon- 
ing of, 17594 
Ku autoantigen 
constitutive heat shock element binding 
factor immunologically identical to, 
15277 
Kunitz domain 
inhibitors, designed by phage display, 
plasma kallikrein, 25411 
Kunitz-type protease inhibitor domain 
amyloid B-protein precursor mutant of, 
enhances plasmin inhibition, 
22827 
Kv1.1 
identification of expression by mouse 
CD4CD8° thymocytes, 22406 
Kv1.5 gene 
GH53 cell-specific expression of, 27788 
Kynurenine/a i dip t 
aminotransferase 
cloning and expression of soluble form, 
rat kidney, 29330 
K562 cells 
glycophorin A protection of, role of oligo- 
saccharides, natural killer cell at- 
tack and, 26970 
iron acquired from transferrin goes into 
pool of chelatable iron (II), 24209 
phorbol esters stimulate non-transferrin 
iron uptake, 20937 
transferrin receptor down-regulation, in 
response to protein kinase C acti- 
vation, 3698 


L 





Laccase 
lignin biodegradation and, Pleurotus os- 
treatus, 3823 
Lac gene product 
galactoside acetyltransferase, structural 
and mechanistic studies of, Esche- 
richia coli, 26326 
lac repressor 
mutations affecting the KRK sequence, 
characterization of, 10640 
Lacrimal tissues 
Aquaporin cDNA from, 1908 
a-Lactalbumin 
bovine, chimera with human lysosyme 
forms molten globule, 10514 
induces £1, 4-galactosyltransferase to 
utilize UDP-GalNAc, bovine milk, 
18447 
reduced, kinetic analysis of interaction 
with GroEL, 19957 
B-Lactam. see beta entries 
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Lactase-phlorizin hydrolase 
folding, human intestine, 18678 
intestinal, pro region of (correction to 
1994 article), 986 
Lactate 
L and D, characterization of transport, 
human red blood cells infected by 
Plasmodium falciparum, 15045 
membrane transporter for, cDNA cloning 
of MCT2, 1843 
Lactate dehydrogenase A 
hypoxic regulation of, 21021 
Lactobacillus acidophilus R-26 
deoxyguanosine ki /deoxyad 
kinase of 
cloning, 6595 
directed mutagenesis, 6602 
Lactococcus lactis 
autoregulation of nisin biosynthesis by 
signal transduction, 27299 
phosphotransferase system of 
HPr(Ser(P)) activates sugar phos- 
phate phosphatase, 16740 
Lactococcus lactis K1 
cloning, expression and sequence analy- 
sis of N°-(Carboxyethy])ornithine 
synthase encoded by Tn5306, 
12226 
Lactococcus lactus 
lmrP gene encodes proton motive force- 
dependent drug transporter, 26092 
Lactoferrin 
chicken oocyte receptor for yolk precur- 
sors, model for action of receptor 
associated protein and, 18219 
GM-CSF promoter, down-regulation by, 
in interleukin-1f-stimulated cells, 
12263 
Lactose permease 
conserved motif in hydrophilic loop 2/3 of, 
16251 
membrane-associated, function, phos- 
phatidylethanolamine and, Esche- 
richia coli, 732 
Lactose transport protein 
Glu®”? mutants, kinetic analysis of, in 
Streptococcus thermophilus, 12995 





leading and, strand DNA replication com- 
plexes, human cells, 2595 
Lamina-associated polypeptide 1C 
cDNA cloning and characterization of, 
inner nuclear membrane, 8822 
Laminin a1 chain 
identification of cell binding sites in car- 
boxyl-terminal globular domain, 
20583 
Laminin a2 chain 
specific sequence, heterotrimer assembly, 
3292 
Laminin a3 chain 
cloning and primary structure of, mouse, 
21820 


Laminin a5 
cloning and expression of, adult mouse 
tissue, 28523 
Laminin binding membrane protein 
cranin, purification of, 15425 
Laminin SIKVAV peptide 
induction of monocyte/macrophage pros- 
taglandin E, and matrix metallo- 
proteinases, 10365 
Laminin substrates 
CD9 expression confers #1 integrin de- 
pendent motility on fibronectin 
and, human B cells, 24092 
Laminin-1 
a-chain short arm of, function mapping 
of a1f1 integrin and heparin bind- 
ing recognition sites, 9398 
Laminin-5 
assembly of subunits, 23496 
structural requirement for cell adhesion 
to, 13766 
LAP/NF-IL6 
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transactivation is mediated by an acidic 
domain in N-terminus, 15130 
LAR 
insulin receptor signaling and, 2435 
Latent TGF-f binding protein gene 
isolation of, novel, 10147 
Lathosterol 5-desaturase 
properties and kinetics of membrane- 
bound enzymes (correction to 1994 
article), 4180 
a-Latrotoxin 
high affinity binding to recombinant 
neurexin la, 23903 
lbc Oncogene 
protein Rho involvement in function of, 
9031 
LBP-1 
block of HIV-1 elongation by, 2274 
Lek binding elements 
identification in herpesvirus saimiri tyro- 
sine kinase interacting protein, 
20660 
Ick promoter 
proximal, identification of novel repres- 
sive element in, 27538 
Lek unique domain 
effect on specificity and biological func- 
tion, 3385 
LDL. see Lipoproteins, low-density 
1d1D cells 
evidence for N-acetylglucosaminyltrans- 
ferase I recycling in, 25057 
LE-ACS3. see 1-Aminocyclopropane-1-car- 
boxylic acid synthase gene 
(LE-ACS3) 
Leading 
lagging and, strand DNA replication com- 
plexes, human cells, 2595 
Lecithin:cholesterol acyltransferase 
activity, LpA-I cholesterol content effects, 
5151 
chicken, molecular characterization of, 
26139 
human, overexpression of, role in hyper- 
alphalipoproteinemia, transgenic 
mice, 12269 
plasma, oxysterols esterification by, hu- 
man, 11812 
Lecithin:cholesterol acyltransferase gene 
in vitro expression of structural defects 
in, 9443 
Lectin 
B-cell specific, binding of plasma sialogly- 
coproteins by, 7543 
B-chains, mutational analysis of, Ricinus, 
20292 
calcium type, mouse macrophage, cal- 
cium dependent conformation of, 
16056 
cleavage sites, electrospray mass spec- 
trometry of, Escherichia coli, 2563 
Entamoeba histolytica, carbohydrate 
specificity to, 5164 
B-galactoside-binding 
CHO cells, 5198, 5207 
rat erythrocytes, 5032 
hemolytic, calcium-dependent, interaction 
with erythrocyte membrane, 3560 
27-kDa purification, characterization and 
cDNA cloning, horseshoe crab he- 
mocytes, 31008 
lentil, sucrose interaction,NMR molecular 
modeling and crystallographic 
studies of, 25619 
mannose-specific, ERGIC-53 identical to 
MR60, 3551 
rat, related to galectin-4, 3447 
Lectin-L6 
limulus, novel, purification, primary 
structure and antibacterial activity 
of, 14493 
LEC18 
dominant CHO glycosylation mutant, 
synthesizes N-linked carbohy- 
drates with novel core structure, 
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30294 
lec32 
CMP-N-acetylneuraminic acid synthetase 
activity abrogated by, CHO cells, 
30415 
Leech 
diuretic peptide structure, from central 
nervous system, 1575 
Leflunomide 
inhibitor of protein kinase phosphoryla- 
tion, T-cell, 12398 
Leishmania chagasi 
developmentally regulated expression of 
novel 59 kDa product of major sur- 
face protease gene family, 8884 
promastigotes, expression of gp63 
RNAase, gp63 genes, influence of 
intergenic regions, 12133 
Leishmania donovani 
receptor-adenylate cyclases from, 17551 
Leishmania major 
promastigotes, electrogenic hydrogen 
pumping by, anion conductive 
pathways in, 5299 
Lens 
water channel properties of major intrin- 
sic protein in, 9010 
Lens cell 
nuclear degeneration during differentia- 
tion, role of DNase II, 28579 
Lens membrane protein 20 
epithelial membrane protein-1, periph- 
eral myelin protein 22 and, define 
novel gene family, 28824 
Leucine-rich repeats 4-5 
collagen type I decorin-binding sites lo- 
cated in, 20712 
Leucine zipper 
Fos, variants with increased association 
capacity, 22721 
Leucine 9 
identification, N-terminal binding region, 
mammalian cysteine peptidases, 
5115 
Leucine 22 
substitutions, methotrexate-resistant di- 
hydrofolate reductase, 5057 
Leucine 87 
mutations of, alter affinity for insulin, 
human insulin receptor, 22017 
Leuconostoc mesenteroides 
CitP of, by catalysis of malate and citrate 
membrane potential-generating 
transport, 25370 
Leucoplast 
pyruvate kinase, import characteristics 
influenced by domain in, 16731 
Leucyl/phenylalanyl-tRNA-protein 
transferase 
purification and structural characteriza- 
tion of, 20621 
Leukemia cells 
chronic myelogenous, CRKL links 
p210BCR/ABL with paxillin, 
29145 
differentiation of, substrate of growth 
regulatory protease involved in, 
1003 
HL-60 (human), AP-1 requirement for 
ceramide-induced apoptosis, 27326 
iron-induced ferritin translation, ascorbic 
acid enhancement of, 2846 
L1210 cell line 
carrier-mediated folate transport com- 
parison, 7842 
murine, characterization of mutation in 
transport defective reduced folate 
carrier, 22974 
rat basophilic 
and alveolar macrophages, leukotriene 
synthetic capacity and nuclear 5-li- 
poxygenase translocation in, 21652 
kinetics of tyrosine phosphorylation 
during binding of IgE dimers to 
FCe, 20264 
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kinetics of tyrosine phosphorylation 
during binding of IgE dimers to 
FCe (correction), 31414 
85kDa phospholipase A, 
cytosol nuclear envelope transloca- 
tion, 15359 
cytosol nuclear envelope transloca- 
tion (correction), 20870 
Leukemia inhibitory factor 
ciliary neurotrophic factor and, C/EBP 
binding sites necessary for regula- 
tion, 8068 
gp130 signaling complex and, cardiotro- 
pin-1, binding to, 10915 
stimulation of tyrosyl phosphorylation, 
insulin receptor substrate-1, 14685 
Leukemia virus mRNA 
Moloney murine, alternative translation 
initiation involves p57/PTB splic- 
ing factor, 20376 
Leukocyte antigen DR2 
functionally active complexes of, reconsti- 
tution, 971 
Leukocyte cell adhesion molecule binding 
site 
activated, CD6 cysteine-rich domain con- 
tains, 18187 
Leukocyte elastase 
human, C-terminal prodomain-deleted, 
targeted and enzymatically acti- 
vated in granules in basophilic 
mast cell line, rat, 12912 
Leukocyte elastase inhibitor 
guamerin, isolation and characterization 
of, Hirudo nipponia, 13879 
Leukocyte enzymes 
oxidation of bromide from, 2906 
Leukocyte function-associated antigen-1 
binding to ICAM-1, interaction through 
CD11a I-domain, 12635 
Leukocyte integrin-binding peptide 
activation of natural killer cells migra- 
tion by, from ICAM-2, 8629 
Leukocyte integrins 
CR3, activation energetics of, 14358 
LFA-1, binding site on ICAM-3 for, 877 
Leukocyte receptors 
monocyte chemotactic protein-3 interac- 
tion with multiple, 22123 
tyrosine kinase, epidermal growth factor 
receptor chimera, generates ligand- 
dependent growth signals, Ras sig- 
naling pathway, 20135 
Leukocytes 
associated sialoglycoprotein CD43, ex- 
pression by colon carcinoma cell 
line, 13688 
endothelium interaction, fibrinogen- 
ICAM-I interaction, molecular 
mimicry, 696 
function-associated antigen 1, activity, 
monoclonal activity blocking of, 
LFA-1 epitope, 1388 
human polymorphonuclear,FcyRIIIB and 
FcyRII ligation, and tyrosine ki- 
nase activation, triton X-100 insol- 
ubility, 13553 
polymorphonuclear, regulation of inter- 
leukin 8 receptors on, by lipopo- 
lysaccharide and granulocyte-col- 
ony stimulating factor, 28188 
trafficking mediated by selectin-carbohy- 
drate interactions, minireview, 
11025 
Leukosialin gene CD43 
human, tissue specific transcriptional 
regulation by DNA methylation, 
13298 
Leukotrienes 
B, 6-trans-isomers, metabolism in hepa- 
toma cells and human polymorpho- 
nuclear leukocytes, 19845 
E,, activity toward, isolation of high M,L- 
yase with, rat kidney, 180 
synthetic capacity and nuclear 5-lipoxy- 
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genase translocation, rat basophilic 
leukemia cells and alveolar macro- 
phages, 21652 
LEU4 gene 
yeast, additive activation of transcription 
by multiple cis elements, 5270 
Leu”®> 
mutations, CC chemokine activity into 
interleukin-8, 2716 
Levosimendan 
binding to recombinant human cardiac 
troponin C (correction to 1994 arti- 
cle), 2880 
LexA-like proteases 
similarities with SipS of Bacillus subtilis, 
3611 
LexA-Pit-1 
selective regulation by inhibitory G pro- 
teins, 7156 
Le*-terminated N-linked oligosaccharides 
tissue targeting of, mice, 24024 
Leydig cells 
cholesteryl ester droplets associated with 
perilipins in adrenal cortical cells 
and, 16970 
novel cDNA-derived protein, relaxin-like 
factor, 16011 
LFB3 
role in cell-specific cAMP induction of 
urokinase-type plasminogen acti- 
vator gene, 21833 
[fe 
novel oncogene, expression cloning of, 
18388 
Ligand 
activation mediated by, receptor protein- 
tyrosine kinases, 3467 
binding, CD2, role of glycosylation in, 
369 
recognition, I domain integrins, 8. muta- 
tions and, 94 
20-kDa subunit of B-glucan receptor 
binding, human mononuclear 
phagocytes, 2145 
Ligand binding affinity 
integrin region of cytoplasmic domain 
specification of, 12411 
Ligand design 
structure-based, topochemical catalysis 
achieved by, 31210 
Ligand induced binding sites 
topography of, in integrin B, subunit, 
novel cation-sensitive epitope 
(AP5), human, 11947 
Ligand recognition 
human A, adenosine receptor, residues 
involved in recognized by site-di- 
rected mutagenesis, 13987 
Ligand specificity 
conservation of, between mammalian and 
amphibian fibroblast growth factor 
receptors, 29018 
of e-selectin, determined by single amino 
acid residue, 14047 
Light 
repetitive flashes, D1 protein turnover 
induced by, 806 
Light chain 
clathrin-coated vesicles and triskelions, 
interaction of calmodulin with, 
2395 
cleavage at, human blood coagulation fac- 
tor VIII, 3648 
Light harvesting chlorophyll a/b-binding 
protein 
transport to, import into chloroplasts, 
polyprotein processing, Euglena, 
13084 


Light-harvesting complexes 
bacterial, expression of genes encoding, 
Rhodobacter sphaeroides, 23875 
Lignin 
biodegradation, veratryl alcohol oxidase 
in, Pleurotus ostreatus, 3823 
Lignin peroxidase 
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oxidation of guaiacol by, role of veratryl 
alcohol, 22254 
Lignin peroxidase catalysis 
lifetime and reactivity of veratryl alcohol 
radical cation, implications for, 
16745 
Limb girdle muscular dystrophy type 2A 
p94, muscle-specific calpain, responsible 
for, 31158 
LIM domain proteins 
cysteine-rich protein family of, 28946 
LIM homeobox gene 
isl-1 related to, brain and spinal cord, 
teleost, 3335 
Limulus 
hemocyte purification, characterization 
and cDNA cloning of 27-kDa lectin, 
31008 
intracellular coagulation inhibitor type 2, 
558 


purified factor G, 892 
a@y-Macroglobulin-mediated clearance of 
proteases from plasma, 13496 
Linear templates 
arrest, RNA polymerase II, 2290 
LINE-1 ribonucleoprotein particles 
polymorphic ORF 1 in, 2868 
N-Linked core glycosylation 
expression of cell surface glycoprotein 
influenced by hydroxy amino acid 
in Asn-X-Ser/Thr sequon, 14756 
N-Linked glycosylation 
role in human osteonectin, 23212 
N-Linked oligosaccharide 
type 1 collagen proal(I) carboxy terminal 
propeptide, 17858 
Linoleic acid . 
interleukin-1 enhances oxidation of, cul- 
tured human umbilical vein endo- 
thelial cells, 17279 
Lipase 
epitope mapping, human pancreas, 3932 
Lipid A 
binding site of LPS binding protein, re- 
vealed by lipopolysaccharide neu- 
tralizing peptides, 17934 
biosynthesis, envA permeability/cell divi- 
sion gene encodes second enzyme 
of, Escherichia coli, 30384 
htrB locus mutant associated with modi- 
fications of, and lipo-oligosaccaride 
phosphorylation, Haemophilus in- 
fluenzae strain 2019, 27151 
Lipid bilayers 
binding of molten globule-like conforma- 
tions to, 29910 
Escherichia coli pyruvate oxidase binding 
to, disulfide cross-linking of, 7896 
structure and topology of influenza virus 
fusion peptide in, 27606 
Lipid binding sites 
two neutral, in cholesteryl ester transfer 
protein, cynomolgus monkey, 
21068 
Lipid cofactors 
protein kinase C interaction, parallel 
probing, 1254 
Lipid kinases 
novel family, sequence of phosphatidyli- 
nositol-4-phosphate 5-kinase de- 
fines, 2881 
Lipid peroxidation 
isoleukotrienes, free radical products of, 
17273 
Lipid-protein interactions 
reversibility, 3197 
Lipids 
activation of CTP:phosphocholine cytidy- 
lyltransferase, regulation by phos- 
phorylated carboxy-terminal do- 
main, 16503 
binding 
site on SecB, 7902 
and transport, microsomal triglyceride 
transfer protein and, 6549 
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biosynthesis regulation 
by fumonisin B, Saccharomyces cerevi- 
siae, 13171 
role of spot 14 protein, 16615 
essential, LDL particles as a source of, T. 
brucei, 5736 
exchange proteins, small intestinal brush 
border membrane, 5917 
interaction, class A amphipathic a-helix 
effects, 1602 
intracellular metabolism, apoprotein E 
effects, 1761 
modification, trimeric G proteins, 503 
neutral, defective binding of, mutant of 
CETP and, 612 
regulation 
G protein-coupled receptor kinases 2 
and 3, 5742 
Lipid signaling enzymes 
surface dilution kinetics and, minireview, 
18711 
Lipid vesicles 
dynamin forms polymeric complexes in 
presence of, 26707 
reconstituted, kinetics of calcium release, 
inositol 1,4,5-trisphosphate recep- 
tor, 19046 
Lipoarabinomannan 
analysis of mannan region, Mycobacte- 
rium bovis BCG, 15012 
inositol phosphate capping of the nonre- 
ducing termini of, Mycobacterium, 
12380 
Lipofuscin 
retinal age pigment, blue light induced 
reactivity of, 18825 
Lipolysis-stimulated receptor 
inhibitory effect of 39-kDa receptor-asso- 
ciated protein, 17068 
Lipo-oligosaccaride phosphorylation 
htrB locus mutant associated with modi- 
fications of lipid A and, Haemophi- 
lus influenzae strain 2019, 27151 
Lipopeptides 
bacterial, nitric oxide synthase expres- 
sion and, 6017 
Lipoperoxides 
enhanced levels of, in LDL with high lev- 
els of 15-lipoxygenase, murine fi- 
broblasts, 5191 
Lipophilic ions 
effects on sodi potassium-ATPase, 
4244 
Lipopolysaccharide binding protein 
complexation of lipopolysaccharide with 
soluble CD14, 10482 
Lipopolysaccharide neutralizing peptides 
lipid A binding site of LPS binding pro- 
tein, revealed by, 17934 
Lipopolysaccharides 
binding 
CD14, between amino acids 57 and 64, 
5219 
CD14 properties and identification, 
5213 
CD14 required for, 361 
biosynthesis inhibition, following inacti- 
vation of kdtA gene, Escherichia 
coli, 27646 
complexation of with soluble CD14, medi- 
ated bylipopolysaccharide binding 
protein, 10482 
core structures, mutants deficient in O- 
antigens, Rhizobium etli, 11783 
deacylated, antagonizes lipopolysaccha- 
ride recognition pathway, 9904 
induced expression of novel a,-Antitryp- 
sin gene, role of distal enhancer 
with functional NF-«B-binding 
site, 29201 
nuclear factor kB dependent on, activa- 
tion, protein kinase role in, 4158 
plasma phospholipid transfer protein ac- 
tivity and mRNA regulated by, and 
dietary cholesterol, 17133 
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regulation of interleukin 8 receptors on 
polymorphonuclear ieukocytes by 
granulocyte-colony stimulating fac- 
tor and, 28188 
signal transduction and clearance, 5320 
luble CD14 binding of, cellular re- 
sponse to LPS and, 1382 
transcriptional regulation of prostag- 
landin-endoperoxide synthase-2 by 
phorbol ester and, vascular endo- 
thelial cells, 24965 
Lipopolysaccharide signaling 
domain in soluble CD14 essential for, 
17237 
Lipopolysaccharide tolerance 
induction of, tumor necrosis factor by, 
through TNF p55 receptor, human 
adenocarcinoma cell line, 25418 
Lipoprotein 
low density 
receptor 
acetylated, expression in Chinese 
hamster ovary cells, 1921 
Lipoprotein(a) 
platelet-activating factor acetylhydrolase 
enhanced association with, 31151 
recurrent evolution of, 24004 
two-step model for formation of, 15471 
Lipoprotein lipase 
association with lipoproteins, binding to 
apolipoprotein B, 8081 
COOH-terminal disruption of 
associated with hypertriglyceridemia in 
heterozygotes, mice, 12518 
lethal in homozygotes, mice, 12518 
loop covering catalytic site mediates sub- 
strate specificity, 25396 
role of heparin sulfate proteoglycans in 
regulation, CHO cells, 24525 
tissue-specific expression, 7149 
very low density lipoprotein receptor me- 
diates catabolism of urokinase- 
plasminogen inhibitor type I com- 
plexes and, 26550 
VLDL enhancement of triglyceride-rich 
lipoprotein binding by apolipopro- 
tein E and, 15747 
Lipoprotein particles 
triglyceride-rich, apoprotein E effects on, 
1761 
Lipoproteins 
ApoB containing, brefeldin A reversibly 
inhibits assembly of, McA-~-RH7777 
cells, 28879 
apolipoprotein A-I role in cholesterol 
transfer between, 8588 
catabolism, 39-kDA receptor-associated 
protein modulation of, 536 
high density 
apolipoprotein content of, modulation 
of cholesterol efflux in,Fu5AH 
Hepatoma cells, 13004 
cholesterol efflux mediated by, monen- 
sin and brefeldin A inhibition of, 
5891 
composition effects on cholesterol 
transfer, 4280 
effect of neutral lipid content on apoli- 
poprotein A-1 structure and parti- 
cle stability, 26910 
phospholipid acyl chain composition, 
effect on cholesterol efflux, 5882 
plasma cholestery] ester transfer pro- 
tein, molecular determinants of 
binding to, 11532 
spherical, reconstituted, cholestery] 
ester transfer protein effects, 189 
low density 
apolipoprotein B uptake blocked by ad- 
vanced glycosylation end product 
modification, 10828 
cholesterol conversion to 27-hydroxy- 
cholesterol in human fibroblasts, 
15102 
copper reduction by, 5158 
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endocytosis, mediated by low density 
lipoprotein receptor-related pro- 
tein-2 via apolipoprotein B100 in- 
teraction, 19417 
15-lipoxygenase role in, murine fibro- 
blasts, 5191 
oxidized 
expression of endothelial nitric oxide 
synthase and, 319 
signaling by scavenger receptor, 3475 
particles as a source of lipids, T. bru- 
cei, 5736 
proteolysis and fusion of particles, 
strengthen binding to aortic pro- 
teoglycans, human, 12257 
receptor 
activity, long chain fatty acids stimu- 
lation of, 10008 
antibody fragment from phage dis- 
play library competes for ligand 
binding and inhibits rhinovirus 
infection, 24078 
consequences of deletion of first two 
repeats of ligand binding domain, 
25166 
deficient mice, intracellular localiza- 
tion and metabolism of chylomi- 
cron remnants in, 28767 
RAP binding to modulation of catab- 
olism, 536 
transcriptional modulators affect in 
vivo protein binding to, 25812 
receptor gene, sterol regulation of, 
1161 
receptor-related protein 
catabolism of thrombospondin, medi- 
ation by, 9543 
cell surface proteoglycans and, re- 
quired for catabolism of hepatic 
lipase, 9307 
urokinase-plasminogen activator in- 
hibitor-1 complex and pro-uroki- 
nase complex, binding to, 11770 
ubiquinol-10-free, tocopherol-mediated 
peroxidation, prevention of, 5756 
very low density receptor 
endocytosis of urokinase-type plasmin- 
ogen activator-type-1 plasminogen 
activator complex mediated by, 
20855 
enhancement of triglyuceride-rich li- 
poprotein binding by apolipopro- 
tein E and lipoprotein lipase, 
15747 
mediates catabolism of lipoprotein 
lipase and urokinase-plasminogen 
inhibitor type I complexes, 26550 
Lipoprotein-TolB 
peptidoglycan associated, interaction, 
membrane contact sites Esche- 
richia coli, 11071 
Liposomes 
cytochrome c binding to, reversibility of, 
3197 
polymerized mixed, structure-function 
study of pancreatic phospholipase 
A, 263 
reticulocyte endocytic vesicles, fusion 
with, in vitro, 17823 
very rapidly cleared, 82-glycoprotein I 
associated with, role in immune 
clearance of non-self particles, 
25845 
Lipoteichoic acid 
wall teichoic acid and, incorporation of 
p-alanine into, Bacillus subtilus, 
15598 
5-Lipoxygenase 
gene expression, B lymphocytes, nuclear 
receptor for melatonin and, 7037 
mouse, characterization of, 17993 
15-Lipoxygenase 
role in LDL modification, murine fibro- 
blasts, 5191 
5-Lipoxygenase/leukotriene C, synthase 
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pathway 
interleukin-3 regulates development of, 
mouse mast cells, 22653 
5-Lipoxygenase products 
85-kDa phospholipase A, activity modu- 
lated by, human neutrophils, 
26543 
Liver. see also Hepatic and Hepato- entries 
autophagy, S6 phosphorylation and regu- 
lation of, 2320 
bovine 
cloning and expression of mitochon- 
drial translation elongation factor 
Ts, 17243 
purification and characterization of 
platelet-activating factor acetylhy- 
drolase II from, 22308 
cell lines, multiple dual specificity pro- 
tein tyrosine phosphatases, 1156 
chicken 
isolation of sphingomyelin-transferring 
protein, 14263 
xanthine dehydrogenase structure in, 
2818 
epithelial cells, cultured, proteolysis dur- 
ing oxidative stress, 2344 
gluconeogenesis, relative to citric acid 
cycle activity, 1509 
gluconeogenesis and glucuronidation, 
21715 
hamster, expression of 7a-hydroxylase, 
dietary cholesterol, 5381 
HepG2 cells, negative regulation of hu- 
man apolipoprotein E gene by 
transcription factor BEF-1, 15447 
human 
cloning and expression of mitochon- 
drial translation elongation factor 
Ts, 17243 
tetraspan membrane glycoprotein pro- 
duced in intestinal epithelium and, 
regulates cell density-dependent 
proliferation, 21907 
intact, propagation of calcium waves in, 
8102 
membrane vesicles, serum albumin and, 
kinetics of bilirubin transfer, 1074 
microsomal retinol dehydrogenase, clon- 
ing of cDNA for, 3900 
microsomal 118-hydroxysteroid 
dehydrogenase 
lumenal orientation of, 2305 
lumenal orientation of (correction), 
10360 
peroxisomes, alcohol:NAD* oxidoreduc- 
tase presence in, 37 
plasma membrane, cell-surface retention 
sequence binding proteins in, 1807 
proteasomes isolated from bovine pitui- 
tary, lung and, different catalytic 
activities and subunit patterns of, 
22645 
rat 
age-dependent desensitization, NF-«B 
activity increase, 837 
apolipoprotein A-I mRNA in, thyroid 
hormone effects on maturation, 
3996 
ATP synthase, F, moiety of, 1775 
c-Erb A al related 43 kDa protein in 
mitochondrial matrix, 16347 
cytidylyltransferase nuclear localiza- 
tion signal in, 354 
differential ontogenic regulation of bile 
acid transport proteins, 20841 
dopa/tyrosine sulfotransferase purifica- 
tion, characterization and molecu- 
lar cloning, 30470 
effect of insulin supplementation and 
streptozotocin-induced diabetes on 








expression of glycogen phosphoryl- 
ase gene, 24955 

expression of 7a-hydroxylase, dietary 
cholesterol, 5381 

gap junction membrane connexons 
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characterization, 18643 
Golgi, glycosyltransferase localization, 
756 


methionine salvage pathway of, 3147 
mitochondria, long chain and very long 
chain acyl-CoA thioesterases in, 
12177 
nuclei, subunit structure and regula- 
tion of protein phosphatase-1, 
17257 
phospholipase C independent pathway 
of inositol 1,4,5-trisphosphate for- 
mation, Dictyostelium and, 29724 
plasma membrane phosphatidate phos- 
phohydrolase characterization, 
19422 
serum carboxylesterase regulation and 
secretion, 19128 
stable functional inducible expression 
of organic anion transport protein, 
HeLa cells, 25591 
subcellular fractions, peroxisome struc- 
ture and biogenesis, 6949 
sialyltransferase, membrane anchor re- 
gion of, Golgi localization in yeast 
mediated by, 5483 
Liver cells. see also Hepatocyte entries 
apoAl gene expression in, reprogram- 
ming of, 7004, 7004 
inhibition of growth, activin receptor 
complexes and inhibin in, 6308 
rat, retinol binding protein and 
asialo-orosomucoid 
uptake by different pathway in, 15686 
uptake by different pathway in (correc- 
tion), 27389 
Liver isozymes 
substrate specificity compared with, ac- 
tive-site amino acid sequence and, 
3625 
Liver peroxisomes 
acyl-CoA oxidase in, overexpression in 
insect cells, 4908 
Liver polysomes 
estrogen-regulated nuclease, purification 
of, 6108 
LLC-PK, cells 
growth repressed by, WT1 inhibition of 
G-protein a; protooncogene tran- 
scription, 30760 
post-transcriptional regulation of expres- 
sion of sodium/glucose cotrans- 
porter gene, 20536 
sodium-coupled glucose transport regula- 
tion in, 23996 
imrP gene 
Lactococcus lactus, encodes a proton mo- 
tive force-dependent drug trans- 
porter, 26092 
Locusta migratoria 


cloning of distinct cDNAs for three differ- 


ent adipokinetic hormone precur- 
sors, 23038 
Long-term potentiation 
induction of, role of calcium/calmodulin- 
dependent protein kinase II in, 
6119 
Loop junctions 
i3, N- and C-terminal, muscarinic acetyl- 
choline Hm1 receptors, 7405 
Loop/sheet polymerization 
mutations which impede, enhance secre- 
tion of human a,-antitrypsin defi- 
ciency variants, 8393 
Loop-sheet polymers 
a,-antitrypsin Mmalton forms, in vivo, 
16864 
Lophotoxin 
inhibition, nicotinic acetylcholine recep- 
tors, 281 
Loricrin 
filaggrin, elafin, proline-rich proteins 1 
and 2 components, human epider- 
mal cornified cell envelope keratin 
intermediate filament, 17702 
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human, biochemical, structural and 
transglutaminase substrate prop- 
erties of, 26382 
Loricrin gene 
mouse, proximal promoter, functional 
AP-1 element, regulation of expres- 
sion, 10792 
Losartan 
sensitive angiotensin II receptors, novel 
signaling pathway, 20942 
Lovastatin 
apoptosis induced by, intracellular alka- 
linization effects, 6235 
effects on trafficking, human tracheal 
epithelial cystic fibrosis transmem- 
brane conductance regulator, 
25102 
monoterpenes and, effects of, on RAS 
processing, 17508 
LoVo 
pr ing-i petent cell line, furin 
second mutant allele i in, 26565 





LpA-I 
reconstituted, cholesterol in, effect on lec- 
ithin:cholesterol acyltransferase 
activity, 5151 
LPS binding protein 
lipid A binding site of, revealed by lipopo- 
lysaccharide neutralizing peptides, 
17934 
{Cr pe. es ager phosphorylation 
chloride cotransport 
protein, dog tracheal epithelial 
cells, 28955 
[Fluorescein-Trp?*] glucagon 
interaction of human glucogon receptor 
with, 26466 
{Met]Enkephalin 
stimulation by forskolin, 13285 
Luciferase 
subunits of, kinetic and binding proper- 
ties, Vibrio harveyi, 16813 
Lumazine synthase 
complexed with riboflavin synthase, sub- 
strate channeling in, Bacillus sub- 
tilis, 16788 
Lumenal orientation 
microsomal 118-hydroxysteroid 
dehydrogenase 
liver, 2305 
liver (correction), 10360 
Lumican gene 
human, organizaton, chromosomal loca- 
tion and expression in articular 
cartilage, 21942 








Lung 
bovine 
proteasomes isolated from, pituitary 
and, different catalytic activities 
and subunit patterns of, 22645 
unusual anionic N-linked cligosaccha- 
rides from, 27634 
fetal rat fibroblasts, glucocorticoid-in- 
duced genes in, 2722 
Lewis carcinoma cells, adhesion to type 
IV collagen, inhibition by novel 
collagen-binding protein, 1481 
membranes, interaction of ANP with its 
receptors in, 7672 
Lung cells 
alveolar, cAMP production in, pertussis 
toxin-sensitive, 7427 
embryonic, m2 muscarinic receptor gene 
expression in, transcriptional 
down-regulation, 7213 
epithelial, thyroid transcription factor-1 
expression in, 8108 
Luteinizing hormone gene 
upstream Spl domain of, diverse func- 
tional elements in, 7487 
Luteinizing hormone receptor 
functional glycosylation sites required for 
receptor binding, rat, 21722 
interaction with a and B-subunits of hor- 
mones with lutropin activity, 
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20011 
Lutropin 
activity, a and B-subunits of hormones 
with, interaction of luteinizing hor- 
mone receptor with, 20011 
Lutropin/choriogonadotropin receptor 
identification of two amino acid residues 
on extracellular domain important 
for signaling, 30023 
Lutropin receptor 
interaction between chorionic gonado- 
tropin and, model for signal trans- 
duction by glycoprotein hormones, 
20020 





gate, activity toward 
loubetriene Ey rat kidney, 180 
Lymnaea 
copulation, mutually exclusive of neuro- 
nal expression of peptides encoded 
by FMRFa gene underlies differen- 
tial control of, 28487 
Lymphoblasts 
DNA repair in, salvaged deoxycytidine 
used for, 631 
human, p35 status of, absence ofradia- 
tion induced G, arrest, 11033 
Lymphocyte chemoattractant factor 
T-lymphocyte migration induced by, re- 
quires CD4-associated tyrosine ki- 
nase p56/ck, 17081 
Lymphocyte function associated antigen-1 
binding interface on I domain of, re- 
quired for interaction with 
ICAM-1, 19008 
Lymphocyte function-associated antigen 1 
integrin 
collagen type I binding, triggers respira- 
tory burst of human polymorpho- 
nuclear neutrophils, 27495 
Lymphocyte kinase 
resting, cloning and expression of, 1928 
Lymphocytes 
phosphatase-associated phosphoprotein, 
sites of CD45 interaction with, 
31372 
rat, reversible NAD*-dependent ADP- 
ribosylation of alloantigen RT6.1, 
22747 
Lymphohemopoietic cells 
signal transduction of interleukin-13, re- 
lated to interleukin-4 and insulin, 
12286 
Lymphoid cells 
activation of STAT5-like factor by inter- 
leukin-3, erythropoietin and pro- 
lactin, 15942 
B-lineage, exposure to low energy electro- 
magnetic fields stimulates Lyn ki- 
nase, 27666 
calpain expression in, 2497 
Lymphoma cells Nb2 node 
prolactin-dependent, novel heat shock 
response in, 29614 
Lymphomas 
c-Myc glycosylated at threonine 58, 
18961 


Lyn kinase 
exposure of B-lineage lymphoid cells to 
low energy electromagnetic fields 
stimulates, 27666 
Lyn protein kinase 
effects of autophosphorylation, 29773 
Lyn tyrosine kinase 
selective regulation by CD45 in imma- 
ture B cells, 27987 
Lyn tyrosine kinase-She adapter protein 
signaling complexes 
regulated by G protein-coupled chemoat- 
tractant receptors, 19969 
regulated by G protein-coupled chemoat- 
tractant receptors (correction), 
24622 
Lysates 
reticulocyte, de Novo synthesis in, en- 
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zyme assembly after, rabbit, 2588 
Lysine residues 
yeast porin, involvement in assembly into 
mitochondrial outer membrane, 
28331 
Lysines 
based structure in proregion of proca- 
thepsin L, recognition site for man- 
nose phosphorylation, 15611 
binding, Kringles of apolipoprotein(a), 
6227 
identification of,a1-antichymotrypsin in, 
important for DNA binding, 14548 
role of in polymerization of hemoglobin S, 
determined by its substitution by 
isoleucine, 13885 
Lysine 2 
yB-crystallin glycation, role of glycine 1 
and, bovine, 20781 
Lysine 15 
of nitrogenase iron protein, role in nucle- 
otide binding and protein confor- 
mational changes, Azotobacter 
vinelandii, 13112 
Lysine 121 
deletion of, temperature-sensitive muta- 
tion of insulin receptor, 476 
Lysolecithin 
induced alteration to heparan sulfate 
proteoglycans, increases monocyte 
binding to matrix, 29760 
Lysophosphatidic acid 
induction of haptotactic migration of hu- 
man monocytes by phosphatidic 
acid and, 25549 
intercellular signalling, phospholipid 
messenger, review, 12949 
stimulated MAPK kinase activation path- 
way, role of reactive oxygen spe- 
cies, 28499 
Lysophosphatidylcholine 
attenuates cytotoxicity of 1-O-octadecyl-2- 
O-methyl-rac-glycero-3-phospho- 
choline, 11612 
inhibition, CDP-choline pathway, 7757 
inhibition of influenza-induced mem- 
brane fusion by, 29279 
transcriptional induction of nitric oxide 
synthase type III by, endothelium, 
17006 
Lysophospholipase activity 
85-kDa phospholipase A, activity of and 
regulation of, mouse peritoneal 
macrophages, 20439 
Lysosomal acid lipase 
characterization of, 27766 
Lysosomal cysteine protease 
cathepsin B 
structure-based inhibitor design, 5527 
structure-based inhibitor design (cor- 
rection), 28494 
Lysosomal hydrolases 
in melanosomes, melanizing cells and, 
4213 
Lysosomal proteins 
mannose 6-phosphate receptors transport 
distinct complements of, 27311 
Lysosomal targeting 
epidermal growth factor receptors, tyro- 
sine kinase domain, 4325 
Lysosomes 
human fibroblast, cysteamine entry into, 
1179 
Lysozyme 
conformationally constrained Arg-Gly- 
Asp sequence inserted into, 5687 
guinea fowl, cross-reaction complex with 
Fab F9.13.7, 18067 
human, chimera with bovine a-lactalbu- 
min, forms molten globule, 10514 
Lysyl binding site 
of tissue type plasminogen activator, role 
in fibrin clot formation, 12355 
Lysyl oxidase 
gene with similarity to, 7176 
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levels of mRNA for, malignantly trans- 
formed cell lines, 21590 
pre- and post- translational regulation by 
TGF-£, osteoblastic MC3T3 E1 
cells, 30797 
Lysyl-tRNA synthetase 
comparison of enzymatic properties of 
two species, Escherichia coli, 
14439 
Lys'® 
Tyr’® and, of interleukin-8 and interac- 
tion with interleukin-8 receptor A, 
10428 
Ly-49C 
natural killer cell receptor, carbohydrate 
recognition by, 9691 
LY294002 
glygocen synthase activation antagonized 
by, 2729 
L6 muscle cells 
insulin-dependent biosynthesis of GLUT1 
and GLUTS in, 24678 
L929 fibroblasts 
TNF resistance in, induction by TGF-81, 
7765 


M 


mAb 9EG7 
novel B, integrin epitope inhibited by cal- 
cium, induced by soluble ligand 
and manganese and defined by, 
25570 
MacMARCKS 
mutation blocks macrophage phagocyto- 
sis of zymosan, 17652 
ay Macroglobulin 
new receptor for, chicken oocyte, 6468 
nitric oxide synthesis induced by, RAW 
264.7 macrophage cell line, 21919 
@y-Macroglobulin 
bait region variants, 14160 
binding and regulation by, platelet de- 
rived growth factor A and B chain 
isoforms, 16236 
human 
interleukin-2 binding to, 8381 
methylamine treated, low resolution 
X-ray structure of, 25133 
platelet-derived growth factor growth 
modulation by, 6389 
platelet-derived growth factor a-receptor 
expression stimulated by native 
and activated, vascular smooth 
muscle cells, 30741 
a-Macroglobulin gene 
mouse, targeted inactivation of, 19778 
a-Macroglobulin receptor 
catabolism of thrombospondin, mediation 
by, 9543 
a@-Macroglobulin receptor/low density li- 
poprotein receptor-related protein 
analysis of ligand binding to, 23713 
Macrophage 
monocyte differentiation,MAX.1 antigen 
identical to carboxypeptidase M, 
expression associated with, 15644 
mouse, calcium dependent conformation, 
calcium type lectin, 16056 
Macrophage cell line RAW 264.7 
nitric oxide synthesis induced by az mac- 
roglobulin, 21919 
Macrophage inflammatory protein-la 
and IP-10, inhibition of growth factor 
stimulation of Raf-1 kinase, hema- 
topoietic cell line, 21998 
Macrophage inflammatory protein-la re- 
ceptor gene 
cloning and tissue specific expression of, 
17494 
Macrophage phagocytosis 
of zymosan, MacMARCKS mutation 
blocks, 17652 
Macrophages 
alveolar, phospholipase A, type II expres- 
sion in, 17327 
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Cap G, actin-severing activity, 45 
Ca**-independent phospholipase A, in- 
hibition by bromoenol lactone, 445 
free cholesterol loading of, stimulation of 
CTP:PT involves signaling through 
pretein dephosphorylation, 29894 
heteromorphic protein-tyrosine phospha- 
tase PTP@ regulated by CSF-1 in, 
27339 
kinetic analysis of fate of nitric oxide 
synthesized in vitro by, 29350 
mouse, role of MEK1 in TNF-a induced 
activation of P42mapk /erk2, 27391 
mouse peritoneal, 85-kDa phospholipase 
A, activity of and regulation of ly- 
sophospholipase activity, 20439 
NF«B activation, oxidized low density 
lipoprotein suppression of, 3475 
nitric oxide-independent pathways in, 
bacterial lipopeptides in nitric ox- 
ide synthase expression, 6017 
Madin-Darby canine kidney cells 
dithiothreitol treatment, effect on export 
and vectorial targeting of secretory 
proteins, endoplasmic reticulum, 
11543 
glycosylphosphatidylinositols in plasma 
membrane, 24150 
nuclear phospholipase D in, 29843 
Madin-Darby canine kidney epithelial cells 
intracellular trafficking of glycosylphos- 
phatidylinositol-anchored protein 
and hybrid proteins in, 23641 
Maf family proteins 
murine small, activity and expression, 
7615 
magA gene 
encodes an iron transport protein of Mag- 
netospirillum sp. strain AMB-1, 
28392 
Magnesium 
dependent, calcium inhibitable serine/ 
threonine protein phosphatase, bo- 
vine brain, 25607 
GrpE alters the affinity of DnaK for ATP 
and, 26282 
physiological levels, nucleotide exchange 
at, myristoylation of ADP-ribosyla- 
tion factor 1 and, 1337 
Magnesium-ATP 
calcium ions and, conformational changes 
induced by, endoplasmic reticulum 
luminal domain of calnexin, 18051 
Magnesium ions 
loss of cooperativity, porcine fructose-1,6- 
bisphosphatase, 54 
squid tRNA® cleavage catalyzed by, 
10097 
Magnesium (II) ions 
regulation of coagulation factor IX terti- 
ary structure and function, 14325 
Magnetospirillum sp. strain AMB-1 
iron transport protein encoded by magA 
gene in, 28392 
Maize 
cold stress on, post-translationa! modifi- 
cation of photosystem II subunit 
CP29, protects from, 8474 
Major histocompatability complex class II 
associated invariant chain gene expres- 
sion, upregulated by interaction of 
Spl and NF-Y, 20978 
Major histocompatability complex class II 
analog 
expression in Staphylococcus aureus, 
21457 
Major histocompatibility complex 
class I 
antigen processing pathway, presenta- 
tion in, 6515 
molecules 
cryptic peptide expression and, 1088 
invariant chain with, endocytic com- 
partments, 1443 
N-glycan on, calnexin recognition of, 
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3944 
class II 
defective transcription factor in, 6396 
molecular requirements for calnexin 
association, 2784 
reconstitution of peptide complexes, 


human proteasome LMP2 encoded by, 
1966 


Major histocompatibility complex-associ- 
ated invariant chain 
role of leucine-based motifs in cytosolic 
tail of, 27165 
Major histocompatibility complex class I 
binding of reduced peptide bond pseu- 
dopeptides to, 26057 
Major histocompatibility complex class I 
gene 
expression and hormonal modulation, 
role of enhancer A-binding com- 
plex, 11453 
Major histocompatibility complex class II 
heterodimers, ion pair critical for surface 
expression and peptide presenta- 
tion, 22351 
Major histocompatibility complex class II 
chains 
transient aggregation of during assembly, 
spleen cells, 10475 
Major histocompatibility complex class I 
protein H-2K” 
binding of peptides to, 24130 
Major histocompatibility complex class I 
proteins 
unique expression in absence of glucose 
trimming and calnexin association, 
29025 
Major intrinsic protein 
water channel properties of, lens, 9010 
Major surface protease gene family 
developmentally regulated expression of 
novel 59 kDa product of, Leishma- 
nia chagasi, 8884 
Malaria 
melanoma growth stimulating activity 
mutant blocks erythrocyte invasion 
by, 11472 
Malaria-infected erythrocytes 
novel anion dependence of induced cation 
transport in, 24270 
Malarial circumsporozoite protein 
gene transfer mediated by, hepatocytes, 
3667 
Malate 
membrane potential-generating transport 
of, catalyzed by CitP of Leuconos- 
toc mesenteroides, 25370 
Malate dehydrogenase 
peroxisomal, expression and function of a 
mislocalized form, Saccharomyces 
cerevisiae, 21220 
Maleimides 
Cys®** for inhibition of, vacuolar H* -py- 
rophosphatase, 2630 
Malic enzyme 
pigeon liver, selective oxidative modifica- 
tion and affinity cleavage by cop- 
per ascorbate system, 25935 
Malonyl-CoA 
metabolism regulated by acyl-acyl carrier 
protein and f-ketoacyl-acy] carrier 
protein synthases, Escherichia coli, 
15531 
Malonyl-CoA:malonyl-CoA:acyl carrier pro- 
tein transacylase 
Escherichia coli, 12961 
MAM domain 
role of 
homophilic interactions mediated by 
receptor tyrosine phosphatases py 
and x, 14247 
homophilic interactions mediated by 
receptor tyrosine phosphatases 
and « (correction), 24621 
Mammalian cells 
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FKBP12-rapamycin complex in, isolation 
of protein target of, 815 
inorganic polyphosphate in, 5818 
total calcium in, enzyme-induced de- 
crease, 1992 
Mammary carcinoma cells 
activation of heregulin extracellular acid- 
ification associated with HER2 and 
HER2 expression, 22608 
Mammary epithelial cells 
human, wnt5a mRNA expression, regula- 
tion by cell shape, confluence and 
hepatocyte growth factor, 12851 
Mammary epithelial tumor cells 
growth suppression in, glucocorticoid- 
stimulated, TGF-f abrogation of, 
6505 
transformed, growth factor polarity of 
responsiveness regulates tight 
junction dynamics in, 28223 
Mammary gland 
prolactin receptor, tyrosine phosphoryla- 
tion of, rabbit, 5136 
Mammary tumor 
delayed progression in Muc-1 null mice, 
30093 


Mammary tumors 
elevated levels of SKY, 6872 
initiated by ras and neu, protein-tyrosine 
phosphatase ¢ isoform expressed 
in, mouse, 26116 
Manduca sexta 
abdominal intersegmental muscles, 26 S 
proteasome in, changes, 1850 
purified CryIA(c) receptor displays multi- 
ple specificities, 20309 
Manganese 
novel £, integrin epitope induced by solu- 
ble ligand and, inhibited by cal- 
cium and defined by mAb 9EG7, 
25570 
Manganese ions 
GroE-assisted protein folding efficiency 
increased by, 28387 
Manganese superoxide dismutase 
mRNA, levels increased by irradiation, 
human fibroblasts, 15864 
Mannan 
cell wall, C. albicans, branched side 
chains in, 1113 
Mannan region 
analysis of, from lipoarabi My- 
cobacterium bovis BCG, 15012 
Mannose 
phosphorylation, lysine based structure 
in proregion of procathepsin L, rec- 
ognition site for, 15611 
Mannose transporter 
reconstitution of, Escherichia coli, into 
phospholipid vesicles, 5258 
6-phosphate/insulin-like growth 
factor II receptor 
localizaton of insulin-like growth factor II 
binding site in, 14975 
Mannose 6-phosphate receptor 
insulin-like growth factor II receptor and, 
interaction with G proteins, 287 
Mannose 6-phosphate receptors 
transport distinct complements of lysoso- 
mal proteins, 27311 
B-Mannosidase 
bovine, molecular cloning of, 3841 
a-1,2-Mannosidase IB 
cDNA clones of, three point mutations in, 
17736 
O-Mannosyltransferase 
protein, yeast, 2770 
Mannosyltransferases 
novel, role in biosynthesis of side chain of 
glycosylphosphatidylinositol, endo- 
plasmic reticulum and Golgi appa- 
ratus, 19709 
MAPK. see Mitogen-activated protein 
kinase 
MAP kinase. see Mitogen-activated protein 
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kinase 
MAP kinase kinase. see Mitogen-activated 
protein kinase kinase 
Mapping 
functional domains in proteins, “peptide 
walking” is novel method for, 
29079 
LFA-1 epitope, inserted domain of 
CD11a, 1388 
MARCKS 
characterization of phosphatidylserine- 
binding region, rat, 12147 
membrane association of, 13436 
myristoyl moiety and MARCKS-related 
protein embedded in membrane, 
19879 
myristoyl moiety and MARCKS-related 
protein embedded in membrane 
(correction), 28494 
protein phosphorylation, blockade by cal- 
modulin, 1362 
protein phosphorylation by protein ki- 
nase Cs, inhibited by 
calcium:calmodulin, C6 rat glioma 
cells, 24911 
Marine toxin 
microfilament disrupting, binding of ac- 
tin dimers and severing of actin 
filaments, 3463 
Mason-Pfizer monkey virus proteinase 
cloning, bacterial expression and charac- 
terization of, 15053 
Maspin 
tumor supressor, does not inhibit trypsin- 
like serine proteases, 15832 
Mass isotopomer distribution analysis 
calculations for gluconeogenesis, 14464 
of glucose, in gluconeogenesis, 19806 
Mast cell 
FceRI engagement, protein-tyrosine ki- 
nases activation following, 23362 
Mast cells 
development in culture, mastocytosis ef- 
fects, human, 2258 
mouse, interleukin-3 regulates develop- 
ment of 5-lipoxygenase/leukotriene 
C, synthase pathway, 22653 
procarboxypeptidase A, 1300 
Mastocytosis 
cell strain derived from, development in 
culture, human, 2258 
Mastoparan 
as a potent facilitator, mitochondrial per- 
meability transition, 4923 
MAS17 
mitochondrial receptor complex protein, 
yeast, 30571 
Mas20p 
binding precursor proteins, 5565 
Mating 
thiamine pyrophosphokinase regulates 
thiamine metabolism, growth, 
phosphate metabolism and, S. 
pombe, 28457 
MATK 
SH2-dependent interaction with c-Kit, 


MATK gene 
intracellular tyrosine kinase, structural 
and functional studies, 1833 
Matrilysin 
characterization of, rectal carcinoma 
cells, 6691 
selective substrates of, identification us- 
ing bacteriophage peptide phage 
display, 6440 
uterine, characterization of, cDNA and, 
rat, 16016 
Matrix 
metalloproteinase-2, plasma membrane 
stimulation of activity, 999 
Matrix attachment region 
novel, DNA binding motif, identified us- 
ing a random phage peptide li- 
brary, 23239 
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Matrix attachment region binding protein 
mutually exclusive interaction with NF- 
»NR enhancer repressor, 24010 
Matrix fibrils 
tenascin-C binding to soluble fibronectin 
and, 29012 
Matrix metalloproteinases 
susceptibility of human tenascin-C iso- 
forms to degradation by, 8650 
Matrix metalloproteinase 2 
constitutive expression of, glomerular 
mesangial cells, 18786 
Matrix metalloproteinase 7 
characterization of, rectal carcinoma 
cells, 6691 
Matrix nonenzymatic glycosylation 
altered cellular phenotype and tyrosine 
phosphorylation, 3278 
Maturation promotion factor 
activation of, by phosphatase VHR, role 
in meiotic maturation, Xenopus 
oocytes, 14229 
Mat-8 
phosphol like protein, chloride 
currents in, human breast tumors, 
2176 
MAX.1 antigen 
identical to carboxypeptidase M, expres- 
sion associated with monocyte to 
macrophage differentiation, 15644 
MCAD. see Medium-chain acyl-Coa 
dehydrogenase 
McA-RH7777 cells 
brefeldin A reversibly inhibits assembly 
of ApoB containing lipoproteins, 
28879 





M-CAT 
a,-adrenergic induction of skeletal a-ac- 
tin and, during cardiac myocyte 
hypertrophy, 410 
MCD peptide 
and apamin, precursors encoded by two 
genes sharing same 3’ exon, bee 
venom, 12704 
MCPF-7 
effects of tumor necrosis factor a on anti- 
mitogenicity and cell cycle related 
proteins, 18367 
MCF-7/ADR cells 
MCF-7 cells and, effect of ionizing radia- 
tion on bFGF gene expression and 
binding activity of AP-1, 28790 
MCF-7 cells 
association of epidermal growth factor 
receptor with SH2 domain protein 
tyrosine phosphatases, 21277 
effects of 12-O-tetradecanoylphorbol-13- 
acetate on estrogen receptor, 25244 
MCF-7/ADR cells and, effect of ionizing 
radiation on bFGF gene expression 
and binding activity of AP-1, 28790 
MCP-1. see Monocyte chemoattractant pro- 
tein-1 receptor 
M-CSF gene 
transcription inhibited by nitric oxide, 
vascular endothelial cells, 17050 
MCT2 
cDNA cloning of, second monocarboxylate 
transporter, 1843 
MC1 
binding, DNA minicircles and, 6286 
MDCK cells 
amyloid precursor proteins in, missorting 
of, 4058 
human nerve growth factor receptor, ty- 
rosine dependent basolateral local- 
ization of mutants in, 12219 
metabolism of amyloid precursor-like pro- 
tein 2, 12641 
nuclei, phospholipase D-mediated path 
for diacylglycerol generation in, 
11738 
scatter of, hepatocyte growth factor-in- 
duced scatter requires phosphati- 
dylinositol 3-kinase, 27780 





J. Biol. Chem., Vol. 270, 1995 


MDKD.-1 cells 
40-kDa cell surface sialoglycoprotein, 
characteristics of influenza C virus 
receptor, 17815 


Mdr2 
mediated phosphatidylcholine transloca- 
tion enhanced by taurocholate, 
25388 


Measles virus 
binding domains, and inactivation of 
complement C3b and C4b on mem- 
brane cofactor protein DC46, 
15148 
Mechanosensitive ion channel 
large, recombinant, purification and func- 
tional reconstitution of, Esche- 
richia coli, 18329 
Medium chain acyl-coA dehydrogenase 
deficiency, impaired folding and oligomer 
assembly and stability, human, 
10284 
Medium-chain acyl-Coa dehydrogenase 
Hsp60-assisted folding, isoalloxazine ring 
of FAD is required for, 1899 
Medium chain acyl-CoA dehydrogenase 
gene 
promoter 
nuclear receptor response elements and 
Sp1 binding sites in, 16308 
nuclear receptor response elements and 
Sp1 binding sites in (correction), 
24622 
Megakaryocyte 
differentiation induced by thrombopoietin 
in FDC-P2 cells, 19673 
Megakaryocyte growth and development 
factor (MGDF) 
cloning and characterization of, 511 
Megakaryocyte potentiating factor 
cloning and expression of cDNA for, 
21984 


Megakaryocytes 
novel related adhesion focal tyrosine ki- 
nase, identification and character- 
ization from brain and, 27742 
rat, plasma membrane monovalent cation 
channel, activation of inositol 
triphosphate, 16638 
Meiosis 
myosin heavy chain phosphorylation reg- 
ulation during, 1395 
Meiotic cell cycles 
cyclin E in, 6843 
Meiotic maturation 
role of phosphatase VHR in activation of 
maturation promotion factor Xeno- 
pus oocytes, 14229 
MEK. see Mitogen-activated protein kinase 
kinase 
Melanizing cells 
elevated lysosomal hydrolases in, 4213 
Melanoma 
cell spreading, cell surface calreticulin 
triggers, mouse, 15926 
human, heparan sulfates cell-surface, re- 
quired for binding by vascular en- 
dothelial growth factor VEGF ,., to 
VEGF receptors, 11322 
Melanoma cells 
N-acetylglucosaminyltransferase V gene 
in, TGF-8 up-regulation of, 6216 
De-N-acetyl-gangliosides expression in, 
genistein or nocodazole effects, 
2921 
Melanoma cells S91 
retinoid independent transcriptional acti- 
vation mediated by retinoid X re- 
ceptors, retinoid acid receptor B 
gene, 17429 
Melanoma growth stimulating activity 
mutant blocks erythrocyte invasion by 
malaria, 11472 
Melanoma growth stimulatory activity/ 
GROa gene 
expression requires NF-«B and novel 
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constitutive factors, 30619 
Melanosomes 
lysosomal hydrolases in, 4213 
Melatonin 
nuclear receptor for, 5-lipoxygenase gene 
expression, B lymphocytes, 7037 
Melittin 
alteration of amphipathicity role in, 1048 
Membrane 
bound adenylyl cyclases, mammalian, 
review, 1 
topology, cysteine-less mutant of P-glyco- 
protein, 843 
Membrane attachment sites 
protein 4.1, human erythrocytes, 5360 
Membrane-binding domain 
carboxyl terminus of, cytochrome 6, bi- 
layer of endoplasmic reticulum, 
3414 
Membrane-binding properties 
bovine neurocalcin 6, in Escherichia coli, 
3179 
Membrane cofactor protein DC46 
domains for measles virus binding and 
inactivation of complement C3b 
and C4b on, 15148 
Membrane contact sites 
peptidoglycan associated lipoprotein- 
TolBn interaction, Escherichia coli, 
11071 
Membrane current 
free radical release and, during phagocy- 
tosis, 8328 
Membrane depolarization 
inhibition, Kv1.5 channel gene expres- 
sion, 6036 
Membrane dipeptidase 
structure of glycosyl-phosphatidylinositol 
anchors, renal, 22946 
Membrane exon 2 
untranslated region contributes to tran- 
scription termination, y2a immu- 
noglobulin gene, 11903 
Membrane fusion 
influenza-induced, inhibition by lysophos- 
phatidylcholine, 29279 
Membrane insertion 
kinetics of folding and, 6-barrel mem- 
brane protein, 28199 
Membrane topology 
sarcoplasmic and endoplasmic reticulum 
calcium ATPase, by in vitro trans- 
lation scanning, rat, 25678 
Membrane translocation 
of polypeptide, role of hydrophobic seg- 
ments of sodium-potassium 
APTase a subunit in, 11985 
Membrane-type matrix metalloproteinase-2 
gene 
identification from a human placenta 
cDNA library, 23013 
Membrane vesicles 
serum albumin and, bilirubin transfer 
from, 1074 
Meningitis 
associated Streptococcus suis, purification 
of galactosyl-a1—4-galactose-bind- 
ing adhesin from, 28874 
Meprin A 
a subunit of, COOH-terminal proteolytic 
processing, 5449 
Mercaptopyruvate sulfurtransferase 
cytosolic, related to mitochondrial rho- 
danese, 16230 
Mercurial insensitive water channel 
human, cDNA cloning, gene organization 
and chromosomal localization of, 
22907 
13-Mer peptide 
from brain injury-derived protein, sup- 
ports neuronal survival and res- 
cues neurons from glutamate in- 
jury, 29067 
Mersalyl 
inositol trisphosphate receptor binding 
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and, 3588 
Mesangial cells 
autoinduction of endothelin-1 in, endo- 
thelin receptor subtype B media- 
tion of, 6997 
endothelin-stimulated diglycerides and 
interleukin 1 regulate protein ki- 
nase C, 21632 
thrombin receptor protein, mRNA expres- 
sion and, regulation by different 
pathways, 545 
Mesothelial cells 
hylauronan containing coat, fibroblasts 
and, role of inter a inhibitor in for- 
mation of, 9698 
Messenger RNA. see RNA entries 
Metabolic signaling 
insulin, p21” actovatopm, 2036 
Metal 
nucleotide interaction, with profilin-actin, 


Metal-binding sites 
structural and functional analysis of en- 
doglucanase CelD Clostridium 
thermocellum, 9757 
Metal binding surface proteins 
purification and characterization of, Gi- 
ardia lamblia, 13807 
Metal dependence 
adaptive response, Escherichia coli Ada 
protein, 6664 
Metal ions 
modulation, structure/function of E-selec- 
tin, 8138 
Metalloactivation 
role of cysteinyl residues, ArsA ATPase, 
11245 
Metallocluster assembly 
characterization of y protein and its role 
in maturation of dinitrogenase 
and, Aztobacter vinelandii, 24745 
Metallopeptidase 
mitochondrial, neurolysin in, 2092 
Metalloprotease 
membrane, isolation of activated form of, 
5331 
meprin A, a subunit of, COOH-terminal 
proteolytic processing, 5449 
phosphoramidon sensitive, membrane 
bound endothelin-converting en- 
zyme-2, acidic pH optimum, 15262 
Metalloproteinase 
membrane type matrix, domain required 
for pro-gelatinase A activation, 801 
mocarhagin, cleaves peptide from N ter- 
minus of P-selectin glycoprotein 
ligand receptor PSGL-1 abolishes 
P-selectin-binding, 26734 
Metalloproteinases 
matrix, induction of, prostaglandin E, 
and, by laminin SIKVAV peptide, 
10365 
Metalloproteinase-2 
matrix 
cleaving of interstitial collagens, 5872 
plasma membrane stimulation of activ- 
ity, 999 
tissue inhibitor of, and promotion of fi- 
broblast proliferation by cAMP de- 
pendent mechanism, 13453 
Metalloregulatory proteins 
trans-acting, E. hirae, control of copper- 
ATPases, 4349 
11Cd,-Metallothionein 
reaction with EDTA, 5339 
Metallothionein-B 
gene function, rainbow trout, metal-re- 
sponsive elements of, 6864 
Metallothionein gene 
regulation by heme-hemopexin, 23988 
Metallothionein I and II genes 
transgenic mice deficient in, oxidative 
stress in cultured embryonic cells, 
5506 
Metallothionein-IG gene 
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human, functional analysis of, 25194 
Metal-responsive elements 
metallothionein-B gene function, rainbow 
trout, 6864 
Metarhodopsin II 
rate of decay, fluorescence spectroscopy, 
5073 
MeTase. see DNA methyltransferase 
Methane monooxygenase hydroxylase 
component B, gating effects on oxygen 
activation by, 24662 
Methanethiol 
biosynthesis of, halomethanes and, Bras- 
sica oleracea in, novel methyl- 
thranferase, 9250 
Methanobacterium thermoautotrophicum 
functional expression, Escherichia coli, 


Methanococcus transcription factor B 
translation product of TATA binding pro- 
tein sequence Thermococcus celer 
related to, 17649 
Methanogenic archaeon 
Methanosarcina thermophila, proteasome 
from, 28617 
Methanosarcina thermophila 
proteasome from methanogenic archaeon, 
28617 
Methionine 
salvage pathway, Klebsiella pneumoniae 
and rat liver, 3147 
Methionine adenosyltransferase 
human lymphocyte, recombinant a sub- 
unit, chromosomal localization and 
catalytic properties of, 21860 
Methionine cycling 
biosynthesis of mugineic acids, associa- 
tion with, 16549 
Methionine synthases 
mammalian, predominantly cobalamin- 
loaded, 19246 
Methotrexate 
defective CHO cells, human cDNAs re- 
storing methotrexate sensitivity 
and reduced folate carrier activity, 
17468 
inhibition, proteolysis of dihydrofolate 
reductase, N-end rule pathway, 
8172 
resistance, dihydrofolate reductase with 
substitutions of leucine 22, 5057 
uptake, mutant hamster cell defective in, 
cDNA for, 2987 
Methoxyflurane 
stoichiometry of metabolism of benzphet- 
amine and, catalyzed by cyto- 
chrome P450, with or without cyto- 
chrome 6, 24707 
Methylamine dehydrogenase 
cofactor TTQ in, common element trans- 
fer pathway for, 4293 
electron transfer from amicyanin to cyto- 
chrome c-551i affected by complex 
formation with, 23941 
Methylation 
cis-acting center, epigenetic gene inacti- 
vation induced by, 788 
cytosine, influence on DNA recombina- 
tion and end-joining, mammalian 
cells, 23838 
N-Methylation 
involvement of nodS and nodU in 6-O- 
carbamoylation of nod factors Rhi- 
zobium sp. NGR234, 22968 
5-Methylcytosine-DNA glycosylase 
purification and properties of, chicken 
embryo, 9734 
N-Methyl-p-aspartate receptor 
subunits, tyrosine phosphorylation of, 
36 


Methylene-5,6,7,8-tetrahydromethanopterin 
dehydrogenase 
coenzyme F 499-dependent gene, 2827 
Methylglyoxal 
glycation reaction of amino acids by, free 
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radicals generated during, 28228 
Methylmalonyl-coenzyme A mutase 
radical intermediates in enzyme reaction, 
evidence from paramagnetic reso- 
nance spectroscopy, 9295 
N-Methyl-b-aspartate 
receptor subunit gene, proximal 5’-flank- 
ing region of, 7737 
N-Methy] b-aspartate 
receptor subunit NR2C, gene structure 
of, 41 
Methyitransferase 
aspartate receptor mediated by, methyla- 
tion sites of Escherichia coli, 751 
novel, biosynthesis of halomethanes and 
methanethiol, Brassica oleracea, 
9250 
Methylxanthine SQ20006 
inactivation of p70°* by rapamycin, 
wortmannin and, 21396 
Metmyoglobin 
self-peroxidation of, forms oxygen-reac- 
tive tryptophan radical, 16075 
Met!2! 
mutants of azurin, investigation by 
111™Cq perturbed angular correla- 
tion, 573 
MGDF. see Megakaryocyte growth and de- 
velopment factor 
MH1 
Escherichia coli mutant, sodium excre- 
tion in, 3816 
Mice 
mdx distrophic, activation of calpains in 
necrotic fibers, 10909 
Microcin C7 
chemical structure and translational in- 
hibition studies on, 23520 
Microciona prolifera 
cell aggregation of, novel sulfated carbo- 
hydrate unit role in, 5089 
Micrococcus luteus 
purification and cloning of ultraviolet en- 
donuclease, 23475 
Microglial cells 
amyloid precursor protein biogenesis in, 
extracellular matrix effects, 7104 
a,- Microglobulin 
destruction of proteinase inhibitory activ- 
ity, 4478 
Bo-Microglobulin 
human histocompatibility proteins class I 
folding influenced by calnexin, but 
not assembly with, 19638 
Microsomal triglyceride transfer protein 
lipid binding and transport, 6549 
truncation of large subunit disrupts in- 
teraction with protein disulfide 
isomerase, 14281 
Microsomes 
gastric antral mucosa, porcine, gastric 
trypsin, isolation and characteriza- 
tion of, 14748 
rat cerebellar, alkali metal ion depend- 
ence of inositol 1,4,5-trisphosphate 
induced calcium release, 28097 
rat liver 
glucose 6-phosphate hydrolysis and 
glucose transport, 21092 
membrane exchangeable glucose pool 
in functioning of glucose-6-phos- 
phatase, 21098 
Microtuble 
analysis of rigidity of (correction to 1994 
article), 17056 
Microtubule 
associated protein Tau, polymerization of, 
24306 
phospholipid stimulation independent of, 
cytoplasmic dynein ATPase activ- 
ity, 4492 
taxol binding sites on, 20235 
Microtubule-associated protein 
non-cooperative binding, microtubules, 
1035 
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Microtubule-associated proteins 
microtubule affinity-regulating kinase, 
Alzheimer’s disease, 7679 

Microtubule cytoskeleton 
interaction with endocytic vesicles and 
cytoplasmic dynein, hepatocytes, 
15242 
Microtubule depolymerization 
apolipoprotein E4 inhibitory effect on 
neurite outgrowth associated with, 
19791 
Microtubules 
brain, non-cooperative binding of MAP-2, 
1035 
mediate 25-hydroxyvitamin D, traffick- 
ing and genomic response to 1,25- 
dihydroxyvitamin D, human 
monocytes, 22160 
mobility restored by MAP2 kinase, em- 
bryonic brain, chicken, 12511 
Microvascular endothelial cells 
glucocorticoids increase osteopontin ex- 
pression in cardiac myocytes and, 
28471 
Microvesicles 
bovine, norepinephrine accumulation in, 
posterior pituitary, 11424 
L-glutamate transporter presence in, bo- 
vine pineal gland, 22314 
Microvillus 
insulin receptor on, triggering of endocy- 
tosis, 5001 
MIDA1 
protein associated with Id, regulates cell 
growth, 24818 
Midbrain 
regionalization, notochord, foregut and, 
role of fkh-2 gene mouse, 30029 
Midkine 
enhances fibinolytic activity, bovine endo- 
thelial cells, 9590 
Milk 
bovine, utilization of UDP-GalNAc, by 
61,4-galactosyltransferase, induced 
by a-lactalbumin, 18447 
Mimosine 
blockage of replication forks, inhibition of 
deoxyribonucleotide by, 9597 
Mineralocorticoid receptor 
human, genomic structure and identifica- 
tion of isoforms, 21016 
Miniparamyosin 
distribution, Drosophila melanogaster, 
4375 
MIP. see macrophage inflammatory protein 
MIP protein 
structure of, from digestive tract of Ci- 
cadella viridis, 17414 
Mitochondria 
apocytochrome c translocation across the 
outer membrane of, 12390 
aspartate aminotransferase gene, pros- 
tate, androgen modulation of mul- 
tiple transcription start sites, 
12629 
bc, complex, zinc ions inhibit the Q, cen- 
ter of, bovine heart, 25001 
benzodiazepine receptors, characteriza- 
tion of 10-kDa protein associated 
with, 20285 
biogenesis of, transcriptional and post- 
transcriptional control of expres- 
sion of B-F ,-APTase gene, liver, 
10342 
biogenesis of mitochondrial heme lyases, 
in yeast, 22842 
carnitine palmitoyltransferase I isoform 
switching in the developing rat 
heart, 8952 
cloning and expression of translation 
elongation factor Ts, bovine and 
human liver, 17243 
COXI gene, mobile group I intron 3a en- 
codes 35 kDa processed protein 
that is an endonuclease, yeast, 
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15563 
cytochrome 6, sorting to intermembrane 
space, 16932 
DNA, multiple deletions in aging mice, 
24769 
DNA polymerase 
Drosophila, stimulation by DNA-bind- 
ing protein, 860 
subunit structure of, Drosophila em- 
bryos, 28932 
DNA polymerase y, effects on DNA dam- 
age, 9202 
glycerol-3-phosphate acyltransferase pro- 
moter, murine, 1416 
heart, sodium-calcium antiport of, 672 
human cells, intracellular localization, 
role of 8-Oxe-dGTPase, 14659 
import into, chimeric fusion protein, pre- 
vented by proteolysis, yeast, 16689 
import of transcription factor MTF1, 
yeast, 11970 
liver, long chain and very long chain 
acyl-CoA thioesterases in,rat, 
12177 
metallopeptidase, characterization re- 
veals neurolysin, 2092 
novel, in vitro transcription system recog- 
nizes mRNA and tRNA promoters, 
pea, 22182 
outer membrane, assembly of preprotein 
receptor MOM72/MAS70 into pro- 
tein import complex, 27116 
outer membrane of, Neurospora crassa, 
topography of voltage-dependent 
ionic selective channel, 16694 
f-oxidation, intermediate channeling in, 
530 
permeability transition, peptide mastopa- 
ran in, 4923 
phosphatidylserine import into, deriva- 
tion of mitochondrial phosphati- 
dylethanolamine, 11190 
plant, RNA editing by site specific cyti- 
dine deamination, 18227 
processing of tRNA, 12885 
protein import machinery, 29848 
protonophoric activity and isomers of el- 
lipticine across energy-transducing 
membrane of, 22709 
pyruvate malate shuttle in, pancreatic 
islets, 20051 
rat liver, in Organello footprinting of 
DNA from, 25020 
renal, processing of glutaminase precur- 
sor, rat, amino acid role in, 1191 
single-stranded DNA-binding protein, 
characterization of, Drosophila em- 
bryos, 21137 
stage-specific isoforms of, complex II, As- 
caris suum, 928 
targeting signal of chaperonin 10, acety- 
lated and noncleavable, rat, 1323 
ubiquinol-cytochrome c reductase l, clon- 
ing, sequencing and expression of 
small molecular mass ubiquinone- 
binding protein, 25634 
uptake of calcium, from physiological 
pulses of calcium, 27510 
yeast 
import cytochrome oxidase subunit Va 
precursor into, mediated by mem- 
brane recpetor Mas20p, 14267 
inner membrane anion channels sensi- 
tive to ATP, 19262 
Mitochondrial carrier 
distinct from sinusoidal and canalicular 
transporters for reduced glutathi- 
one, 15946 
Mitochondrial function 
muscle creatine kinase deficient mice, 


Mitochondrial F)F ,-ATPase 
mitochondrial, biosynthesis in brown adi- 
pose tissue, 7689 
Mitochondrial F, 
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soluble, synthesis of medium pyrophos- 
phate by, 16820 
Mitochondrial gene expression 
pyrimethamine disruption of respiratory 
function and alters, CHO cells, 
20668 
Mitochondrial inhibitors 
hypoxia and, regulate glucose transport- 
er-1 expression via cis-acting se- 
quences, 29083 
Mitochondrial intermediate peptidase 
yeast, prediction and identification of 
new natural substrates for, 27366 
Mitochondrial matrix 
mechanisms of protein export from, topo- 
genesis of cytochrome oxidase sub- 
unit II, 27079 
rat liver, c-Erb A al related 43 kDa pro- 
tein in, 16347 
Mitochondrial outer membrane 
receptor complex of, biogenesis of ISP6, 
5674 


yeast porin lysine residues are involved 
in assembly into, 28331 
Mitochondrial processing peptidase 
analysis of substrate elements required 
for processing by, 30322 
conversion of nonprocessed mitochondrial 
precursor protein into one pro- 
cessed by, 26311 
Mitochondrial receptor complex protein 
MAS17, yeast, 30571 
Mitochondrial respiration 
tumor necrosis factor receptors down reg- 
ulation by blockade of, 23944 
Mitochondrial rhodanese 
cytosolic mercaptopyruvate sulfurtrans- 
ferase related to, 16230 
Mitochondrial translational initiation factor 
2 


cDNA, cloning and sequence analysis, 
1859 


Mitochondrial uncoupling protein gene 
retinoic acid as a transcriptional activa- 
tor of, 5666 
Mitochondrion 
trypanosomatid Crithidia fasciculata, 
DNA polymerase £ in, 3495 
Mitogen 
protein kinase-activated protein kinase 2, 
autoinhibitory domain in, 202 
Mitogen-activated protein kinase 
activation 
affected by altered expression of pro- 
tein-tyrosine kinase 2C, 11765 
by a-amino-3-hydroxy-5-methyl-4-isox- 
azolepropionic acid via G-protein 
Bysubunits, rat cortical neurons, 
22783 
arachidonic acid, liver epithelial WB 
cells, rat, 4201 
cell adhesion effects, 269 
dissociation from oxidative burst, 
HL-60 and human neutrophils, 
15719 
glucose metabolism and, 3T3-L1 adipo- 
cytes, 3442 
insulin-like growth factor I receptor 
mediated by G,, subunits, 16495 
mediated by G; and G, 17148 
requires input from human anaphyla- 
toxin C5a receptor, 19828 
by serotonin and growth factor, antago- 
nized by histamine, tracheal 
smooth muscle cells, 19908 
transforming growth factor-81 modula- 
tion of cell growth not correlated 
with, 30686 
v-Abl-mediated apoptotic suppression 
associated with, 5956 
activation by prostaglandin F,, NIH-3T3 
cells, 8984 
activation of cascades 
dissociated from cAMP-stimulated mi- 
togenesis, Swiss 3T3 cells, 21411 
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by p21-activated protein kinases in cell 
free extracts, Xenopus oocytes, 
26067 
bradykinin-induced activation of, protein 
kinase C isoforms involved in, 
7097 
CSBP1, complements a hog/ deletion in 
Saccharomyces cerevisiae, 29043 
dephosphorylation, HVH2 and, 7197 
differential activation of S6 kinase sig- 
naling pathways and, by TPA and 
insulin, 28325 
dual effect of B-adrenergic receptors on, 
25259 
erk-encoded activation resistant to high 
cyclic nucleotide levels, Swiss 3T3 
fibroblasts, 26619 
farnesyl group of H-Ras facilitates activa- 
tion of soluble upstream activator 
of, 26347 
L-selectin activation of, and enhancement 
of tyrosine phosphorylation in sig- 
naling function, 15403 
modulation of MAP kinase/extracellular 
signal-related kinase kinase and, 
by mutant epidermal growth factor 
receptor, 30562 
or oncogene transformed mouse fibro- 
blasts, increased histone H1 phos- 
phorylation in, 20098 
overexpression of e-protein kinase C en- 
hances nerve growth factor-in- 
duced phosphorylation of, and neu- 
rite outgrowth, 30134 
phosphatidylinositol 3-kinase required for 
activation and nuclear transloca- 
tion of, by polyomavirus middle-T 
or serum, 29286 
phosphorylation and activation of ATP- 
mag dependent protein 
phosphatase by, 18352 
purification of 12,020-dalton protein that 
enhances activation by MAPK ki- 
nase, 24540 
purification of 12,020-dalton protein that 
enhances MAP kinase activation 
by, 24540 
p38, regulation, 7420 
p90rsk, p70 S6 kinase and, stimulation 
by insulin in mouse skeletal mus- 
cle, 29928 
reduced activation of, by fibroblast 
growth factor receptor mutant, 
5065 
regulation 
B-cell line, 7882 
mitogen-activated protein kinase phos- 
phatase, vascular smooth muscle, 
7161 
regulation of 
AP-1 activity by, minireview, 16483 
minireview, 14843 
regulation of GATA-2 phosphorylation, 
4101 


hi = 
| 








gosyip ph ylcholine activation 
of, requires protein kinase C and 
pertussis toxin-sensitive G protein, 
3T3 cells, 24334 
stimulation by thyrotropin, human thy- 
roid follicles, 3693 
stress-activated protein kinases, c-Jun 
amino terminal kinases, activators 
for, 12969 
type 2 
consitutive activation by mutation of 
phosphorylation sites and an A-he- 
lix motif, 27213 
restoration of microtubule mobility, 
embryonic brain, chicken, 12511 
1,25-dihydroxyvitamin D,-stimulated Egr 
induction and, 3642 
Mitogen-activated protein kinase cascade 
activation of, initiation of Xenopus oocyte 
maturation by, 25898 
Mitogen-activated protein kinase gene p44 
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mouse, genomic organization and struc- 
ture of 5’-flanking regulatory re- 
gion, 26986 
Mitogen-activated protein kinase kinase 
activation, PD 098059 is specific inhibitor 
of, 27489 
interaction between Ras and kinase do- 
main of, 11757 
MEK 
activation, biochemical analysis of acti- 
vation, NIH3T3 fibroblasts, 7644 
inhibition of, blocks induction of differ- 
entiation by nerve growth factor 
PC-12 cells, 13585 
MEK1 
role in TNF-a-induced activation of 
p42mapk /erk2, mouse macro- 
phages, 27391 
stimulates pattern of gene expression 
typical to hypertrophic phenotype, 
rat cardiomyocytes, 28092 
MEKS5, isolation and differential expres- 
sion of alternatively spliced forms 
of, 28897 
RAF-1, RAS-binding in T cells, 5594 
Ras dependent, purification of from bo- 
vine brain cytosol, 11723 
Mitogen-activated protein kinase kinase 
activation pathway 
role of reactive oxygen species in lyso- 
phosphatidic acid stimulated-, 
28499 
Mitogen-activated protein kinase pathway 
AP-1 and, activated during cAMP in- 
duced melanogenesis, B-16 mela- 
noma cells, 24315 
involvement in regulation of urokinase 
promoter activity by c-Ha-ras, 
23007 
sphingosine 1-phosphate activation of, by 
G protein-dependent mechanism, 
11484 
Mitogen-activated protein kinase 
phosphatase 
novel, structure expression and regula- 
tion, 14587 
role of, during cellular repsonse to geno- 
toxic stress, 8377 
Mitogenesis 
cAMP-stimulated, activation of MAP ki- 
nase cascade dissociated from, 
Swiss 3T3 cells, 21411 
insulin-like growth factor I receptor mu- 
tation at tyrosine 1251, effects on 
transformation and, 22639 
Mitogenic activity 
association and, promoted by hepatocyte 
growth factor, sulfated oligosaccha- 
rides, 16871 
inhibition of, VEGF ,., and VEGF j¢5, 
platelet factor-4 by, 15059 
Mitogenic signaling pathway 
activation of, by phosphatidylcholine-hy- 
drolyzing phospholipase C and 
Ras, 21299 
Mitosis 
cell cycle regulated polo-like kinase, acti- 
vation during, 21086 
Raf-1 activated during, 26742 
regulation of nuclear envelope membrane 
structure during, 19066 
Mitotic phosphorylation 
proteins, nuclear pore complex, 254 
MLC-2v-ras fusion gene 
ventricular expression of, induces cardiac 
hypertrophy and diastolic dysfunc- 
tion, transgenic mice, 23173 
Mmembrane receptor Mas20p 
import cytochrome oxidase subunit Va 
precursor into yeast mitochondria, 
mediated by, 14267 
Mocarhagin 
metalloproteinase, cleaves peptide from 
N terminus of P-selectin glycopro- 
tein ligand receptor PSGL-1 abol- 
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ishes P-selectin-binding, 26734 
MoCo. see Molybdenum cofactor 
Model membranes 
immunochemical analysis of diphtheria 
toxin shows domains penetrate 
across, 27446 
interaction of proteins in, with fatty acid 
acylation sites, 16749 
Moesin 
phosphorylation of threonine 558 in, by 
thrombin activation of human 
platelets, 31377 
Molecular structures 
phase behavior and, monounsaturated 
phosphatidylcholines, 2014 
Molecular transport machinery 
endothelial caveolae in, for vesicle bud- 
ding, docking and fusion, 14399 
Molluse 
Lymnaea stagnalis neurons, novel G pro- 
tein a subunit contains atypical 
guanine nucleotide binding do- 
mains, 18804 
Moloney murine leukemia virus 
RNase H, cleavage specificities in second 
strand transfer during reverse 
transcription, 24135 
Moloney murine leukemia virus mRNA 
alternative translation initiation involves 
p57/PTB splicing factor, 20376 
Molony leukemia retroviral long terminal 
repeat 
AP-1 inducible genes and AP-1 transcrip- 
tion factor binding, transactivation 
by, 13637 
Molybdenum 
centers of xathine oxidase and xanthine 
dehydrogenase, 19209 
Molybdenum cofactor 
biosynthesis, Arabidopsis thaliana, 6100 
Molybdopterin 
biosynthesis, Escherichia coli, 1082 
Monensin 
inhibition, HDL-mediated cholesterol ef- 
flux, 5891 
Monoalkylglycerol 
regulation of protein kinase C by, in Ma- 
din-Darby canine kidney cells, 
11147 
Monoamine oxidase B 
flavinylation of, 23653 
Monoamine oxidases 
imidazoline/guanidinium binding do- 
mains on, 27961 
localization of I,-imidaxoline binding 
sites on, 9856 
Monoamine transporter 
vesicular, regulation of, in chromaffin 
granules, 16030 
Monoazahemin 
substitution in myoglobin, resulting in 
novel ligand binding properties, 
13118 
Monobromobimane 
affinity label for xenobiotic binding site 
of rat glutathione S-transferase 
3-3, 21875 
Monocarboxylate transporter 
cDNA cloning of MCT2, 1843 
Monoclonal antibodies 
to blood group A substance, human and 
mouse, immunochemically similar 
use different primary sequences, 
12457 
generation of, against autologous pro- 
teins, in gene-inactivated mice, 
8397 
Monoclonal antibodies B3 
residues stabilizing single-chain Fv of, 
23373 
Monoclonal antibody 
blocking of leukocyte function-associated 
antigen 1 activity, LFA-1 epitope 
mapping, 1388 
inhibition, natriuretic peptide receptor-B, 
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4668 
Monocyte 
macrophage differentiation, MAX.1 anti- 
gen identical to carboxypeptidase 
M, expression associated with, 
15644 
Monocyte adhesion 
urokinase-type plasminogen activator 
induced, requires C-terminal lysine 
and cAMP-dependent transduction, 
30282 
Monocyte chemoattractant protein-1 
receptor 
signal transduction and ligand specificity 
of, embryonic kidney cells, 5786 
Monocyte chemotactic protein-3 
interaction with multiple leukocyte re- 
ceptors, 22123 
Monocyte colony-stimulating factor 
stimulates binding of phosphatidylinosi- 
tol 3-kinase to Grb2-Sos complexes, 
human monocytes, 10380 
Monocytes 
adherent, fatty acid bimodal action, pro- 
tein kinase C and p47phox translo- 
cation, 15111 
human 
haptotactic migration of, induction by 
phosphatidic acid and lysophos- 
phatidic acid, 25549 
microtubules mediate 25-hydroxyvita- 
min D, trafficking, and genomic 
response to 1,25-dihydroxyvitamin 
D, 22160 
monocyte colony-stimulating factor 
stimulates binding of phosphatidy- 
linositol 3-kinase to Grb2-Sos com- 
plexes, 10380 
proteolytic processing of nuclear factor- 
«B, 9 


integrin mediates tyrosine phosphoryla- 
tion, cytokine message induction, 
16189 
oxidative burst, IL-13 modulation of, cal- 
cium and cAMP in, 5084 
specific regulation of procoagulant activ- 
ity on, 26109 
surface, elastase and cathepsin G ex- 
pressed at, activation of coagula- 
tion factor V, 1408 
Monodehydroascorbate radical reductase 
cucumber, molecular characterization of, 
expressed in Escherichia coli, 
21354 
Monodehydroascorbate reductase 
demonstration of catalytic action of, by 
pulse radiolysis, 27551 
Monogalactosyldiacylglycerol synthase 
catalytic site of, spinach chloroplast enve- 
lope membranes, 5714 
Monomers 
plasticity of, high hydrostatic pressure 
effects, 2061 
Monomethylethanolamine 
apolipoprotein B truncated, inhibition of 
secretion by, 13318 
Mononuclear phagocytes 
human, 20-kDa subunit of 6-glucan re- 
ceptor, ligand-binding, 2145 
Monoterpenes 
effects of, lovastatin and, on RAS proc- 
essing, 17508 
Monoycyte chemoattractant protein-3 
ligand for CC chemokine receptors i and 
2B, 29671 
MOP2 
control, plasma membrane hydrogen-AT- 
Pase, Saccharomyces cerevisiae, 
6815 
Moricin 
novel antibacterial peptide isolated from 
the Bombyx mori, 29923 
3-Morpholinopholinosydnonimi 
superoxide dismutase increases cytotoxic- 
ity of, HepG2 cells, 20922 
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Mosquito 
cloning and sequence of full length cDNA 
for carboxylesterase Esta2"(A,), 
17044 
Motor neuron 
sensory neuron and, derived factor 
heregulin, 14523 
heregulin (correction), 26722 
Moésbauer characterization 
of cytochrome c peroxidase, Paracoccus 
denitrificans, 24264 
Mouse heme oxygenase-1 gene 
transcription enhancer identified in sec- 
ond region upstream, 11977 
Mouse hepatitis virus M protein 
oligomerization of, occurs in Golgi com- 
plex and may be part of its reten- 
tion, 8815 
Mouse J774.2 cell line 
with elevated taxol resistance, altered 
M82 expression in, 31269 
Mouse leukemia virus protease 
mutational analysis of substrate binding 
pocket, comparison with HIV pro- 
teases, 29162 
Mouse mammary tumor virus promoter 
steroid hormone responsiveness mediated 
by cellular factors binding to novel 
cis-acting element, 24502 
transcription factor Oct-1 stimulates ba- 
sal transcription from, 27823 
Mouse myelin basic protein gene 
transcription suppression by sequence- 
specific single-stranded DNA bind- 
ing protein, 12503 
MRF4 promoter 
transactivation, muscle-specific transcrip- 
tion factors, mouse, 2889 
MR60 
intracellular mannose-specific lectin, my- 
elomonocytic cells, 3551 
MTH1 protein 
mouse, 8-oxo-7 ,8-dihydro-2’-deox- 
yguanosine 5’-triphosphatase activ- 
ity prevents transversion muta- 
tion, 25942 
MtTW15 somatotrope cells 
activin increases phosphorylation and 
decreases stability of transcription 
factor Pit-1, 28733 
M-type receptors 
secretory phospholipase A, binding to, 
5534 
M-type 180-kDa membrane receptor 
identification of binding domain for se- 
cretory phospholipases A, 28869 
M-T7 
interferon-y receptor specificity, 3031 
Mu 
phage transposase, step-arrest mutants, 
1472 


Mucin carbohydrate chain 
containing N-acetyllactosamine, sulfo- 
transferase with role in sulfonation 
of terminal galactose in, human 
airway, 27544 
Mucin cDNA clone 
isolation and characterization from mu- 
cus-secreting cells HT-29, 13665 
Mucin-like genes 
Trypanosoma cruzi, 24146 
Mucus proteinase inhibitor 
inhibition of neutrophil elastase, influ- 
ence of heparin, 13204 
Mucus-secreting cells HT-29 
isolation and characterization of mucin 
cDNA clone from, 13665 
Muc-1 
null mice, delayed mammary tumor pro- 
gression in, 30093 
Mugineic acids 
biosynthesis of, association with methio- 
nine cycling, 16549 
Multidrug resistance 
partial inhibition by safingol is correlated 
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with inhibition of protein kinase C, 
26639 
related P-glycoprotein, modulation by cal- 
cium** calmodulin functional, 
11040 
Multidrug resistance mdr1b promoter 
mouse, identification and characteriza- 
tion of hepatoma cell- specific en- 
hancer, 25468 
Multidrug resistance promoter 
human, wild type p53 effects, 1894 
Multidrug resistance protein 
membrane topology of, Escherichia coli, 
12351 
Multidrug transporter 
12-kDa, soluble in organic solvents, 6856 
Multifuntional receptor 
different spliced variants expressed by 
chicken oocytes and somatic cells, 
23546 
Multimerin 
complexed with factor V, platelets, 19217 
human endothelium, cDNA sequence of, 
18246 
Multinucleated cells 
deregulation of translational control of 
protein phosphatase 2A 65-kDa 
regulatory subunit leads to, 21374 
Multiple drug resistance 
P-glycoprotein-mediated, circumvention 
by phosphorylation modulators, 
independent of protein kinases, 
28145 
Munc-18 
syntaxins, interactions with, 13022 
two novel isoforms, expressed in non-neu- 
ronal tissues, 5857 
Murine. see Mouse entries 
Muscarinic acetylcholine 
m2, porcine, receptor-effector coupling of, 
CHO cells in, 15485 
Muscarinic acetylcholine receptor 
m2 desensitization and internalization 
directed by independent mecha- 
nisms, 29004 
m3 desensitization, stimulated phospho- 
lipase D, 19949 
tissue specific regulation during embry- 
onic development, 20636 
Muscarinic receptor gene 
m4 cholinergic, gene structure and pro- 
moter, 30933 
Muscarinic receptors 
coupling, G proteins, 3141 
M, expressed in cardiac myocytes, medi- 
ate Ras-dependent changes in gene 
expression, 8446 
m2 
differential coupling to adenylyl cyclase 
by Gja and G,a subunits, 16070 
gene expression in embryonic lung 
cells, transcriptional down-regula- 
tion of, 7213 
m4, differential coupling to adenylyl cy- 
clase by G,a and G,a subunits, 
16070 
nicotinic and, neurons, acetylcholine af- 
fects intercellular calcium via, 
14366 
purified, cooperative binding properties 
of, porcine atria, 22488 
subtype-specific regulation of expression 
and function, 22374 
Muscle 
abdominal intersegmental, 26 S protea- 
some in, Manduca sexta, 1850 
contraction 
Ca** regulation of, troponin T and tro- 
ponin C role in, 2557 
cardiac thin filament assembly, equilib- 
rium linkage analysis of (correc- 
tion to 1994 article), 1480 
creatine kinase gene enhancer, E-box in, 
control elements for, 21420 
differentiation, transcriptional regulation 
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during, acetylcholinesterase pro- 
moter elements, 1866 
B-enolase gene specific to, regulation of 
myoblast expression, 2535 
gene delivery in, kallikrein-binding pro- 
tein, mice, 451 
mitochondrial function in, muscle crea- 
tine kinase deficient mice, 19921 
rabbit, phosphorylation of sites 3a and 3b 
control of glycogen synthase, rabbit 
muscle, 12491 
vascular, transcription of a-Actin gene, 
characterization of DNA-binding 
proteins, 11310 
Muscle cells 
skeletal. see Skeletal muscle cells 
smooth vs. non-smooth, a-actin gene pro- 
moter in, 7631 
vascular. see Vascular smooth muscle 
cells 
Muscle creatine kinase 
deficient mice 
mitochondrial function in muscles of, 
19921 
myofibrillar function in, 19914 
Muscle-specific transcription factors 
MRF4 promoter trans-activation in, 
mouse, 2889 
Mushroom 
collagen-binding protein from, inhibition 
of Lewis lung carcinoma cell adhe- 
sion to collagen, 1481 
Mussel 
adhesive plaque protein gene, epidermal 
growth factor-like gene family, 
6698 
Mutagenesis 
ADP-ribosyltransferase consensus do- 
main, 541 
alanine scanning, mapping of NH,-termi- 
nal ligand binding site of insulin 
receptors, 3012 
bovine rhodopsin, 2112 
cysteine residues, P-glycoprotein, 843 
directed, changing of ion binding specific- 
ity of ATP synthase, 87 
dNTP pool asymmetries, sequence con- 
text and, 8401 
site-directed 
characterization of human spuma ret- 
rovirus integrase by, 2957 
conversion of bovine pancreatic phos- 
pholipase A, by, 2120 
B-cystathionase, 7695 
human glutathione transferase P1-1, 
1243, 1249 
nitrate reductase from Aspergillus 
nidulans, 6644 
ribonucleotide reductase, 6570 
Mutants. see also specific type 
specificity, new TEM f-lactamase, sub- 
strate-dependent functional inter- 
actions, 781 
step-arrest, phage Mu transposase, 1472 
Mutations 
active site, Pseudomonas aeruginosa exo- 
toxin A, 679 
gain-of-function, actin-severing activity, 
human macrophage Cap G, 45 
Saccharomyces cerevisiae ARF 1, 143 
Bo, ligand recognition and, I domain inte- 
grins, 94 
Mu transposase 
bacteriophage, disassembly for initiation 
of Mu DNA replication, 19591 
MutT 
family of enzymes, novel GDP-mannose 
mannosy] hydrolase, shares homol- 
ogy with, 24086 
MutT-like enzymes 
nucleotide pyrophosphatase catalytic do- 
main in, 1529 
MutY 
DNA determinants and substrate speci- 
ficities of, Escherichia coli, 23582 
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MxA protein 
interferon induced,GTPase activity of, 
structural requirements of, 13518 
interferon induced,GTP binding and GTP 
hydrolysis properties of, 13512 
Myb protein 
and Ets protein regulation of early mye- 
loid gene, 8763 
Mycobacteria 
detection of B-p-ribosyl-1-monophospho- 
decaprenol in, 20151 
Mycobacterium bovis 
BCG, analysis of mannan region, li- 
poarabinomannan, 15012 
Mycobacterium leprae 
purification and functional analysis of 
thioredoxin/thioredoxin reductase 
hybrid protein, 25604 
Mycobacterium smegmatis 
purification and characterization of cata- 
lase-peroxidase from, 22290 
Mycobacterium tuberculosis 
biosynthesis of cyclopropanated mycolic 
acids, in, 27292 
chaperonin 10 forms stable tetrameric 
and heptameric structures, 26159 
Mycolic acids 
cyclopropanated, biosynthesis of, in My- 
cobacterium tuberculosis, 27292 
Mycotrienins 
new class of potent inhibitors of oste- 
oclastic bone resorption, 25949 
Myelin basic protein peptide 
functionally active complexes of, reconsti- 
tution, 971 
Myeloblastin 
substrate of, mammalian heat shock pro- 
tein 28-kDa, 1003 
Myelogenous leukemia cells 
human chronic, differential regulation of 
JunD by dihydroxycholecalciferol 
in, 19676 
Myeloid immunoglobulin A Fc receptor 
human, functional association with FcR y 
chain, 29781 
Myeloid leukemia cells HL-60 
repressor activity of CCAAT displace- 
ment protein, 12745 
Myeloid progenitor proliferation 
suppression by interleukin 8 chimeric 
mutant with platelet factor 4, 
23282 
Myeloma cells 
interleukin-6 receptor antatonist on, 
8158 
Myelomonocytic cells 
intracellular mannose-specific lectin of, 
ERGIC-53 identical to MR60 in, 
3551 
Myeloperoxidase 
biosynthesis of, calreticulin function in, 
4741 
compounds I and II, kinetics of oxidation 
of tyrosine and dityrosine by, 
30434 
oxidation of bromide from, 2906 
tyrosine chlorination in peptides, human 
neutrophils and, 16542 
Myoblast cells 
cultured, Pax3 inhibits myogenic differ- 
entiation, 11719 
Myoblast differentiation 
transcriptional activation of collagen 
a1(VI) gene mediated by multiple 
GA boxes during, 19583 
Myoblasts 
skeletal, D-type cyclin expression in, reg- 
ulation by bFGF and TGF-f, 4093 
specific expression, human f-enolase 
gene, 2535 
Myoblobin 
chloroperoxidase and, X-ray absorption 
near edge studies of cytochrome 
P-450-CAM, 10544 
Myocardial cells 
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phorbol ester regulation of opioid peptide 
gene expression, 30115 
Myoclobin 
ultra-rapid heme doming in, 1718 
Myocytes 
atrial, spermine gated muscarinic in- 
ward-rectifying potassium chan- 
nels, rabbit, 9289 
cardiac, hypertrophy, a,-adrenergic in- 
duction of skeletal a-actin during, 
410 
Myocyte-specific enhancer factor-2 
concensus binding site for, expressed in 
muscle and brain, 23246 
Myofibrillar function 
muscle creatine kinase deficient mice, 
19914 
Myofibroblasts 
scleroderma, collagen and tissue inhibitor 
metalloproteinase levels, 3423 
Myogenesis 
expression of heparin-binding EGF-like 
growth factor during, 18285 
Myogenic cells 
c-June-Fos heterodimer induced by an- 
giotensin II DNA binding activity 
mediated by reactive oxygen inter- 
mediates in, 22129 
thiazolidinediones and fatty acids con- 
vert, into adipose-like cells, 28183 
Myogenic expression vector 
insulin-like growth factor I for, stimu- 
lates muscle cell differentiation 
and myofiber hypertrophy, trans- 
genic mice, 12109 
Myogenic regulatory factors 
activation of TATA containing promoter 
elements via an E-box independent 
mechanism, 15664 
Myoglobin 
alteration of axial coordination by protein 
engineering, 15993 
horse heart, heme-protein interactions at 
neutral pH, 19232 
sperm whale, double mutant of mimics 
structure and function of elephant 
myoglobin, 20763 
substituted with Monoazahemin, novel 
ligand binding properties by, 
13118 
Myoglobins 
differentiation of steric and electronic 
effects, spectroelectrochemical 
method, 13604 
Myometrium 
pregnant rat, adrenergic receptors a2/Bo- 
coupled adenylyl cyclase system, 
11012 
Myosin 
heavy chain phosphorylation, cell-cycle 
regulated, during meiosis, 1395 
skeletal muscle, minimal motor domain 
from, chicken, 15348 
smooth muscle 
assembly of, caldesmon effects, 3919 
phosphorylation-dependent regulation, 
two heads for, 2171 
subfragment-1, interaction with G-actin, 
7125 
subfragment 1, stable inhibitory com- 
plexes, fluoroscandium anions, 
19282 
Myosin heavy chain 
both Dictyostelium myosin essential light 
chain termini are required for 
binding to, 27977 
synthesis accelerated by contraction via 
increased rate of translational ini- 
tiation, adult cardiocyte, 21950 
B-Myosin heavy chain 
skeletal, a,-adrenergic induction of, dur- 
ing cardiac myocyte hypertrophy, 
410 
Myosin heavy chain gene 
novel smooth muscle-specific enhancer 
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regulates transcription of, 30949 
a-Myosin heavy chain gene 
identification of contractile-responsive 
element in, 31276 
B-Myosin heavy chain gene 
regulation, cellular nucleic acid-binding 
protein interaction, 6959 
Myosin heavy chain II-B 
vertebrate nonmuscle, expression of in- 
serted isoforms, neuronal cell, 
14533 
Myosin heavy chain kinase A 
structural analysis, Dictyostelium, 523 
Myosin-I-binding protein 
acan125, identification as, on cellular or- 
lles of Acanth ba, 25316 





Myosin ID 
Dictyostelium, characterization and puri- 
fication of protein kinase, 11776 
Myosin I heavy chain kinase 
Acanthamoeba, properties of, bound to 
phospholipid vesicles, 27969 
Myosin light chain 
kinetics of prephosphorylation and phos- 
phorylation reactions, smooth mus- 
cle, 23966 
no effect on phosphorylation of, calcium 
sensitivity of smooth muscle con- 
traction enhanced by calponin pep- 
tide but, 20400 
Myosin light chain kinase 
fibroblast contractility not dependent on 
phosphorylation of, 18734 
intrasteric regulation of, 16848 
novel, expression in embryonic tissues 
and cultured cells, 29090 
photoaffinity labeling of peptide sub- 
strate to, 10125 
Myosin light chain phosphatase 
decreased activity of, associated with 
thiophosphorylation of 130-kDa 
subunit, 18191 
Myosin regulatory light chain 
proximity relationships between engi- 
neered cysteine residues, 31111 
restoration of phosphorylation-dependent 
regulation to, skeletal muscle, 
24646 
smooth muscle, calcium-specific site, 
6773 
Myotonic dystrophy kinase 
80 and 71-kDa forms of, tissue specific 
expression and subcellular local- 
ization, 20246 
Myotubes 
skeletal muscle 
L-type calcium channes al subunit 
sites of cAMP-dependent phospho- 
rylation, 16371 
processing of ADP-ribosylated integrin 
a7, 9227 
Myristoylated proteins 
characterization of plamitoyl actytrans- 
ferase, palmitoylation of, 22399 
Myristoylation 
ADP-ribosylation factor 1, nucleotide ex- 
change at magnesium levels and, 
1337 
amino-terminal, induction of calcium 
binding to recoverin, 4526 
not required for calcineurin B functional- 
ity, Saccharomyces cerevisiae, 
24831 
pH-sensitive actin-binding protein, Dic- 
tyostelium, 596 
N-Myristoylation 
involvement in monoclonal antibody rec- 
ognition sites, chineric G protein a 
subunits, 6436 
N-Myristoyltransferase 
characterization of multiple forms, bovine 
brain, 23226 
Myrosinase 
mechanism of, 20530 
Mytilus edulis 
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hydroxyarginine containing polyphenolic 
proteins in adhesive plaques, 
20183 
Myxome virus 
interferon-y receptor specificity, 3031 
Mp2 
altered expression, in murine J774.2 cell 
line with elevated taxol resistance, 
31269 
M5S5 boundary 
amino acid alterations at, sarcoplasmic 
reticulum, 908 
M6L 
recombinant, crystal structure of, 7077 
M’GTP 
mRNA analogues and, wheat germ pro- 
tein synthesis initiation factor eIF- 
(iso)4F and subunits P28 and P86, 
interaction with, 29904 


N 


NAADP. see Nicotinate adenine dinucle- 
otide phosphate 
NADH 

induced conformational change mediates 
activities of 36-hydroxysteriod de- 
hydrogenase/isomerase, 21003 

NADH oxidase 

flavoprotein that functions as, role of 
Cys-337 and Cys-340 in, A. xyla- 
nus, 5812 

H,O,-generating, activation by TGF-1, 
human lung fibroblasts, 30334 

NADH pyrophosphatase 

cloning, purification and properties of, 

1529 
NADH-quinone oxidoreductase 

expression and characterization of 66 
kDa iron-sulfur subunit of, Para- 
coccus denitrificans, 18264 

NADP* 

ADP-ribosyl cyclase and CD38 catalyze 
synthesis of calcium-mobilizing 
metabolite from, 30327 

NADPH 
derivative of, calcium mobilization by, 
2152 
NADPH-cytochrome P450 oxidoreductase 
role of acidic residues in interaction with 
cytochrome c and, 27475 
NADPH:Ferredoxin reductase 
cloning, sequencing and overexpression, 
Azotobacter vinelandii, 21258 
NADPH:Flavin oxidoreductase 
mechanism and substrate specificity, 
Escherichia coli, 30392 
NADPH oxidase 

activation, characterization of Rac effec- 
tor-specifying domain involved in, 
19868 


activity, loss of thioredoxin disulfide re- 
ductase activity and, 3479 
electron flow in, regulation of, 6543 
human neutrophil, interactions between 
cytosolic components p47phox and 
p67phox, 11216 
hydrogen channel associated with, 
arachidonate-activable, 5909 
inhibition of, phenylarsine oxide, human 
neutrophils, 2067 
NADPH oxidase activity 
p21**°2 translocation from cytosol to 
plasma membrane, 11514 
NADPH oxidase complex 
phagocytic cells, p40°"™ interactions, 
5695 
NADPH oxidase component p67phox 
68-kDa kinase and, targets of Racl and 
Cdc42Hs, neutrophils, 10717 
NADPH oxidoreductase 
homologues from Arabidopsis thaliana, 
confer tolerance towards diamide, 
in yeast, 26224 
NAD synthetase 
Bacillus subtilis, outB gene of, 6181 
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Naegleria gruberi 
flagellar calmodulin gene of, coexpression 
during differentiation, 5839 
NAP-2. see Neutrophil activating peptide-2 
Naringin 
protection of hepatocytic autophagy by, 
5830 


Naroparcil 
antithrombotic mechanism, rabbit, 2662 
Nascent secretory proteins 
70 carboxyl-terminal amino acids of, pro- 
tection from proteolysis, 6170 
Native protein 
high affinity digoxin-binding protein dis- 
played on M13, 7829 
Natriuetic peptide/ATP activation signal 
atrial, transduced by gyanylyl cyclase-A 
receptor, 30818 
Natriuretic peptide receptor-B 
monoclonal antibody inhibition of, pre- 
contracted rat aorta, 4668 
Natural killer cells 
activation of migration by leukocyte inte- 
grin-binding peptide from ICAM-2, 
8629 
ick and syk family tyrosine kinases in- 
teractions, Fey receptor initiation 
of activation of, 16415 
Nb2 cells 
G120R human growth hormone antago- 
nist on, zinc dependent agonist- 
antagonist activity in, 9222 
NCAM. see Neural cell adhesion molecules 
Nck adaptor protein 
binding to serine/threonine kinase, SH3 
domains, 7359 
NCp7 
binding functions, tRNA, binding of 
HIV-1 nucleocapsid protein to, 
1650 
NC1 domains 
function of, in collagen type IV, 23790 
ndk1 gene 
encoding nucleoside-diphosphate kinase, 
cloning and analysis of, Schizosac- 
charomyces pombe, 27859 
Necrotic fibers 
mdx distrophic mice, activation of cal- 
pains in, 10909 





Nef 
SIV and HIV, association with cellular 
serine kinase requires conserved 
domain and membrane targeting, 
15307 
Negative cofactor NC2(Dr1) 
interactions between TFIIA TFIIA and, 
involvement of TATA-binding pro- 
teins, 10976 
Neisseria gonorrhoeae 
PilA has GTPase activity, 26045 
Nek2 protein kinase 
substrate specificity and cell cycle regula- 
tion of, potential homologue of 
NIMA in Aspergiilus nidulans, 
12899 
Nematode 
parasitic, mitochondria from, stage-spe- 
cific isoforms of complex II, 928 
Neoglycoproteins 
enzymatic synthesis of, endo-B-N-acetyl- 
glucosaminidase and, 3094 
Neoglyoconjugates 
synthesis of, by transglycosylation with 
endo-B-N-acetylglucosaminidase, 
Arthrobacter protophormiae, 17730 
Neolactoglycosphingolipids 
potential mediators of cornea! epithelial 
cell migration, 14015 
Neonates 
brain prostaglandins, role of prostag- 
landin G/H synthase-2 in, 24615 
Neoplastic transformation 
of normal rat embryo fibroblasts by mu- 
tated p53 and activated ras onco- 
gene causes hypercalcemia, nude 
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mice, 30857 
Neprilysin 
tissue-specific expression, rat, 5723 
Nerve growth factor 
high affinity, interaction with TrkA im- 
mobilizes gp75 in, 2133 
induced growth arrest and induction of 
p21Cip1 /WAF1 in NIH-3T3 cells 
expressing TrkA, 30841 
induced phosphorylation of MAP kinase 
and neurite outgrowth, enhanced 
by overexpression of ¢-protein ki- 
nase C, 30134 
induction of differentiation of PC-12 cells 
blocked by inhibition of MEK, 
13585 
NH,-terminal residues, structure and 
function, 6278 
regulation of p21ras activation by brain- 
derived neurotrophic factor and, 
neurons, 21751 
role of cyclic AMP response element in 
calcitonin/calcitonin gene-related 
peptide gene promoter activation 
by, 9655 
secretion, okadaic acid stimulation of, 
cortical astrocytes, 5994 
small peptide mimics of, TrkA receptors 
and biological responses in, 6564 
stimulation 
co}lagen Shc protein binds to F-actin 
and translocates to cytoskeleton 
upon, PC12 cells, 28924 
MAK kinase, £-cell line, 7882 
stimulation of tyrosine phosphorylation, 
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ing protein tyrosine phosphatase 1, 
PC12 cells, 25629 
Nerve growth factor binding site 
on TrkA mapped to single 24-amino acid 
leucine-rich motif, 28133 
Nerve growth factor receptor 
low affinity, binding domain of, N-glyco- 
sylation sites, 4594 
Shc binding to, mediated by phosphoty- 
rosine interaction domain, 15125 
Nervous system 
development of, mammalian helix-loop- 
helix factor is positive transcrip- 
tional regulator expressed during, 
8730 
expression in characterization of guanu- 
late cyclases, Drosophila, 12418 
Shaker potassium channels, Drosophilia, 
immunochemical characterization 
and developmental expression of, 
25746 
Nervous system-specific genes 
peripheral, identified by subtractive DNA 
cloning, neonatal rat dorsal root 
ganglia, 21264 
neu differentiation factor 
binding to extracellular domain of Her2 
and Her3, 24604 
glycosylated and nonglycosylated, struc- 
ture and function studies, 4784 
inhibition of epidermal growth factor 
binding by, 9982 
membrane-associated, post-translational 
processing, mammalian cells, 4775 
processing of, 19188 
Neural cell adhesion molecules 
asparagine-linked oligosaccharides on 
phosphacan mediate binding to 
tenascin and, 24650 
asparagine-linked oligosaccharides on 
protein-tyrosine-phosphatase ¢/B 
mediate binding to tenascin and, 
24650 
protein determinants for specific polysia- 
lylation, 17171 
Neural cells 
Golgi apparatus in, 19-kDA protein ex- 
pressed in, 1888 
retina, coupling of glycosyl transfer steps 
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membranes of, 20207 
Neural precursor cells 
characterization of cDNA for novel homo- 
logue of transcriptional enhancer 
factor-1, 18649 
Neu receptors 
interaction, coated pits, 7061 
Neurexin la 
recombinant, a-latrotoxin high affinity 
binding to, 23903 
Neurite 
outgrowth, organelle association and, 
phosphorylation of kinesin corre- 
lates with, 5600 
Neurite outgrowth 
apolipoprotein E4 inhibitory effect on, 
associated with microtubule depo- 
lymerization, 19791 
nerve growth factor-induced phosphoryla- 
tion of MAP kinase and, enhanced 
by overexpression of €-protein ki- 
nase C, 30134 
stable expression and secretion of apoli- 
poproteins E3 and E4 produces 
differential effects on, mouse neu- 
roblastoma cells, 27063 
transcription factor Brn-3a regulation of, 
15858 
Neurite/substrate cell contacts 
cell aggregates and, orphan receptor 
chick ovalbumin upstream pro- 
moter transcription factor I, regu- 
lator of, 15066 
Neuroblastoma 
endogenous insulin receptor-related re- 
ceptor in, 1881 
Neuroblastoma cells 
human cell lines 
down regulation of YIGSR-binding pro- 
tein 67-kDa on differentiation i, 
13422 
function of B-myb, 8540 
human cell lines, regulation of TrkA and 
TrkB receptors by retinoic acid 
and interferon-y in, 24725 
mouse, BM88 antigen, new neuron-spe- 
cific molecule enhances differentia- 
tion of, 14201 
neuro2a differentiation, role of ceramide, 
26868 
stable expression and secretion of apoli- 
poproteins E3 and E4 produces 
differential effects on neurite out- 
growth, mouse, 27063 
60-kDa prion protein in, mouse, 3299 
Neurocalcin 5 
bovine, calcium and membrane binding 
properties of, Escherichia coli, 
3179 
Neuroendocrine cells 
dense core secretory granules in, vesicle- 
associated membrane protein, 1332 
Neuroendocrine polypeptide 7B2 
identification of inhibitory region for pro- 
hormone convertase PC2, 14292 
Neuroendocrine-specific expression 
human prohormone convertase 1 gene, 
15391 
Neuroendocrine-specific protein RESP18 
localized to endoplasmic reticulum by 
distal degradation, 26129 
Neuroexoctyosis 
inhibition by, tetanus toxin even after 
removal of its zinc-dependent pro- 
tease activity, 31386 
Neuro-exocytosis 
N-terminal domain of vesicle-associated 
membrane protein/synaptobrevin 
critical for, 16826 
Neurofibromin 
anti-oncogenic mutants of, inhibition of 
Ras/Raf interaction by, cell free 
systems, 28834 
mediated hydrolysis, conserved region of 
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c-Ha-Ras not required for, 27615 
Neurofilament light chain gene 
human, multiple neuron-specific enhanc- 
ers in, 30604 
Neurofilament light promoter 
neuron specificity of, requires DNA un- 
winding elements, transgenic mice, 
25739 
Neurofilament light subunit transgene 
deletion of 3'-untranslated region alters 
level of mRNA expression of, 
26364 
Neurofilament protein 
heterotetramers as assembly intermedi- 
ates, 9334 
Neurogenesis 
inhibition by antisense oligonucleotides, 
a thyroid hormone receptor, 12100 
olfactory, Gy8 expression in, 6757 
Neuroglian 
cytoplasmic domain, dispensible for ho- 
mopilic adhesion, Drosophila, 
18809 
Neuroglycan C 
membrane-spanning, novel chondroitin 
sulfate proteoglycan, restricted to 
brain, 26876 
Neurogranin 
and B-50 phosphorylation by protein ki- 
nase C during long term potentia- 
tion, 13892 
Neurogranin gene 
structure and regulation of, 10314 
Neurokinin-2 receptor 
C-terminal truncation causes enhanced 
and sustained agonist-induced sig- 
naling, 8944 
single mutation of, prevents agonist-in- 
duced desensitization, Xenopus oo- 
cytes, 27601 
Neurolysin 
mitochondrial oligopeptidase is, 2092 
Neuromuscular disease genes 
human hereditary, pausing of DNA syn- 
thesis in vitro at specific loci,CTG 
and CGG triple repeats from, 
27014 
Neuronal cells 
apoptotic death, GM1 action on, 3074 
ciliary neurotrophic factor binding char- 
acteristics in, 313 
specificity of serpin-enzyme complex re- 
ceptor in recognition of amyloid-B 
peptide, 28022 
vertebrate nonmuscle myosin heavy 
chain II-B, expression of inserted 
isoforms, 14533 
Neuronal cyclin-dependent kinase 5 
activator 
isoform of, 26897 
Neuronal differentiation 
dependent manner of expression,ATBF 1 
isoform, cloning and characteriza- 
tion, 26840 
overexpression of CDK2 inhibits, rat phe- 
ochromocytoma PC12 cells, 23031 
Neuronal nicotinic acetylcholine receptor 
a2 subunit gene promoter 
activated by the Brn-3b POU family 
transcription factor, 15143 
Neuronal NT2N cells 
amyloid B-protein production, amyloid 
precursor protein secretion and, 
muscarinic regulation, 4916 
Neuron-glia cell adhesion molecule gene 
modulation of expression by silencer ele- 
ments, 21291 
Neurons 
ACh receptors, subunit composition of, 
4424 
cultured, voltage sensitive adenyl cyclase 
activity in, 14340 
growth, regulatory role of sphingolipids, 
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growth factor and brain-derived 
neurotrophic factor, 21751 
rescue from glutamate injury by 13-mer 
peptide of brain injury-derived pro- 
tein, 29067 
specificity of, neurofilament light pro- 
moter, requires DNA unwinding 
elements, transgenic mice, 25739 
striatal, stimulation of immediate early 
gene expression by nitric oxide, 
24740 
2'-deoxyadenosine induction of apoptosis, 
17986 
Neuron-specific enhancers 
multiple, in human neurofilament light 
chain gene, 30604 
Neuropeptides 
diapause and pheromone biosynthesis, 
gene expression, silkworm, 3804 
hippocampal, Y/peptide YY Y2 receptor 
subtype, expression, cloning and 
pharmacological characterization, 
26758 
inhibit juvenile hormone biosynthesis, 
Gryllus bimaculatus, 21103 
Neuropeptide Y 
cloning and functional expression of hu- 
man Y4 subtype receptor, for pan- 
creatic polypeptide and peptide YY 
and, 26762 
Neuropeptide Y receptor type 2 
human 
cloning of cDNA for, 22661 
cloning of cDNA for (correction), 29038 
Neuropeptide Y-Y1 receptor 
mouse, identification of two isoforms gen- 
erated by alternative splicing, 
30102 
Neuropeptide Y, receptor 
purification and characterization of, 
18523 
Neurospora 
yeast and deoxyhypusine synthase cDNA, 
cloning and expression of, 23984 
Neurospora crassa 
chorismate synthase has flavin reductase 
activity, 20447 
chorismate synthase has flavin reductase 
activity (correction), 27982 
deoxyhypusine synthase from, purifica- 
tion of, 383 
membrane-associated proteolytic pep- 
tides, second structure of plasma 
membrane hydrogen-ATPase and, 
17685 
topography of voltage-dependent ionic 
selective channel, mitochondrial 
outer membrane, 16694 
Neurospora plasma membrane 
hydrogen-ATPase 
integration into microsomes, 6935 
membrane topology of, 6942 
Neurotensin 
precursors to, processing by cathepsin E, 
19135 
8-13 analogs, pharmacological and bio- 
chemical profiles of, 18359 
Neurotensin receptor 
expression, calcium coulped to, endothe- 
lial cells, 3409 
internalization of, Thr-422 and Tyr-424 
residues and, 2439 
Neurotoxin 
eosinophil derived cationic protein and 
primate ribonuclease gene family, 
21539 
primate ribonuclease gene family (cor- 
rection), 30234 
Neurotoxin type C 
botulinum, cleaves syntaxins, 10566 
Neurotransmitter-bound states 
two, glutamate transporter GLT-1, dem- 
onstrated by conformational 
changes, 17017 
Neurotransmitters 
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secretion, biochemistry of, 1971 
Neurotrophic factor 
brain-derived, regulation of p21ras acti- 
vation by nerve growth factor and, 
neurons, 21751 
Neurotrophin receptor 
involvement, GM1 action on apoptotic 
neuronal death, 3074 
Neurotrophins 
heterodimers, biosynthesis by transfected 
COS cells, 12297 
heterodimers, induce phosphorylation of 
Trk receptors and neuronal differ- 
entiation, PC12 cells, 23104 
induction of sphingomyelin hydrolysis, 
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structural determinants of action, minire- 
view, 19669 
Neurotrophin-3 signaling 
tyrosine kinase inserts block binding of 
phospholipase Cy and She, to TrkC 
and, 
Neuro-2A cells 
overexpressing 61 thyroid receptor, thy- 
roid hormones stabilization of ace- 
tylcholinesterase RNA in, 30651 
Neutral amino acid 
transport of, characterization in luminal 
and abluminal membranes, blood- 
brain barrier, 14913 
Neutral and basic amino acid transporter 
oocytes expressing, electrical properties 
of, Xenopus laevis, 8482 
Neutral endopeptidase 
tissue-specific expression, rat, 5723 
Neutrophil-activating peptide 2 
c-terminal truncation in, 6338 
Neutrophil activating peptide-2 
CXC chemokines, heparin-heparan sul- 
fate-degrading enzymes, 3268 
Neutrophil-activating peptide-2 
recombinant, crystal structure of, 7077 
Neutrophil adhesion 
blockage by peptides that bind to E-selec- 
tin, 21129 
Neutrophil chemotaxis 
controlled by inhibitors of cathepsin G 
and chymotrypsin, 23437 
Neutrophil elastase 
human, inhibition of TIMP-1 bound to 
progelatinase B, 16518 
Neutrophil oxidase complex 
p47°>* and p67°"™: interaction with 
p40Ph. 5695 
Neutrophils 
cytochrome 6,;. pyridine modification of 
heme environment, 3193 
electron spin resonance studies on cyto- 
chrome b;5, 12685 
flavocytochrome b,,. flavin depleted, re- 
constitution with 8-mercapto-FAD, 
16428 
HL-60 and, dissociation from oxidative 
burst, MAP kinase activation, 
15719 
human 
activated, phosphatidylcholine turnover 
in, 13138 
activation of NADPH oxidase and hy- 
drogen ion current in, 13124 
FcyR heterotypic clusters, synergistic 
calcium response in, 10671 
NADPH oxidase, interactions between 
cytosolic components p47phox and 
p67phox, 11216 
phenylarsine oxide inhibition of 
NADPH oxidase, 2067 
regulation of phospholipase D by pro- 
tein kinase C, 19465 
tyrosine chlorination in peptides, my- 
eloperoxidase and, 16542 
85-kDa phospholipase A, activity mod- 
ulated by 5-lipoxygenase products, 
26543 
human, HP-1 and HP-3, genes encoding 
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defensins, 30371 
inhibition of phosphatidylinositol 3-ki- 
nase by cAMP in, 23816 
intestinal epithelial interactions, modu- 
lated by carbohydrate binding re- 
ceptors, 10531 
mechanism of human gelatinase B acti- 
vation, role of calcium in, 18563 
new kinases in, blockage of activation by 
antagonists of phosphatidylinositol 
3-kinase, 11684 
permeabilized, role of free barbed ends in 
actin polymerization induced by 
GTP YS, 28075 
superoxide formation and calcium influx, 
C,-ceramide inhibition, 3056 
topological mapping of cytochrome b 
epitopes, 16974 
Neutrophil superoxide generating system 
cytochrome 6», has two non-identical 
hemes, 17075 
Nevirapine 
cleavage specificity of ribonuclease H, 
HIV-1 reverse transcriptase, 4861 
NFAT proteins 
NFATc3, lymphoid specific, calcium regu- 
lated, with distinct DNA binding 
specificity, 19898 
NFAT,, dephosphorylation and nuclear 
localization, activated HT-2 cells, 
22602 
similar DNA-binding motif in, Rel homol- 
ogy region, 4138 
NF-E2-DNA complex formation 
protein kinase A role of, in erythroleuke- 
mia cell differentiation, 9169 
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CPUNFY and, transcription factors dif- 
ferential binding to e- and y-globin 
CCAAT boxes, 21934 
NF-IL6 
activation of TSG-6 gene by, two adjacent 
NF-IL-6 binding sites in, 3677 
NF-« 
negative regulation of androgen receptor 
gene by, 837 
NF-«B 
activation 
effect of herbimycin A, T lymphocytes, 
28557 
by IL-1, requires IL-1 receptor-associ- 
ated protein kinase, 16514 
by phosphatase inhibitors involves 
phosphorylation of IxBa, 18347 
suppressed by curcumin, 24995 
by tumor necrosis factor involves pro- 
tein tyrosine phosphatase and 
IxB-a serine phosphorylation, 
18881 
activation of 
oxidized low density lipoprotein sup- 
pression, scavenger receptor, 3475 
C/EBP heteromer and, serum amyloid A 
gene expression, liver, 7365 
cytokine induction, cycling and growth 
arrested cells, 18836 
enhancer motif, cell type specific transac- 
tivation of vascular adhesion mole- 
cule-1 promoter by, 8976 
human T-cell leukemia virus type I tax 
role in activation of, 11745 
induction of activation by platelet activa- 
tion factor through G protein cou- 
pled pathway, 14928 
inhibition mediation by nitric oxide 
through induction and stabilization 
of ixBa, 14214 
insulin activation of, via Raf-1-mediated 
pathway, mammalian cells, 24435 
low affinity binding of Fit-1 to interleu- 
kin-18, intracellular signaling via, 
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low temperatures and hypertonicity in- 
hibit activation of, 24518 
p65 subunit transactivation domain, 
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regulation via nuclear processing of p105 
in Epstein-Barr virus-immortalized 
B cell lines, 31244 
role of, tumor necrosis factor-a regulation 
of ferritin H, 15285 
TATA-binding protein with, interaction of 
COOH-terminal transactivation 
domain of, 7219 
TNF-a production and, T-lymphoma line 
HuT 78, 7399 
_ transactivation, murine c-myb gene, 7661 
NF-«B/Rel family 
human P-selectin promoter regulation by 
Bcl-3 and members of, 23077 
NF-«B/Rel proteins 
differential transcriptional activation by, 
3123 
NF«B transcriptional activator precursor 
p105 
ubiquitin-mediated processing of, 21707 
NF-yNR enhancer repressor 
Mutually exclusive interaction with ma- 
trix attachment region binding 
protein, 24010 
NF-Y 
Major histocompatability complex class II 
associated invariant chain gene 
expression, upregulated by interac- 
tion of Spl and, 20978 
role in sterol-dependent transcription of 
two cholesterogenic genes, 21445 
NF-Y binding promoter element 
proximal, role in S phase-specific expres- 
sion of mouse ribonucleotide reduc- 
tase R2 gene, 25239 
NF1-L 
DNA-binding component 
peripherin negative regulatory ele- 
ment, 6975 
peripherin negative regulatory element 
(correction), 19668 
NGFI-A 
intermediate early gene, deficient cells 
exhibit normal growth and differ- 
entiation, 9971 
NG108-15 cells 
opioid stimulated calcium ion increase, 
desensitization by bradykinin and 
ATP, 16630 
T-type calcium current in, inhibition by 
angiotensin II receptors, 1670 
NhaA-sodium/hydrogen antiporter 
amino acid residue replacements of histi- 
dine 226, Escherichia coli, 26813 
NHP6A/B 
high mobility group proteins, DNA loop- 
ing and complex assembly by, Sac- 
charomyces cerevisiae, 8744 
NH,-terminal 
asparagine amidohydrolase, porcine pro- 
tein sequence, 25 
NH,-terminal residues 
nerve growth factor, structure and func- 
tion, 6278 
Nicking-closing reactions 
RepB protein, plasmid pMV158 on DNA, 
3772 
Nicotinamide nucleotide transhydrogenase 
proton-translocating, reconstitution of 
extramembranous nucleotide-bind- 
ing domains, 28165 
proton translocation by, Escherichia coli, 
16653 
Nicotinate adenine dinucleotide phosphate 
triggering, calcium release system 
Sea urchin eggs, 3216 
Sea urchin eggs (correction), 10359 
Nicotinia sylvestris 
translational enhancer contained in 5’ 
leader of photosystem I gene 
psaDb, 12466 
Nicotinic acetylcholine receptor 
exchange-resistant core of a-helical pep- 
tide hydrogens in, 29129 
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regulation of expression, 4497 
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tides, 22361 
Torpedo, interaction of d-tubocurarine 
analogs with, 31141 
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Nicotinic acetylcholine receptors 
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Nicotinic receptor 
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affects intercellular calcium via, 
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agonist binding site of, identification of a 
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NifB cofactor 
iron and sulfur from, incorporation into 
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expressing TrkA, nerve growth factor in- 
duced growth arrest and induction 
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expression of vascular endothelial growth 
factor stimulated by v-Raf and v- 
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fibroblast growth factor-1 release from, 
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autocrine signal transduction, 
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NIH-3T3 fibroblasts 
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protein kinase C in, 9991 
MEK activation in, 7644 
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action with, 6357 
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cell cycle specific, isolation and character- 
ization of, Aspergillus nidulans, 
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Nisin biosynthesis 
autoregulation of, by signal transduction, 
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inactivation, vacuolar ATPase, 1557 
Nitrate reductase 
from Aspergillus nidulans, site-directed 
mutagenesis of, 6644 
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reductase fragment of, 24067 
Nitric oxide 
action on growth factor-elicited signals, 
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inactivation of glutathione peroxidase, 
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M-CSF gene transcription inhibited by, 
vascular endothelial cells, 17050 
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655 

reaction with peptides and proteins mon- 
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synthesis induced by az macroglobulin, 
RAW 264.7 macrophage cell line, 
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transduction pathway, Trypanosoma 
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Nitric oxide-carrying heme proteins 

salivary glands, Rhodnius prolixus, puri- 
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of L-arginine and L-thiocitrulline 
interactions with, 27423 
identified as thiolate-ligated heme pro- 
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ism spectroscopy, 19943 
inducible, identification of cytokine re- 
sponsive enhancer, vascular 
smooth muscle cells, 29541 
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interaction with calmodulin, 29117 
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active site topology, 17791 
self-inactivates by formation of ferrous 
nitrosyl complex during aerobic 
catalysis, 22997 
rat cerebellar, interaction with binding 
domain of calmodulin, 20901 
mRNA, inducible, 26731 
human, structural diversity in 5’-un- 
translated region, 10625 
type III, transcription induction by lyso- 
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endothelial, parasympathetic signaling 
through activation of, cardiac myo- 
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Nitric oxide toxicity 
and oxygen radical, inactivation of poly- 
(ADP-ribose) polymerase gene, is- 
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Nitrite reductase 
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protein conformational changes, 
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Nitrogenase MoFe protein 
involvement of P Cluster in intramolecu- 
lar electron transfer within, 27007 
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salivary glands, Rhodnius prolixus, puri- 
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ing of, 8691 
Nitrosation 
kinetics of, thiols by nitric oxide, in pres- 
ence of oxygen, 28158 
S-Nitrosation 
of albumin by dinitrosyl-iron complex, 
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NMDARI1 
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NMR molecular modeling 
crystallographic studies of lentil lectin- 
sucrose interaction, 25619 
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glutamate dehydrogenase steady state 
activity measured by, in rat brain, 
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Nocodazole 
effects on de-N-acetyl-ganglioside expres- 
sion, human melanoma cells, 2921 
Node of Ranvier 
axonal initial segment and, ankyrin at, 
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N-methylation of 6-O-carbamoyla- 
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cyanobacterium, structure of UV sun- 
screen pigment, 8536 
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role of fkh-2 gene mouse, 30029 
NPEY motif 
insulin-like growth factor receptor, phos- 
photyrosine-dependent interaction 
with insulin receptor substrate-1 
and SHC, 15639 
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insulin receptor, interaction with SHC 
and insulin receptor substrate-1 
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Shc N-terminal domain mediates binding 
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interaction domain of SHC, recog- 
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mains of, 20556 
Nuclear antigen 1 protein 
Epstein-Barr virus, identification of do- 
mains that direct interactions be- 
tween DNA-bound proteins, 30914 
Nuclear degeneration 
during lens cell differentiation, role of 
DNase II, 28579 
Nuclear DNA helicase II gene 
cloning of cDNA sequence for, 16422 
Nuclear envelope 
calcium-mediated translocation of cytoso- 
lic phospholipase A, to endoplas- 
mic reticulum and, 30749 
sialylated protein nuclear pore complex 
protein p62 at, 13787 
Nuclear envelope membrane 
regulation of structure during mitosis, 
19066 
Nuclear envelope translocation 
85kDa phospholipase A, cytosol to 
rat basophilic leukemia cells, 15359 
rat basophilic leukemia cells (correc- 
tion), 20870 
Nuclear export pathways 
tRNA, 40 S ribosomes and, 3619 
Nuclear extract 
bovine testis, uracil-initiated base exci- 
sion repair, DNA polymerase 8 in, 
949 
Nuclear factor binding sites 
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human 6 globin IVS2, 28448 
Nuclear factor-I 
role in organization of a-globin gene pro- 
moter, 19643 
Nuclear factor-«B 
cross-linking of cytoplasmic domain of 
p55 tumor necrosis factor receptor 
induces, and mediates cytotoxicity, 
17482 
lipopoly haride-dependent, activation, 
protein kinase role in, 4158 
Nuclear factor-KB 
activation, inhibited by interleukin (IL)- 
10, human monocytes, 9558 
Nuclear factors 
induction of, activated T-cells, mediated 
by FeeRI, 16333 
multiple, transcriptional control and, 
CEA gene, 3602 
Nuclear factor-1 
identification of protein binding site in 
cartilage matrix protein gene, 
10212 
Nuclear inhibitor of protein phosphatase-1 
molecular cloning of, reveals homology 
with polypeptides involved in RNA 
processing, 28068 
Nuclear inhibitory protein repressor 
element 
human interleukin-3 promoter, protein 
interaction with, 24572 
Nuclear localization signal 
cytidylyltransferase, rat liver, 354 
Nuclear membrane 
inner, cDNA cloning and characterization 
of lamina-associated polypeptide 
1C, 8822 
Nuclear Overhauser effect 
NMR analyses, aqueous buffer and or- 
ganic solvents, 73 
Nuclear pore 
binding, karyophilic protein forms com- 
plex with cytoplasmic factors prior 
to, 8559 
Nuclear pore complex proteins 
differential mitotic phosphorylation, 254 
p62, a sialylated protein at the nuclear 
envelope, 13787 
Nuclear RAN/TC4 GTPase 
C terminus of, interactions with 
RCC1,RAN-GAP,HTF9A/RANBP1, 
14405 
Nuclear receptor 
melatonin, B lymphocytes, 5-lipoxygenase 
gene expression and, 7037 
Nuclear receptor response elements 
medium chain acyl-CoA dehydrogenase 
gene promoter 
and Sp1 binding sites in, 16308 
and Sp1 binding sites in (correction), 
24622 
Nuclear respiratory factor 1 gene 
human, structure, expression and chro- 
mosomal assignment of, 18019 
Nuclear ribonucleoprotein C proteins 
heterogeneous, interaction with amyloid 
protein precursor mRNA, nucleolin 
and, 17292 
Nuclear ribonucleoproteins H, H’ and F 
heterogeneous, are encoded by genes 
mapping to different chromosomes, 
28780 
Nuclear transcription factor NF-KB 
protein-tyrosine phosphatase inhibitors 
block tumor necrosis factor-depen- 
dent activation of, 10631 
Nuclear translocation 
transcription factor NF-«B of, inhibition 
by synthetic peptide, 14255 
Nuclear 5-lipoxygenase 
translocation and leukotriene synthetic 
capacity, rat basophilic leukemia 
cells and alveolar macrophages, 
21652 
Nuclease activity 
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structure specific, in Rad2, Saccharomy- 
ces cerevisiae, 30194 
Nuclease resistance 
hammerhead ribozymes, chemical modifi- 
cation, catalytic activity and, 
25702 
Nucleases 
cellular binding, regulation of human 
B-myosin heavy chain gene, 6959 
DNA repair excision, purification of XPF- 
ERCC1 complex, 22657 
Nuclei 
rat liver, subunit structure and regula- 
tion of protein phosphatase-1, 
17257 
Nucleic acids. see also DNA entries; RNA 
entries 
fragmentation of eukaryotic genome by 
exogenous and endogenous, 18685 
quadruplex, novel yeast gene product 
G4p1 with specific affinity for, 
20692 
Nucleobase 
transport mechanisms in choroid plexus, 
rabbit, 22816 
Nucleocapsid protein 
HIV-1, binding to tRNA, 1650 
interaction with phosphoprotein of hu- 
man parainfluenza virus 3, 12485 
Nucleolin 
interaction with amyloid protein precur- 
sor mRNA, heterogeneous nuclear 
ribonucleoprotein C proteins and, 
17292 
Nucleoporin 
nup358 with Ran-GTP binding sites, 
characterization of, 14209 
Nucleoporin NUP159 
essential, yeast, 19017 
Nucleoside-diphosphate kinase 
cloning and analysis of ndk1 gene encod- 
ing, Schizosaccharomyces pombe, 
27859 
phosphorylated, characterization of phos- 
phoprotein phosphatase for, 
Pseudomonas aeruginosa, 28246 
phosphorylation of ATP-citrate lyase by, 
21758 
point mutations in awd*?" affect sub- 
strate binding and catalysis, 23021 
Nucleoside transporter 
P2, uptake of diamidine drugs in, Trypa- 
nosoma brucei brucei, 28153 
Nucleoside triphosphate 
T4 helicase activation by, hexamer for- 
mation and, 7462 
Nucleoside triphosphate hydrolase 
isozymes, characterization of, Toxo- 
plasma gondii, 11391 
Nucleoside 2-deoxyribosyltransferase 
glutamic acid 98 identified as active site 
nucleophile, 15551 
kinetic analysis of native and mutant en- 
zyme, 15557 
Nucleosomal templates 
DNA, unwinding by a DNA helicase, 
2024 
Nucleosome core 
DNA, repair of UV-induced (6—4) photo- 
products in, 16507 
Nucleosome linker DNA 
in situ conformation probed with pyrimi- 
dine dimer formation, 22440 
Nucleosomes 
disruption of reconstituted, 27399 
GAL4-dependent deposition of, upstream 
regions of yeast GAL1-10 and 
GAL80 genes, 27671 
GAL4-dependent disruption of, from up- 
stream regions of yeast GAL1-10 
and GAL80 genes, 27671 
histone H1 binding to, methylation at 
CpG sequences and, 4197 
overlapping positions,RNA polymerase II 
MOX promoter, Hansenula poly- 
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morpha, 11091 
positioning by human Alu elements in 
chromatin, 10091 
Nucleotide binding 
induced conformational changes, €-sub- 
unit of mitochondrial F ,-ATPase, 
21845 
Nucleotide-binding domains 
CFTR, chloride channel activity and, 
1711 
functional dissection of. P-glycoprotein, 
17159 
proton-translocating nicotinamide nucleo- 
tide transhydrogenase, reconstitu- 
tion of extramembranous, 28165 
Nucleotide binding fold 
cystic fibrosis transmembrane conduct- 
ance regulator, can function as ac- 
tive ATPase, 22093 
Nucleotide binding proteins G, and Go 
human D-1 dopamine receptors coupling 
to, 14672 
Nucleotide binding sites 
catalytic activity of, p-glycoprotein, 26956 
Nucleotide excision repair 
inhibition by p21, 22008 
nad proteins, replication protein A, tran- 
scription factor TFIIH with, 12973 
role of Rad1 and Rad10 proteins in re- 
combination and, 24638 
Nucleotide pyrophosphatase 
catalytic domain, evidence for, MutT-like 
enzymes, 1529 
Nucleotide receptor 
P,, molecular cloning and functional 
analysis of, 26152 
Nucleotides 
binding properties and ATPase activity of 
hamster recombinant BiP, 26670 
effects on peptide binding, heat shock 
protein 70-kDa, 2967 
exchange, physiological magnesium lev- 
els, myristoylation of ADP-ribosy- 
lation factor 1 and, 1337 
incorporation kinetics, proofreading and 
fidelity, 4759 
metal interaction, presence of profilin- 
actin, 1501 
purine, synthesis, bidirectional promoter 
for, chicken, 2403 
requirements, open complex formation of 
RNA polymerase II, 1277 
NUC1 
repression, hPPARa and thyroid receptor 
activity, 3836 
Null mice 
Muc-1 , delayed mammary tumor pro- 
gression in, 30093 
Numatrin/B23/Nucleophosmin 
reduced labeling in apoptotic Jurkat T- 
lymphoblasts, 9429 
Nup358 
nucleoporin with Ran-GTP binding sites, 
characterization of, 14209 
N51 
binding, orphan mouse receptor interleu- 
kin-8RB, 4987 


O 


O-antigens 
lipopolysaccharides core structures, mu- 
tants deficient in, Rhizobium etli, 
11783 
obese gene 
human, structural organization and chro- 
mosomal assignment of, 27728 
mouse, genomic organization, promoter 
activity and activation by CCAAT/ 
enhancer-binding protein a, 28887 
ob gene 
induction of expression by corticosteriods 
accompanied by weight loss and 
reduced food intake, 15958 
1-O-Octadecyl-2-O-methyl-rac-glycero-3- 
phosphocholine 


31547 


cytotoxicity att ted by lysophosphati- 
dylcholine, 11612 
inhibition, CDP-choline pathway, 7757 
Octamer formation 
hemoglobin subunit interactions in, As- 
caris, 22248 
Octamer response elements 
direct repeat, spacing effects on, 5238 
Octasaccharide 
and decasaccharide sequences isolated 
from carbohydrate-protein linkage 
region, porcine intestinal heparin, 
22914 





Oct-1 
transcription factor IIB interaction with, 
19613 
Oct-1 proiein 
promotes functional transcription com- 
plex assembly on mouse mammary 
tumor virus promoter, 27823 
Okadaic acid 
GLUT4 recycling and, rat adipocytes, 
3938 


induction of oxidative stress by, required 
for activation of transcription fac- 
tor NF-«B, 27136 
protection of hepatocytic autophagy, fla- 
vonoids, 5830 
stimulation, nerve growth factor secre- 
tion, cortical astrocytes, 5994 
Old Yellow Enzyme 
new, Saccharomyces cerevisiae, 1983 
Oleandomycin 
biosynthesis of, Streptomyces antibioti- 
cus, 18234 
Oleandomycin glucosyltransferase 
characterization of, Streptomyces antibi- 
oticus, 18234 
2’ ,5'-Oligoadenylate derivatives 
inhibition of HIV-1 replication, 5963 
2'-5'-Oligoadenylate synthetase 
interferon-inducible, activation by adeno- 
viral VAI RNA, 3454 
Oligomerization 
GroES chaperonin C-terminal sequence 
required for, 30268 
membrane binding residues for, and pore 
forming activity of a-hemolysin, 
Staphylococcus aureus, 23065 
of mouse hepatitis virus M protein occurs 
in Golgi complex and may be part 
of its retention, 8815 
Oligonucleosome folding 
mediation of, nucleosomal DNA organiza- 
tion and, by core histone tail do- 
mains, 25359 
Oligonucleotides 
accelerated hybridization of, duplex DNA, 
14712 
antisense, mouse oocytes, inhibition of 
zona pellucida gene expression by, 
849 
cellular uptake of, enhanced by novel 
polyaminolipids, 31391 
inhibition of high affinity basic fibroblast 
growth factor binding by, 21718 
research, diagnostic and therapeutic tool, 
minireview, 13581 
suppression of HIV-1 activity and, 1754 
Oligopeptidase 
mitochondrial, neurolysin in, 2092 
Oligopeptide transport system 
transport of B-casein-derived peptides, 
Lactococcus lactis, 1569 
Oligoribonucleotide 
containing polypurine tract sequence, use 
as primer by HIV reverse tran- 
scriptase, 28169 
Oligosaccharide acceptor substrates 
human a(1,3/1,4)-fucosyltransferases, dis- 
crimination between, 20987 
Oligosaccharide recognition residues 
active site and, of peptide-N*-(N-acetyl-B- 
p-glucosaminyl)asparagine ami- 
dase F, 29493 
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Oligosaccharides 
anionic N-linked, bovine lung, 27634 
asparagine-linked 
on phosphacan mediate binding to N- 
CAM and tenascin, 24650 
on protein-tyrosine-phosphatase //B 
mediate binding to N-CAM and 
tenascin, 24650 
calnexin binding of, recognizing unfolded 
glycoproteins, 4697 
carbohydrate binding property of peptide: 
N-glycanase, evaluated using vari- 
ous, mouse fibroblasts L-929, 
15181 
human glycodelin, structural analysis of, 
24116 
procathepsin D, phosphorylation by N- 
acetylglucosamine 1-phosphotrans- 
ferase, 170 
role in glycophorin A protection of K562 
cells from natural killer cell at- 
tack, 26970 
side chain, cell wall mannan of patho- 
genic yeast, 1113 
sulfated 
evolutionary conservation of, verte- 
brate glycoprotein hormones, 
21665 
mitogenic activity and association pro- 
moted by hepatocyte growth factor, 
16871 
transfer activity, with endo-f-N-acetyl- 
glucosaminidase, neoglycoprotein 
synthesis, 3094 
OmpR proteins 
tandem binding of six to opmF upstream 
regulatory sequence, Escherichia 
coli, 26849 
OmpT. see Outer membrane protein T 
Oncogene 
k-Ras4B, disruption of processing and 
signaling by potent geranylgera- 
nyltransferase | inhibitor, 26770 
MAPK kinase transformed mouse fibro- 
blasts and, increased histone H1 
phosphorylation in, 20098 
Oncoprotein E5 
papillomavirus, vacuolar hydrogen-AT- 
Pase mutants and, 6830 
Oncoprotein 18 
G2/M transition requires phosphorylation 
of, by two distinct protein kinase 
systems, 14175 
Oocytes 
chicken, transport of serum transthyretin 
into, 2952 
mouse, inhibition of zona pellucida gene 
expression by antisense oligonu- 
cleotides, 849 
Xenopus. see Xenopus oocytes 
Oocyte 5 S rRNA 
Xenopus ribosomal protein L5, analysis of 
binding to, 27358 
Open reading frames 
polymorphic sequence encoding, LINE-1 
ribonucleoprotein particles, 2868 
OPG2 Fab 
antireceptor antibody, RGD cell adhesion 
mimic, 2268 
Opiate receptors 
Ms, presence in endothelial cells, 30290 
Opioid peptide gene 
expression, phorbol ester regulation of, 
myocardial cells, 30115 
Opioid receptor genes 
«, structure and expression, rat, 6421 
uw, characterization of, mouse, 15877 
Opioid receptor-like orphan receptor 
dynorphins are endogenous ligands for, 
22772 
Opioid receptors 
6, molecular basis of affinity and selectiv- 
ity, 12730 
K, molecular basis of affinity and selectiv- 
ity, 12730 


J. Biol. Chem., Vol. 270, 1995 


» 
agonist selectivity, 12977 
6-funaltrexamine binding to, rat, 17866 
transfected CHO cells, supersensitiza- 
tion of adenylylcyclase on, 29732 
regions, involved in selective agonist 
binding, 6702 
opmF 
upstream regulatory sequence, tandem 
binding of six to ompR proteins, 
Escherichia coli, 26849 
Opsin apoprotein 
bovine, transducin activation by, 5024 
OpuA 
osmotically reguiated binding protein-de- 
pendent transport system for gly- 
cine betaine, Bacillus subtilis, 
16701 
Oral contraceptives 
prostate-specific antigen expression in- 
duced by, female breast, 6615 
ORF1. see Open reading frames 
Organelles 
association, neurite outgrowth and, phos- 
phorylation of kinesin correlates 
with, 5600 
intracellular, targeting of GAD65-GAD67 
complexes to, 2241 
Organic anion transport protein 
functional, rat liver, stable inducible ex- 
pression of, HeLa cells, 25591 
Organic peroxides 
reaction with, mechanism of radical pro- 
duction from cytochrome c, 12709 
Origin binding proteins 
interactions with single strand DNA 
binding protein ICP-8 and herpes 
simplex virus 1, 19028 
oriP 
Epstein-Barr virus, nucleoprotein com- 
plexes and DNA 5’-ends, 12864 
Ornithine decarboxylase 
antizyme and, inhibition of activity, 
Trypanosoma brucei, 10264 
eukaryotes, identification of acidic resi- 
dues for substrate binding and co- 
factor reactivity, 11797 
Ornithine decarboxylase promoter 
regulation, binding of transcription factor 
Spl, rat, 4341 
N°-carboxyethyl)Ornithine synthase 
encoded by Tn5306, cloning, expression 
and sequence analysis of, Lactococ- 
cus lactis K1, 12226 
Orphan nuclear receptor 
binding elements in CYP2C genes, rat 
liver, 11276 
HNF-4, binding to human coagulation 
factor VII, 22988 
RORa, regulation of yF-crystallin pro- 
moter by retinoic acid receptors 
and, 20156 
Orphan receptor 
chick ovalbumin upstream promoter 
transcription factor I, regulator of 
neurite/substrate cell contacts and 
cell aggregates, 15066 
mouse interleukin-8R8, N51 binding and, 
4987 
Orphan receptor gene 
TR2 


transcriptional initiation site of simian 
virus 40-MLP, 5434 
transcriptional initiation site of simian 
virus 40-MLP (correction), 26721 
TR3, identification of a new enhancer for, 
5427 
{**P|Orthophosphate 
incorportation into inorganic polyphos- 
phates by human granulocytes 
(correction to 1994 article), 22076 
Ogl 
contacted and noncontacted bases, 434 
discrimination between, 1205 
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contacted and noncontacted bases, 434 
discrimination between, 1205 
Osmosensing 
second signal transduction pathway in 
yeast, 30157 
Osmotic shock 
activation protein kinase cascades by, 
12781 
Osteoblastic cells 
heparin modulates binding of insulin-like 
growth factor binding protein-5 to 
membrane protein in, 28289 
MC3T3-E1 cell line 
insulin growth factor activity modu- 
lated by IGFBP-5 and IGFBP-4, 
20424 
transforming growth factor-8 pre- and 
post- translational regulation of 
lysyl oxidase, 30797 
UMR-106, sodium/hydrogen exchanger 
NHE-1 activation by parathyroid 
hormone and parathyroid hor- 
mone-related peptide, 23166 
Osteoblasts 
insulin-like growth factor binding protein 
5 regulation of synthesis by skele- 
tal growth factors, 10771 
interstitial collagenase expression in- 
creased by cortisol, 26607 
primary, calci tr tion across 
plasma membrane using calcium 
green D,, dye, 22445 
rapid mineral formation, cell line 
UMR106—01-BSP, 9420 
Osteocalcin promoter 
PEBP2a/AML-1 related factor, increases 
activity via binding to osteoblast- 
specific cis-acting element, 30973 
Osteoclastic bone resorption 
mycotrienins potent inhibitors of, 25949 
Osteoclasts 
regulation of cytoplasmic pH in, 2203 
Osteogenic cells 
collagen gel contraction, TGF-B-induced 
reorganization of, 376 
Osteonectin 
human, role of N-linked glycosylation in, 
23212 
Osteopontin 
attenuation of binding affinity for inte- 
grin a,B, by calcium ions sup- 
presses cell adhesion to, 9917 
binding to integrins ayB, and ayB;, 
26232 
glucocorticoids increase expression in car- 
diac myocytes and microvascular 
endothelial cells, 28471 
outB gene 
Bacillus subtilis, codes for NAD synthe- 
tase, 6181 
Outer membrane 
mitochondrial, Neurospora crassa, topog- 
raphy of voltage-dependent ionic 
selective channel, 16694 
Outer membrane lipoprotein 
Escherichia coli, relationship with mam- 
malian apolipoprotein D, 23097 
Outer membrane protein T 
novel activity of, 12990 
Ovary 
adenocarcinoma cells, plasma membrane- 
associated component of, 999 
immature rat, interleukin-18 stimulation 
of hydroxycholesterol 7a-hydroxy- 
lase, 18888 
Ovotransferrin N lobe 
structural and functional characteristics 
of partially disulfide reduced inter- 
mediates of, 29806 
Oxidants 
ferritin synthesis induced by, expanded 
free iron pool, 700 
Oxidation 
indole, Haemophilus influenzae, 5 
Isx protein regulation by, 3638 
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tetrahydrobiopterin-induced, nitrix oxide, 
655 
B-Oxidation 
mitochondrial, intermediate channeling 
in, 530 
B-Oxidation pathway 
perexisomal, stereochemistry in vivo, 
yeast, 27453 
Oxidative burst 
dissociation from, MAP kinase activation, 
HL-60 and human neutrophils, 
15719 
Oxidative decarboxylation 
of peptides, flavoprotein EpiD catalysis 
by, 11282 
Oxidative enzymes 
lignin biodegradation and, Pleurotus os- 
treatus, 3823 
Oxidative modification 
carbonic anhydrase III of, and loss of 
phosphatase activity during aging, 
14742 
Oxidative phosphorylation 
inhibition, modulates intrinsic activity of 
GLUT1, clone 9 cells, 21772 
Oxidative stress 
activation of WAF1/CIP1 expression fol- 
lowing, via a p53-independent 
pathway, 29386 
cultured embryonic cells, metallothionein 
I and II genes, 5506 
induction 
of ferritin synthesis by, 700 
by okadaic acid required for activation 
of transcription factor NF-«B, 
27136 
proteolysis during, liver epithelial cells, 
2344 
Oximes 
reactivity of purified fatty acid activation 
proteins with tetradecenoic acids, 
triacsin C and, Saccharomyces cer- 
evisiae, 20090 
3-Oxoadipate pathway 
formation of protoanemonin from 4-chlo- 
rocatechol by enzymes of, 29229 
8-Oxo-dGTPase 
intracellular localization, role of in mito- 
chondria, human cells, 14659 
5-Oxo-eicosanoids 
potent eosinophil chemotactic factors, 
15029 


8-Oxo-7,8-dihydro-2’-deoxyguanosine 
5’-triphosphatase 
activity prevents transversion mutation, 
mouse MTH1 protein, 25942 
Oxygen 
molecular, reaction of phagocytic cyto- 
chrome 655. with, 7853 
release, neutrophil, C.-ceramide inhibi- 
tion of, 3056 
Oxygen activation 
gating effects on, methane monooxygen- 
ase hydroxylase component B, 
24662 
Oxygenase intermediate 
signature of, ribulose-bisphosphate car- 
boxylase/oxygenase in catalysis, 
11741 
Oxygen radical 
inactivation of poly(ADP-ribose) polymer- 
ase gene, and nitric oxide toxicity, 
islet cells, 11176 
Oxygen responsive sequences 
hypoxia-induced protein binding to, on 
tyrosine hydroxylase gene, 23774 
Oxygen sensor protein 
FixL, Rhizobium meliloti, 5243 
Oxygen transfer 
purification studies, 3-Deoxy-D-manno- 
octulosonic acid 8-phosphate syn- 
thase, Escherichia coli, 13698 
uncoupling electron transfer and, in oxy- 
genation of camphor analogues by 
cytochrome P450-CAM, 28042 
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Oxysterol 
activation of acyl-coenzyme A:cholesterol 
acyltransferase, cell-free system, 
685 
Oxysterols 
esterification by, plasma lecithin-choles- 
terol acyltransferase, human, 
11812 
Oxytocin transgenes 
bovine, in mice, 27199 
Ozone 
reaction with plant leaves, singlet oxygen 
generation from, 7850 


P 


PAC. see Perturbed angular correlation 
Paired helical filament tau 
detection of phosphorylated Ser”® in fe- 
tal and adult tau and, 18917 
PAK 
mediated signaling, Jun kinase and p38 
MAP kinase activation by Cdc42 
signaling and, 27995 
Pakl 
downstream mediator, Rho GTPases reg- 
ulation of p38 MAP kinase via, 
23934 
Palmitate 
turnover, bound to H-ras, 7251 
Palmitoylation 
caveolin, multiple cysteine residues, 6838 
edothelial nitric oxide synthase, agonist- 
modulation of, 995 
Pancreas 
acinar cells, cholecystokinin down-regula- 
tion of cytidylyltransferase, 1437 
B-cells, in obesity, 1295 
human, lipase, epitope mapping of, 3932 
phospholipase A, 
bovine, conversion by site-directed mu- 
tagenesis, 2120 
structure-function study, bovine, 263 
procarboxypeptidase A, sequence and 
conformation of, 6651 
Pancreas, exocrine 
zymogen granule membranes from, car- 
boxyl ester hydrolase of, rat, 3780 
Pancreatic acinar cells 
cholecystokinin receptors on, phos- 
phopeptide mapping, 3435 
Pancreatic bile salt-dependent lipase 
folding and transport of,Grp94-related 
protein with chaperone function, 
13524 
Pancreatic a-cell 
and f-cell glucose transporter gene ex- 
pression correlated to differences 
in glucose transport not utilization, 
rat, 8971 
Pancreatic B cells 
regulatory role of CD38 in insulin secre- 
tion by glucose, 30045 
Pancreatic B-cells 
activation of cAMP-regulated calcium sig- 
naling pathway by glucagon-like 
peptide-1 insulinotropic hormone, 
17749 
intracellular transport of proinsulin, 
20417 
Pancreatic cell-specific expression 
glucagon gene, 3046 
Pancreatic islet cells 
expression by, inwardly rectifying potas- 
sium channel subunits interact to 
form G-protein-activated channels, 
26086 
Pancreatic islets 
ATP-sensitive potassium channels in, rat, 
5691 
cytoplasmic pH in, metabolism role in, 


pyruvate malate shuttle in mitochondria, 
20051 


Pancreatic polypeptide 
cloning and functional expression of hu- 


31549 


man Y4 subtype receptor, for neu- 
ropeptide Y and peptide YY and, 
26762 
cloning of human NPY receptor family 
receptor with high affinity for pep- 
tide YY and, 29123 
Pancreatitis-associated protein I 
cytokine induction of, 22417 
Papain 
precursor, processing of, 10838 
role of asparagine 175 in active site, 
16645 
Papaver somniferum 
acetyl coenzyme A:salutaridinol-7-O- 
acetyltransferase from, 31091 
Papillomavirus 
E5 oncoproteins, vacuolar hydrogen-AT- 
Pase mutants and, 6830 
Papillomavirus DNA 
human, human chromosome region 
12q13-15 deletion in, by integra- 
tion of, cervical carcinoma cell line, 
24321 
Papillomavirus type 11 E1,E2, and E2C 
proteins 
human, function of in cell-free replica- 
tion, 27283 
Paracoccus denitrificans 
expression and characterization of 66 
kDa iron-sulfur subunit of NADH- 
quinone oxidoreductase, 18264 
Moégsbauer characterization of cyto- 
chrome c peroxidase, 24264 
Parainfluenza virus 3 
human, phosphoprotein interaction with 
nucleocapsid protein, 12485 
Paramyosin 
distribution, Drosophila melanogaster, 
4375 
Paramyosin/miniparamyosin gene 
analysis of, 4375 
Parasympathetic signaling 
by activation of endothelial nitric oxide 
synthase type III, cardiac myo- 
cytes, 14582 
Parathryoid hormone 
preferential cleavage of proparathyriod 
hormone to, by Furin, 9517 
Parathryoid hormone-related gene 
expression 
induceed by ras oncogene, nude mice, 
30857 
Parathyroid calcium receptor 
human, cloning and functional expression 
of cDNAs, 12919 
Parathyroid hormone 
identification of PTH2 receptor, 15455 
and parathyroid hormone related pep- 
tide, regulate sodium/hydrogen ex- 
change, renal OK cells, 20004 
and parathyroid hormone-related peptide 
activate sodium/hydrogen ex- 
changer NHE-1 osteoblastic cells 
(UMR-106), 23166 
parathyroid hormone-related peptide 
and, functional interactions, 6584 
related protein and, G-protein-coupled 
receptor for, endocytic signals, 151 
Parathyroid hormone (PTH)/PTH-related 
peptide receptor 
rat, properties of carboxyl-terminal trun- 
cated, 8458 
Parathyroid hormone-related peptide 
parathyroid hormone and, functional in- 
teractions, 6584 
Parathyroid hormone related protein 
cell type specific secretion of, via regu- 
lated or constitutive secretory 
pathways, 14078 
Parathyroid hormone 1-37 
human, structure of, in solution, 15194 
Parotid acini 
rat, role of direct phosphorylation in reg- 
ulation of sodium-potassium-2chlo- 
ride cotransporter, 25252 





31550 


Parotid gland 
distinct glycoforms of carbonic anhydrase 
VI, 5985 
17-dDa phosphoproteins, identification, 
8061 


Partner homology 
role in DNA recombination, 4042 
Paxillin 
CRKL links p210BCR/ABL with, chronic 
myelogenous leukemia cells, 29145 
dhesi iated protein, tyro- 
sine phosphorylation of, angioten- 
sin II stimulation, 4401 
integrin variants a6Af1 and a6B81, dif- 
ferential signaling in tyrosine 
phosphorylation of, 23648 
molecular cloning of, phosphorylation by 
by P210BCR/ABL. 5039 
hingosylphosphorylcholine induces ty- 
rosine phosphorylation of p125*4" 
and, 24343 
tyrosine phosphorylation by focal adhe- 
sion kinase in vitro, 17437 
Paxillin tyrosine phosphorylation 
p125 focal adhesion kinase, cell migra- 
tion, VSMC, fibroblasts, effects of 
platelet derived growth factor BB, 
11367 


focal 








Pax3 
inhibits myogenic differentiation of myo- 
blast cells, 11719 
Pax-8 
and TTF-1, function in thyroid cell prolif- 
eration, 23139 
P-box 
amino acid sequence and DNA binding 
specificity, relationship between, 
thyroid hormone receptor, 16981, 
16988 
P Cluster 
involvement in intramolecular electron 
transfer within nitrogenase MoFe 
protein, 27007 
p-Cresol methylhydroxylase 
flavoprotein subunit of, cytochrome sub- 
unit required for covalent FAD at- 
tachment, 31202 
PC1 
mutational analysis, PC12 cells, 24702 
-1 


Gp130"*'*-* tumor cell surface antigen 
relationship with, human and mu- 
rine, 9849 
inhibition of insulin receptor phosphoryl- 
ation, by, 22085 
PCV3 
processes rabbit but not human pro-lac- 
tase-phlorizin to the 180-kDa in- 
termediate, 25722 
PC6A 
processes rabbit but not human pro-lac- 
tase-phlorizin to the 180-kDa in- 
termediate, 25722 
PC12 cells 
activation of Ras/Map kinase pathway by 
v-Crk in, 20677 
collagen She protein binds to F-actin and 
translocates to cytoskeleton upon 
nerve growth factor stimulation, 
28924 


differentiation via receptor up-regulation, 


staurosporine and EGF in, 7568 
mutational analysis of PC1 in, 24702 
N-Acetylcysteine-promoted survival of, 

glutathione-independent but tran- 

scription dependent, 26827 
nerve growth factor stimulation of tyro- 

sine phosphorylation, activation of 

Src homology containing protein 

tyrosine phosphatase 1 in, 25629 
neurotrophin heterodimers induce phos- 

phorylation of Trk receptors and 

neuronal differentiation in, 23104 
rat, cAMP converts epidermal growth 

factor into differentiating factor, 
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20748 
tyrosine phosphorylation cascade stimu- 
lated by aurin tricarboxylic acid, 
16464 
PC-12 cells 
inhibition of MEK blocks induction of dif- 
ferentiation by nerve growth fac- 
tor, 13585 
PC12 neuroendocrine cells 
dense core secretory granules in, vesicle- 
associated membrane protein in, 
1332 
PDGF. see Platelet-derived growth factor 
PDGF8 receptor 
identification as putative Syp substrate, 
22208 
PD 098059 
specific inhibitor of MAPK kinase activa- 
tion, 27489 
Pea 
novel in vitro mitochondrial transcription 
system recognizes mRNA and 
tRNA promoters, 22182 
Pea seedling 
cloning and molecular analysis of copper 
amine oxidase, 16939 
Pea seedlings 
cloning and expression of a--fucosidase 
gene in, 24839 
PEBP2a/AML-1 related factor 
osteocalcin promoter, increases activity 
via binding to osteoblast-specific 
cis-acting element, 30973 
Pectate lyase C 
enhanced yield in Eshcerichia coli, hu- 
man protein disulfide isomerase 
complements dsbA mutation, 
28210 
Pentasaccharide 
accumulation of, terminating in a-N- 
acetylglucosamine, cells defective 
in heparan sulfate biosynthesis, 
12557 
Pentobarbital 
induced changes in stability of glutathi- 


one S-transferase D21 mRNA, Dro- 


sophila, 13819 
Pepsin 
lysine residue in, role in catalysis and 
conformational flexibility, porcine, 
19974 
Peptidase 
signal, potential active site of, SipS of 
Bacillus subtilis, identification, 
3611 
Peptide 
B-amyloid, degraded by proteinases re- 
leased by cultured cells, 1369 
binding to heat shock protein 70-kDa, 
nucleotide effects, 2967 
B-casein-derived, transport in Lactococ- 
cus lactis, 1569 
cryptic, major histocompatibility complex 
molecules, 1088 
diuretic, central nervous system of leech, 


heat shock proteins and, modulation of 
molecular chaperone DnaK by, 
4563 
hemoregulatory, hydrolysis by angioten- 
sin-converting enzyme, 3656 
metal-binding, transport by HMT1, 4721 
myelin basic protein, functionally active 
complexes of, reconstitution, 971 
27-residue Peptide 
effect of pH on conformation and back- 
bone dynamics of, in trifluroetha- 
nol, 24693 
Peptide agonists 
discovery using tethered ligand library, 
23398 
Peptide bond synthesis 
acetylpseudouridine participation in, in 
vitro, 21040 
Peptide cotransporter 
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hydrogen-coupled, intestinal, cloning of, 
6456 


Peptide design 
bioactive, recombinant antibodies in, 
6628 
Peptide-hydrolyzing activities 
of Bence Jones proteins and V, fragment, 
natural catalytic antibodies, 15257 
Peptide isomerase 
isolation and characterization of funnel 
web spider venom, 16719 
Peptide:N-glycanase 
carbohydrate binding property of, evalu- 
ated using various oligosaccha- 
rides, mouse fibroblasts L-929, 
15181 
Peptide-N*-(N-acetyl-B-p-glucosaminy- 
lasparagine amidase F 
active site and oligosaccharide recogni- 
tion residues of, 29493 
Peptide-substrate analog 
irreversible inactivation of protein kinase 
C by, 8056 
Peptide synthetases 
modular structure of, dissection of multi- 
functional enzyme GrsA, 6163 
Peptide transporter PEPT 1 
renal and intestinal, differential recogni- 
tion of B-Lactam antibiotics by, 
25672 
Peptide transporter PEPT 2 
renal and intestinal, differential recogni- 
tion of B-lactam antibiotics by, 
25672 
and PEPT 1, 25672 
Peptide transporters 
properties of TAP1 and TAP2, human, 
expressed by recombinant vaccinia 
viruses, 21312 
Peptide walking 
novel method for mapping functional do- 
mains in proteins, 29079 
Peptide YY 
cloning and functional expression of hu- 
man Y4 subtype receptor, for pan- 
creatic polypeptide and neuropep- 
tide Y and, 26762 
cloning of human NPY receptor family 
receptor with high affinity for pan- 
creatic polypeptide and, 29123 
Peptidylamidoglycolate lyase 
reaction versus subsite stereospecificity of 
peptidylglycine a-monooxygenase 
and, 29250 
Peptidylglycine a-amidating 
monooxygenase 
maturation of, not blocked by addition of 
endoplasmic reticulum retention/ 
retreval signal, 15412 
phosphorylation of cytosolic domain of, 
30075 
Peptidylglycine a-monooxygenase 
reaction versus subsite stereospecificity of 
peptidylamidoglycolate lyase and, 
29250 
peptidy! transferase center 
70-S ribosomes, determined by thermoaf- 
finity labeling with dihydrospira- 
mycin Escherichia coli, 23060 
PEPT 1 
intestinal and renal peptide transporter, 
differential recognition of B-Lac- 
tam antibiotics by, and PEPT 2, 
25672 
PEPT 2 
intestinal and renal peptide transporter, 
differential recognition of B-Lac- 
tam antibiotics by, and PEPT 1, 
25672 
Pericytes 
hypoxia-induced proliferation of endothe- 
lial cells and, role of autocrine and 
paracrine vascular endothelial 
growth factors in, 28316 
Perilipins 
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associated with cholesteryl ester droplets, 
adrenal cortical and Leydig cells, 
16970 
Perinatal lethality 
severe catecholamine depletion and, re- 
sult of targeted disruption of tyro- 
sine hydroxylase locus, mice, 
27235 
Periodate modification 
transferrin Fe(III) binding sites, 12404 
Periodontal disease 
mammalian, Arg-gingipain proteinase of 
Prophyromonas gingivalis, 1007 
Peripheral myelin protein 22 
epithelial membrane protein-1, lens 
membrane protein 20 and, define 
novel gene family, 28824 
Peripherin negative regulatory element 
protein complex at 
NF1-L is DNA-binding component, 
6975 
NF1-L is DNA-binding component (cor- 
rection), 19668 
Periplasmic enzyme 
defective export of, fatty acid synthesis 
and, 4216 
Periplasmic histidine-binding protein 
structure, function and analysis of, 16097 
Perlecan 
recombinant domain III of, promotion of 
cell attachment, 404 
Permease 
stability, inositol-induced changes, Sac- 
charomyces cerevisiae, 2525 
Peroxidase 
crystal structures of cyanide and triio- 
dide-bound forms of Arthromyces 
ramosus, 21884 
and cycloxygenase activities, inhibition 
by tepoxalin, prostaglandin-H syn- 
thase 1, 13948 
horseradish, mutants of, 19430 
mediated oxidation of deferoxamine stim- 
ulated by the spin trap a-(4-pyri- 
dyl-1-oxide)-N-tert-butylnitrone, 
29265 
Peroxidation 
anti-tocopher ‘ol 
free LDL, 5756 
Peroxisomal matrix 
role of PER 3 gene, import of PTS1 pro- 
teins into, Hansenula polymorpha, 
17229 
Peroxisomal B-oxidation 
of arachidonic acid requires both 2,4-di- 
enoyl-CoA reductase and 6*-5-§*-4- 
dienoyl-CoA isomerase, 13771 
Peroxisomal proteins 
expression of, RTG genes required for, 
Saccharomyces cerevisiae, 18141 
Peroxisomal targeting signal 
C-terminal, import receptor, 7731 
Peroxisome 
biogenesis, requirement for PER3 gene, 
Pichia pastoris, 10940 
malate dehydrogenase, expression and 
function of a mislocalized form, 
Saccharomyces cerevisiae, 21220 
Peroxisome proliferator 
new sequence determinants in signaling, 
16114 
Peroxisome proliferator-activated receptor 
cooperative formation of complex with 
retinoid X receptor, rat hydratase- 
dehydrogenase gene, 29636 
human, repression of hPPara and thyroid 
hormone receptors, 3836 
interaction with thyroid hormone recep- 
tor and retinoid X receptor, 18117 
Peroxisome proliferator-activated receptor y 
thiazolidinedione, antidiabetic, ligand for, 
12953 
Peroxisome proliferator-activated receptors 
activation by eicosanoids, 23975 
Peroxisome proliferator response element 


dot, 





d, ubiquinol-10- 
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in C promoter, induction of acyl-coen- 
zyme A synthetase gene by fi- 
brates and fatty acids mediated by, 
19269 
Peroxisome proliferators 
transcriptional suppression of apolipopro- 
tein C-III by, 13470 
Peroxisomes 
assembly, Yarrowia lipolytica gene PAY2, 


leaf, membranes contain a porin-like 
channel, 17559 
liver, alcohol:NAD* oxidoreductase pres- 
ence in, 37 
in subcellular fractions, rat liver, 6949 
Peroxynitrite 
induced accumulation of cyclic GMP, en- 
dothelial cells, 17355 
induction of apoptosis, HL-60 cells, 16487 
soluble purified guanylyl cyclase stimula- 
tion by, 17355 
Perturbed angular correlation 
111™Cq_, structure of metal site in azurin, 
573 
Pertussis toxin 
ADP ribosyltransferases of, gangliosides 
as inhibitors of, 8115 
inhibits phospholipase C and calcium mo- 
bilization by sphingosylphosphory]l- 
choline and galact i i 
HL60 cells, 26332 
sensitive G protein, participation in mito- 
genic signaling pathway of sphin- 
gosine 1-phosphate, 10272 
Pertussis toxin-sensitive G protein 
sphingosylphosphorylcholine activation of 
kinase, requires protein ki- 
nase C and, 3T3 cells, 24334 
Pertussis toxin-sensitive hormone receptor 
blockade by cGMP kinase, Chinese ham- 
ster ovary cells, 9052 
Pertussis toxin-sensitive trimeric GTP- 
binding protein G2 
required for agonist and store-activated 
calcium inflow, hepatocytes, 25893 
PER 3 gene 
essential for import of PTS1 proteins into 
peroxisomal matrix, Hansenula 
polymorpha, 17229 
PER3 gene 
involvement in peroxisomal membrane 
protein import, Pichia pastoris, 
10940 








PEST 
sequences, substrate susceptibility to cal- 
pain proteolysis and, 2032 
PEST-like region 
photosystem II, deletion of modifies Qz- 
binding pocket, no effect on turn- 
over of D1, 14919 
petG 
deletion of, disrupts cytochrome bf com- 
plex, Chlamydomonas reinhardtii, 
29293 
P-fimbriated Escherichia coli 
in mouse, glycoconjugate receptors, 
model of urinary tract infection, 
9017 
P-Glycoprotein 
associations between domains and molec- 
ular chaperones, 21839 
characterization of carboxyl-terminal nu- 
cleotide binding domain, 14085 
functional dissection of nucleotide-bind- 
ing domains, 17159 
inside-out plasma membrane vesicles, 
erythroleukemia cells (correction to 
1994 article), 3462 
mutants, human, purification following 
transient expression, HEK 293 
cells, 21449 
purified, drug transport by, 16167 
vanadate-induced inhibition, 19383 
P-glycoprotein 
catalytic activity of nucleotide binding 
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sites, 26956 
characterization of prenylcysteines that 
interact with, and inhibit drug 
transport, tumor cells, 22859 
covalent modification of mutants of, abol- 
ishes drug-stimulated ATP activ- 
ity, 22957 
endogenous, volume-sensitive chloride 
channel, not dependent on, 27887 
mediated multiple drug resistance, cir- 
cumvention by phosphorylation 
modulators, independent of protein 
kinases, 28145 
multidrug resistance related, functional 
modulation by calcium?* calmodu- 
lin, 11040 
multidrug transporter, interaction with 
peptides and ionophores, 10334 
PG-M 
mouse, multiple forms of, cDNA cloning 
of, 958 
PG-M(V3) 
expression, mouse and human tissues, 
3914 
PG-M gene 
mouse, structure and organization of, 
10328 
pH 
aggregation dependent on, carboxypepti- 
dase E, 7963 
altered, role of cysteine protease in regu- 
lation of gene expression at, by 
PacC zinc finger transcriptional 
regulator, Aspergillus, 28519 
cytoplasmic 
glucose-induced rise in, pancreatic is- 
lets, 7915 
regulation, in osteoclases, 2203 
intracellular, mutation associated with 
familial Alzheimer’s disease, 4058 
sensitivity, receptor/ligand interaction, 
epidermal growth factor family, 
4334 
trans-Golgi, direct measurement in living 
cells, 4967 
pH-regulating exchangers 
role in glucose-induced rise of cytoplas- 
mic pH, pancreatic islets, 7915 
Phaffia rhodozyma 
caroteniod biosynthesis regulated by sin- 
glet oxygen and peroxyl radicals, 
18374 
Phage display 
potent and selective kunitz domain inhib- 
itors of plasma kallikrein, design 
by, 25411 
Phage T4 
DNA [N°-adenine|methyltransferase, 
overexpression purification and 
characterization, 14389 
Phage 22 capsid 
stability of wild type and temperature- 
sensitive protein subunits of, 
16595 
Phagocytes 
human molecular, ligand-binding 20-kDa 
subunit of B-glucan receptors on, 
2145 
Phagocytosis 
calcium dependence of human Fcy-recep- 
tor initiated, 22301 
CD16 isoforms, ligand binding and, CHO 
cells, 25762 
membrane current, free radical release 
and, 8328 
Phakoglobin 
independent complex, APC protein and 
E-cadherin, 5549 
Phase behavior 
molecular structure and, monounsat- 
urated phosphatidylcholines, 2014 
PHAS-I 
control by insulin, in 3T3-L1 adipocytes, 
18531 
1,10-Phenanthroline-copper 
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footprinting reagent, cleavage by, endo- 
nuclease V protection of DNA 
strand, 3765 
Phenobarbital 
induced expression of cytochrome p450 
gene, inhibited by cAMP, 12762 
Phenylalanine hydroxylase 
rat hepatic, unphosphorylated, properties 
of, expressed in Escherichia coli, 
30532 
Phenylalanine hydroxylase gene 
splicing deficiency in intron 10 acceptor 
site induced by C to T mutation at 
position -3, human, 20370 
Phenylalanine 364 
critical for ligand mediated internaliza- 
tion and down-regulation of rat 
growth hormone receptor, 17210 
Phenylalkylamine 
high affinity block, molecular determi- 
nants of, L-type calcium channels, 
22119 
Phenylalkyl calcium agonist bindi 
protein 
cloning, distribution and expression of, 
7551 
Phenylarsine oxide 
inhibition of NADPH oxidase, human 
neutrophils, 2067 
Phenylethanolamine N-methyltransferase 
gene 
differential activation by Spl and Egr-1, 
rat, 17299 
expression, transcription factor Egr-1 
role of, phorbol ester induction of, 
11161 
Phenylketonuria 
phenylalanine hydroxylase gene splicing 
deficiency, human, 20370 
Pheochromocytoma cells 
heregulin-stimulated signaling, rat, 
19022 
Pheochromocytoma PC12 cells 
rat, overexpression of CDK2 inhibits neu- 
ronal differentiation, 23031 
PHF-tau 
phosphorylation of, proline- and non-pro- 
line-directed, 823 
Phopholipase A, 
calci independent, mobilizaton of ara- 
chiodonic acid by nitric oxide medi- 
ated by,RAW 264.7 cell line, 14855 
Phorbol ester binding 
role of residues in second cysteine-rich 
region of protein kinase C 4, 21852 
Phorbol ester receptor 
characterization of cysteine rich region of 
Unc-13 protein as, Caenorhabditis 
elegans, 10777 
Phorbol esters 
diacylglycerol-stimulated serine protein 
kinase and, novel protein kinase, 
1455 
heat shock and, differential expression 











and regulation of hsp70 and hsp90, 


14094 
low affinity binding of protein kinase C 
to, in the absence of phospholipids, 
14679 
mechanism of interaction with protein 
kinase C, 25526 
protein kinase C and, 2669 
regulation 
of opioid peptide gene expression, myo- 
cardial cells, 30115 
of thrombin receptor protein and 
mRNA expression, different path- 
ways, 545 
transcriptional regulation of prostag- 
landin-endoperoxide synthase-2 by 
lipopolysaccharide and, vascular 
endothelial cells, 24965 
up-regulation of DNA polymerase B by 
DNA-alkylating agents inhibited 
by, CHO cells, 16402 
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stimulate non-transferrin iron uptake, 
K562 cells, 20937 

transcription factor Egr-1 role in induc- 
tion of phenylethanolamine 
N-methyltransferase gene expres- 
sion, 11161 

treatment, adrenergic receptor 6. down 
regulation, phorbol ester treat- 
ment, 3T3-F442 adipocytes, 10952 

tyrosine phosphorylation promotion of 
protein kinase Cé by carbachol and 
substance P, salivary gland epithe- 
lial cells, 13490 

Phosphacan 

asparagine-linked oligosaccharides medi- 
ate binding to N-CAM and tenas- 
cin, 24650 

Phosphatase 

dual-specificity, single mutation in phos- 
photyrosine binding domain con- 
version into, 26782 

hematopoietic cell, binds to CD22 follow- 
ing B cell antigen receptor ligation, 
20305 

inhibitors, blockade of degradation of cal- 
cium influx factor, 29 

novel dual specific, dephosphorylation of 
mitogen-activated protein kinase, 
7197 


Phosphatase 





p iated phosphoprotein 
lymphocyte, sites of CD45 interaction 
with, 31372 
Phosphatase inhibitors 
activation of NF-«xB by, involves phospho- 
rylation of IxBa, 18347 
Phosphatase VHR 
human, dual specificity, activation of 
maturation promotion factor, role 
in meiotic maturation, Xenopus 
oocytes, 14229 
Phosphatase-1 
protein, stimulation of activity by insulin, 
adipocytes, rat, 709 
Phosphate metabolism 
thiamine pyrophosphokinase regulates 
thiamine metabolism, mating, 
growth and, S. pombe, 28457 
Phosphatidate phosphohydrolase 
novel, plasma membrane, characteriza- 
tion of, rat liver, 19422 
Phosphatidic acid 
induction of haptotactic migration of hu- 
man monocytes by lysophospha- 
tidic acid and, 25549 
photolysis of caged, gelatinase A release 
induced by, in HT 1080 metastatic 
fibrosarcoma cells, 29656 
Phosphatidycholines 
with sn-1 saturated and sn-2 cis-monoun- 
saturated acyl chains, 22738 
Phosphatidylcholine 
translocation of, enhancement by tauro- 
cholate of Mdr2-mediated, 25388 
turnover, activated human neutrophils, 
13138 
Phosphatidylcholine-hydrolyzing phospho- 
lipase C 
activation of mitogenic signaling pathway 
by Ras and, 21299 
Phosphatidylcholine-phospholipase C 
transforming growth factor B signaling 
pathways, role of protein kinase C 
and, 13600 
Phosphatidylcholines 
cytidylyltransferase nuclear localization 
signal, rat liver, 354 
monounsaturated, phase behavior and 
structures of, 2014 
Phosphatidylethanolamine 
induces binding sites for factor VIII on 
membranes containing phosphati- 
dyl-L-serine, 18500 
membrane-associated lactose permease 
function and, Escherichia coli, 732 
mitochondrial, derivation of, phosphati- 
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dylserine import into mitochon- 
dria, 11190 
idylet 
N-methyltransferase-2 
expression of, DCP-choline impaired 
pathway, mutant CHO cells, 16277 
Phosphatidylinositol 
different binding mechanisms for glu- 
cosylceramide and, surfactant pro- 
tein D, 14725 
Phosphatidylinositol hydrolysis 
stimulation of, FGF receptor mutant defi- 
cient in, RAF-1 and MAP kinase 
activation, 5065 
Phosphatidylinositol phospholipase C 
glucc linositol derivative inhibition 











y 
of, 2517 
Phosphatidylinositol-specific lipase D 
human ADP-ribosylation factor-activated, 
defines new and highly conserved 
gene family, 29640 
Phosphatidylinositol (3,4,5)-triphosphate 
stimulates phosphorylation of pleckstrin, 
human platelets, 22807 
Phosphatidylinositol 3’-kinase 
interferon a with insulin receptor sub- 
strate-1 association with, 15938 
Phosphatidylinositol 3-kinase 
activated, association with p120cb/ in an- 
tigen receptor-ligated B cells, 
27504 
activation by thiophosphotyrosine pep- 
tide, effect on glucose transport, 
3T3-L1 adipocytes, 26000 
antagonists of, block novel protein ki- 
nases, neutrophils, 11684 
Grb2-mediated association with stress- 
activated protein kinase, stimu- 
lated by ionizing radiation, 18871 
heregulin stimulation of, fibroblasts 
transfected with erbB2/neu and 
erbB3, 7111 
inhibition by cAMP, neutrophils, 23816 
insulin induced activation of, 30018 
interaction with Grb2 and p85 subunit 
of, 12774 
interaction with p85 subunit of Flt-1 ty- 
rosine kinase receptor, 20254 
IRS-1 and, tyrosine phosphorylation, pri- 
mary adipocytes, 3471 
modified pD-my-inositol 1,4,5-trisphos- 
phate analogues inhibit, 12075 
monocyte colony-stimulating factor stim- 
ulates binding of, Grb2-Sos com- 
plexes to, human monocytes, 10380 
new adapter protein links common f sub- 
unit of receptor for GM-CSF, IL-3 
and IL-5 to, 27817 
phosphoenolpyruvate carboxykinase gene 
expression by insulin, requires, 
15501 
platlet derived growth factor receptor 
trafficking, postendocytic require- 
ment, 13225 
Phosphatidylinositol-3 kinase 
P85 subunit and EpR-associated PI-3 ki- 
nase activity, EpR tyrosine 503 
phosphorylation essential for bind- 
ing of, 23402 
p85 subunit of, association with c-cbi, 
18260 
Phosphatidylinositol 3-kinase 
regulated binding of, Src homology do- 
mains in, 7937 
required for activation and nuclear trans- 
location of MAP kinases, by poly- 
omavirus middle-T or serum, 
29286 
T cell activation dependent association 
with p58 subunit of, and pp36/38, 
20177 
tyrosine kinases and, IL-3 receptor B. 
subunit signal, 6886 
Phosphatidylinositol 3'-kinase 
glucose metabolism and, 3T3-L1 adipo- 





SUBJECT INDEX 


cytes, 3442 
regulation, tyrosyl phosphoproteins, 3662 
Phosphatidylinositol 3,’4’-biphosphate 
synthesis, glycoprotein IIB-IIIA- and ag- 
gregation independent mechanism 
of, human platelets, 13179 
Phosphatidyli 1 3,4 ',5-triphosphate 
PRK] activation by ph tidylinositol 
4, 5- ———— and, 22412 
PI 
$,4,5-triphosphate-6-phosphatase 
mammalian, purification and character- 
ization of, 31001 
Phosphatidylinositol 4-kinase 
activity, displayed by FKBP12 and rapa- 
mycin target, 20875 


Ph phatidyli itol-4-ph 
Pv 














hate 5-kinase 
sequence, novel family of lipid kinases, 
881 
Phosphatidylinositol 4,5- Ane rrer. re" 
PRK1 activation by ph ylinositol 
3,4 ,5-triphosphate ‘and, 22412 
Phosphatidylinositol 4,5-bisphosphate 
human profilin, localization of binding 
site for, 21114 
synthesis, activation of phospholipase D 
and, U937 cells, 5130 
Phosphatidylinsitol 4-phosphate 
calcium-ATPase, dephosphorylation rate 
increased by, 14467 
Phosphatidylserine 
containing phospholipid membranes, con- 
tribution of prothrombin to assem- 
bly of factor Va-factor Xa complex 
at, 26883 
import into mitochondria, derivation of 
mitochondrial phosphatidylethano- 
lamine from, 11190 
Phosphatidylserine-binding peptide motif 
novel, defined by anti-idiotypic mono- 
clonal antibody, 29075 
Phosphatidylserine-binding region 
MARCKS, characterization of, rat, 12147 
Phosphatidylserine decarboxylase 
non-mitochondrial, yeast Saccharomyces 
cerevisiae, 6062, 6071 
Phosphinic peptide inhibitors 
of zinc endopeptidase 24—15, 21701 
2’ ,5'-Phosphodiester 








linkage, formation in cDNA priming reac- 


tion, cell-free system, 581 
Phosphodiesterase 
cGMP specific, essential aspartic acid 
residues at cGMP-binding sites of, 
30671 
Phosphodiesterases 
PDE1A1 and PDE1A2, identification of 
inhibitory and calmodulin-binding 
domains of, 30989 
Phosphoenolpyruvate carboxykinase gene 
expression by insulin requires phosphati- 
dylinositol 3-kinase, 15501 
Phosphoenolpyruvate carboxykinase (GTP) 
gene 
cAMP response elements, mediate tran- 
scriptional activation by CREMr 
and CREMa, 19078 
Phosphofructokinase 
chimeric bacterial, cooperativity of, ab- 
sence of heterotropic regulation, 
3828 
6-Phosphofructo-2-kinase/fructose-2,6- 
bisphosphatase 
adenovirus-mediated overexpression of, 
gluconeogenic rat hepatoma cells, 
24229 
Phosphoinositide hydrolysis 
initiated by G-protein-coupled and 
growth factor receptors, pleckstrin 
inhibition of, 14485 
Phosphoinositide kinases 
Rho family GTPases bind to, 17656 
Phosphoinositide metabolism 


regulation of profilin localization by, Sac- 


charomyces cerevisiae, 27045 
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Phosphoinositides 
interaction, actin-fragmin complex, 2644 
Phosphoinositide 3-kinase 
binding to a/B-tubulin and y-tubulin in 
response to insulin, 25985 
platelet, regulation by By subunit and 
Rho, 6589 
platelet p47 phosphoprotein phosphoryla- 
tion mediated by lipid products of, 
29525 
role in platelet activation, 11358 
Phospholamban 
functional reconstitution of recombinant 
with skeletal calcium-ATPase, rab- 
bit, 9390 
Phospholamban gene 
transcriptional regulation and coordinate 
expression of sarcoplasmic reticu- 
lum proteins during skeletal mus- 
cle stretching, 11619 
Phospholipase A, 
conodipine-M, isolated from venom, ma- 
rine snail Conus magus, 3518 
conversion by site-directed mutagenesis, 
pancreas, 2120 
cytosolic 
activation, basic fibroblast growth fac- 
tor, 2360 
calcium-mediated translocation to nu- 
clear envelope and endoplasmic 
reticulum, 30749 
c-kit ligand mediation, mouse mast 
cells, 3239 
differential activation by, thrombin and 
thrombin receptor agonist peptide, 
human platelets, 14816 
phosphorylation of, collagen and 
thrombin stimulated human plate- 
lets in, 25885 
involvement in, expression of CYP2C12 
gene, growth hormone signaling, 
rat hepatocytes, 12569 
macrophage Ca”*-independent, inhibition 
by bromoenol lactone, 445 
modulation, potassium channel function, 
2885 
nonpancreatic, inhibition of, by anti-in- 
flammatory agent BMS-181162, 
274 
pancreatic, structure-function study, bo- 
vine, 263 
secreted, with a catalytic triad, plasma 
platelet-activating factor acetylhy- 
drolase, 25481 
secretory. binding to M-type receptors, 
5534 
stimulated activity of, wortmannin and 
demethoxyvirdin inhibition of- 
Swiss 3T3 cells, 25352 
type II, expression in alveolar macro- 
phages, 17327 
85kDa, cytosol to nuclear envelope 
translocation 
rat basophilic leukemia cells, 15359 
rat basophilic leukemia cells (correc- 
tion), 20870 
85-kDa Phospholipase A, 
activity modulated by 5-lipoxygenase 
products, human neutrophils, 
26543 
activity of and regulation of lysophospho- 
lipase activity, mouse peritoneal 
macrophages, 20439 
Phospholipase C 
Drosophila photoreceptor, G protein con- 
trol of, 12623 
Gi-mediated activation, retinoic acid, 
HL-60 cells, 5901 
G protein-activated, squid photorecep- 
tors, 854 
GTP binding G,, interaction site, 27058 
independent pathway of inositol 1,4,5- 
trisphosphate formation, Dictyoste- 
lium and rat liver, 29724 
inhibition of activity, role in cross-desen- 
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sitization of chemoattractant re- 
ceptors, 27829 

multiple subtypes of, encoded by norpA 
gene, Drosophilia melanogaster, 
14376 

pertussis toxin inhibits, and calcium mo- 
bilization by sphingosylphosphory]- 





choline and galactosyl 
HL60 cells, 26332 
PTH stimulation of, effect of truncation 
of carbyxyl-terminal of PTH/ 
PTHrP receptors, 8458 
receptors coupled to, by Ga,, and Gajg. 
15175 
regulation of, Y1-neuropeptide Y interac- 
tion with, a), adrenergic receptors 
protein kinase C, arachidonic acid 
and, 11789 
rescue of visual defect in norpA mutant, 
Drosophila melanogaster, 13271 
TRH receptors coupling to, Gg and, Xeno- 
pus oocytes, 3554 
Phospholipase Cp 
isoforms, kinetic analysis of, using phos- 
pholipid-detergent mixed micelles, 
11872 
Phospholipase C-+y 
activation, platelet-derived growth factor 
receptors, 7773 
Phospholipase Cy 
tyrosine kinase inserts block binding of 
She and, to TrkC and neurotro- 
phin-3 signaling, 20384 
Phospholipase C-y1 
activation of, by angiotensin II inhibited 
by pp60c-src antibodies, rat aortic 
smooth muscle, 15734 
Phospholipase C-,1 
Polyomavirus middle tumor antigen, as- 
sociation with, 12331 
Phospholipase C-y1 
thrombin stimulates phosphorylation of, 
rat aortic smooth muscle cells, 
27871 
Phospholipase C-,1 
transcriptional regulation, colorectal car- 
cinomas, 16378 
Phospholipase C61 
amino acid residues of, for catalysis, 5495 
Phospholipase C-83 
endogenous cleavage of, agonist-induced 
activation of calpain, platelets, 
4318 
Phospholipase D 
activation 
different ARF domains required for, 21 
by GTP-binding proteins, HL-60 granu- 
locytes, 3172 
activation of, phosphatidylinositol 4,5- 
bisphosphate required for, U937 
cells, 5130 
activity and regulation of DNA synthesis, 
influenced by interaction of ceram- 
ides, sphingosine and sphingosine 
1-phosphate, 26318 
Arf-sensitive, characterization of, porcine 
brain, 14935 
bradykinin activation of, ceramide inhibi- 
tion, 5007 
bradykinin-induced activation of, protein 
kinase C isoforms involved in, 
7097 
cell-free activation of, ADP-ribosylation 
factor with 50-kDa cytosolic factor, 
2431 
desensitization of m3 muscarinic acetyl- 
choline receptor stimulated, 19949 
GTPyS-stimulation of, correlates with 
ADP-ribosylation factor transloca- 
tion, HL-60 cells, 22795 
modulation of activity, by cytosolic fac- 
tors other than Arf, 14944 
nuclear, in MDCK cells, 29843 
rat brain 
inhibition by Clostridium botulinum 
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C3 exoenzyme, 25667 
synergistic activation by ADP-ribosyla- 
tion factor and rhoA p21, 25667 
regulation by protein kinase C, human 
neutrophils, 19465 
regulation of, HL60 cells, 8466 
stimulation by EGF, protein kinase C 
involvement in, Swiss 3T3 cells, 
3980 
v-Sre-induced activation of, Ras media- 
tion of, 6006 
Phospholipase D-mediated path 
generation of diacylglycerol in nuclei 
from MDCK cells, 11738 
Phospholipases A, 
secretory, identification of binding do- 
main for, M-type 180-kDa mem- 
brane receptor, 28869 
Phospholipid 
and GTP-sensitive switch, myristoylated 
amino terminus of ADP-ribosyla- 
tion factor 1 is, 14809 
inhibition of factor VIII binding to by von 
Willebrand factor, 13826 
Phospholipid biosynthesis 
regulation by CTP, Saccharomyces cerevi- 
siae, 18774 
Phospholipid-detergent mixed micelles 
kinetic analysis of phospholipase Cf iso- 
forms using, 11872 
Phospholipid hydrolyzing enzyme 
carboxyl ester hydrolase as, zymogen 
granule membrane, rat pancreas, 
3780 
Phospholipid-hydroperoxide glutathione 
peroxidase 
cDNA cloning, identification of transcrip- 
tion and translation sites, rat, 
26993 
Phospholipid membranes 
phosphatidylserine containing, contribu- 
tion of prothrombin to assembly of 
factor Va-factor Xa complex at, 
26883 
protein hydration during generation of 
coagulation factor Xa, aqueous 
phase and on, 15170 
saposins pH-dependent conformational 
properties and interaction with, 
30576 
Phospholipids 
anionic, class B scavenger receptors 
CD36 and SR-B1, receptors for, 
16221 
effects on cholesterol efflux, to HDL, 


low affinity binding of phorbol esters to 
protein kinase C, in the absence of, 
14679 
microtubule-independent stimulation, 
cytoplasmic dynein ATPase activ- 
ity, 4492 
regulation of B-adrenergic receptor ki- 
nase, 21346 
Phospholipid vesicles 
Escherichia coli, reconstitution of man- 
nose transporter into, 5258 
properties of Acanthamoeba myosin I 
heavy chain kinase bound to, 
27969 
Phosphoorthioate 2-5A 
inhibition, HIV-replication, 5963 
Phosphopeptide 
mapping, cholecystokinin receptors, pan- 
creatic acinar cells, 3435 
Phosphoprotein 
bone, molecular cloning of 
related to thiol protease inhibitors, 431 
related to thiol protease inhibitors (cor- 
rection), 10359 
cell cycle-regulated, rad21 gene product 
of S. pombe, 7703 
cloning of, regulated by colony stimulat- 
ing factor 1, 14184 
of human parainfluenza virus 3, interac- 
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tion with nucleocapsid protein, 
12485 
Phosphoprotein phosphatase 
characterization of, for phosphorylated 
} | diph ph + kinase, 
Pseudomonas aeruginosa, 28246 
Phosphoproteins 
parotid gland, identification, 8061 
75/80 Phosphoproteins 
association of CD20 with tyrosine kinases 
and, B cells, 22632 
Phosphoramidon 
sensitive metalloprotease, membrane 
bound endothelin-converting en- 
zyme-2, acidic pH optimum, 15262 
Phosphoribosylpyrophosphate synthetase 
inactivation by 2',3'-dialdehyde deriva- 
tive of ATP, Escherichia coli, 
20730 
Phosphorothioate oligodeoxynucleotides 
interactions with bFGF, extracellular 
matrix, 2620 
Phosphorothioate oligonucleotides 
regulate insulin-like growth factor I re- 
ceptors, vascular smooth muscle 
cell, 14383 
Phosphorylase kinase 
characterization of regulatory domain of 
y subunit, 22283 
y-subunit, substrate and pseudosubstrate 
binding sites of, 7183 
Phosphorylation. see also specific types 
activation of protein kinase C enhances, 
and stimulates degradation of in- 
terleukin-8 receptor B, 10439 
annexin II heterotetramer In vitro by 
protein kinase C, 27143 
of B-50 and neurogranin by protein ki- 
nase C during long term potentia- 
tion, 13892 
and calcium binding domains, sarcoplas- 
mic reticulum calcium-ATPase, 
mutationa! analysis of peptide 
linking, 16283 
calcium release channel, sarcoplasmic 
reticulum, heart, 2074 
cAMP-dependent protein kinase-medi- 
ated, CFTR activation and, 2158 
casein kinase II of, by p34cdc2, 25872 
cell cycle phase-specific, of human topoi- 
somerase Ila, 28357 
channel, protein synthesis and, regula- 
tion of RCK1 currents by, via 
cAMP analogue, 14611 
cholecystokinin receptors, pancreatic aci- 
nar cells, 3435 
of cytosolic phospholipase A, collagen 
and thrombin stimulated human 
platelets, 25885 
dephosphorylation and, of rhodopsin, in 
vivo, 14259 
differential, identification of calcium 
channels a,, subunits and, brain, 
21234 
direct, role in regulation of sodium-potas- 
sium-2chloride cotransporter, rat 
parotid acini, 25252 
elongation factor Tu, inhibits ternary 
complex formation, 14541 
eukaryotic protein synthesis initiation 
factor 4E, by insulin stimulated 
protamine kinase, 14824 
Fes-related proteins, granulocyte-mac- 
rophage colony stimulating factor 
and, 4950 
functional coupling of, proteolytic frag- 
ments of sodium-potassium-AT- 
Pase, 3989 
growth hormone-dependent, of tyrosine 
residues 333 and 338 of growth 
hormone receptor, 21738 
identification of B-adrenergic receptor 
kinase sites, in a,C10, 4681 
inhibition of L-glutamate decarboxylase, 
brain, 6464 
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of insulin receptor inhibited by PC-1, 
22085 


mitosis-specific sites, caldesmon mutants, 


mitotic, nuclear glycoproteins, 254 
mutant insulin receptor decreased by 
protein kinase C and protein ki- 
nase A, 15844 
myosin heavy chain, regulation during 
meiosis, 1395 
nodulin 26 on serine 262 affects voltage- 
sensitive channel activity in planar 
lipid bilayers, 27051 
proline-directed and non-proline-directed, 
PHF-tau, 823 
by protein kinase C, primary structure of 
G protein y,. subunit and, 29469 
protein kinase dependent on, p42 mito- 
gen-activated, activation of phos- 
pholipase A, 2360 
proteins, Dictyostelium discoideum, 7281 
by P2108C®A8L. molecular cloning of hu- 
man paxillin, 5039 
receptor-like protein-tyrosine phospha- 
tase of, by protein kinase C, 10587 
reduced light-dependent, analog visual 
pigment containing 9-demethylreti- 
nal, 6718 
regulation of smooth muscle myosin de- 
pendent on, purified single-headed, 
2171 
reversible, of Tyr’ and Tyr’® by mem- 
brane bound kinase and phospha- 
tase by hydrogen, potassium 
ATPase a-chain, 15475 
rhodopsin, by protein kinase C, 6710 
role in agonist-pr ted sequestration, 
Bo-adrenergic receptor, 24782 
on serine 66, by casein kinase II, in vitro, 
polyomavirus major capsid protein 
VP1, 26006 
at Ser-209, eukaryotic protein synthesis 
initiation factor 4E, 14597 
B-spectrin, modulation of erythrocy mem- 
brane function by, 5659 
Sp1, down-regulation of DNA binding 
activity and, upon terminal differ- 
entiation of the liver, 25879 
stoichiometric, brain 14—3-—3, 5706 
S6, hepatic autophagy, 2320 
of transcription factor NFATp inhibits 
DNA binding in cyclosporin A 
treated human B and T cells, 
20653 
tyrosine 
regulation of p62-RNA complexes, 2010 
staurosporine-induced cell spreading in 
Colo 201, 2298 
WTp53 activity, regulation of, 5405 
O-Phosphorylation 
chloramphenicol inactivation by, 27000 
Phosphorylation modulators 
circumvention of P-glycoprotein-mediated 
multiple drug resistance by, inde- 
pendent of protein kinases, 28145 
Phosphorylation of sites 3a and 3b 
control of glycogen synthase, rabbit mus- 
cle, 12491 
Phosphorylation reactions 
kinetics of myosin light chain prephos- 
phorylation and, smooth muscle, 
23966 
Phosphorylation site 
ABF 1 Ser-720, for casein kinase II Sac- 
charomyces cerevisiae, 16153 
mitotic specific, characterization of, of 
histone H1, 27653 
Phosphorylation sites 
and an A-helix motif,MAP kinase-acti- 
vated protein kinase 2 consitiutive 
activation by mutation of, 27213 
mutagenesis studies of, human recombi- 
nant pyruvate dehydrogenase, 
14297 
in vivo, determination of, protein kinase 
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C, 26807 
Phosphorylation sites for 
protein kinase C, kit/stem cell factor re- 
ceptor, identification of major, 
14192 
Phosphotransferase system 
proteins from, rpoN operon, Escherichia 
coli, 4822 
Phosphotyrosine 
interaction domain of SHC, recognizes 
tyrosine-phosphorylated NPXY mo- 
tif, 14863 
specificity of protein-tyrosine phosphata- 
ses for, 16052 
Phosphotyrosine binding domain 
single mutation in, conversion into dual- 
specificity phosphatase, 26782 
Phosphotyrosine interaction domain 
she binding to nerve growth factor recep- 
tor mediated by, 15125 
Phosphotyrosine phosphatase inhibitor 
bis(maltolato)oxovanadium(IV), induction 
of apoptosis by, B cells, 20824 
Phosphotyrosine phosphatase PTP1D 
required for fibroblast proliferation in- 
duced by tyrosine kinase and G 
protein-coupled receptors, 11017 
Phosphotyrosine phosphatase Syp 
SH2-containing, in erythropoietin recep- 
tor signal transduction pathways, 
5631 
Photoactivated cross-linking 
of recombinant C-terminal domain to pro- 
teins, HeLa cell transcription ex- 
tract, 23390 
Photoaffinity 
herpes simplex virus-1 thymidine kinase, 
7055 
Photoaffinity labeling 
of human lysosomal B-hexosaminidase B, 
23693 
Photocycle 
bacteriorhodopsin, protein conformational 
changes during, 29746 
Photodimers 
pyrimidine, UV-irradiated DNA, deami- 
nation of cytosine-containing, 
24174 
Photoreceptor guanylyl cyclase 
characterization of 24-kDa calcium bind- 
ing protein which activates, 25200 
Photoreceptors 
cone, cloning and characterization of G 
protein y subunit, 8495 
effector site that stimulates G-protein 
GTPase, 14319 
squid, phospholipase C from, G protein 
activated, 854 
Photosensitization 
NF-«B activation, oxidative DNA dam- 
ages, 6925 
Photosynthetic membrane complex 
formation 
regulated by benzodiazepine receptor, 
Rhodobacter spheroides 2.4.1, 
21167 
Photosystem I 
characterization of mixed ligand (4Fe-4S) 
cluster in C51D mutant of PsaC, 
28118 
modified ligands to F, and F, in, 28108, 
28118 
Psal protein, function of, cyanobacterium 
Synechocystis sp.PCC6803, 16243 
structural constraints for formation of 
iron-sulfur clusters in free and re- 
bound PsaC, 28108 
Photosystem I gene psaDb 
5’ leader of, contains translational en- 
hancer, Nicotinia sylvestris, 12466 
Photosystem II 
deletion of PEST-like region modifies Q,- 
binding pocket, no effect on turn- 
over of D1, 14919 
D1 protein, tandem duplications comple- 
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ment deletions in, 16536 
hydrogen bonding, tyrosine radical Z, 
1589 
hydroxylamine-treated, chlorophyll oxida- 
tion in, 8420 
light-induced cross-linking of a-subunit of 
cytochrome 6b;,, and D1 protein in, 
24032 
oxygen-evolving complex, chloroplast D1 
polypeptide, 225 
PSII-T, new nuclear encoded lumenal 
protein from, 12197 
reaction center 
D1 precursor protein recognition of 
cleavage site by carboxy-terminal 
processing protease, 10711 
nuclear encoded subunit of, 17588 
role of RCII-D1 protein in reversible as- 
sociation of oxygen-evolving com- 
plex proteins with lumenal side of, 
30181 
subunit CP29, post-translational modifi- 
cation of protects from cold stress, 
maize, 8474 
Photosystem II core proteins 
D1 incorporation into, isolated chloro- 
plasts and thylakoids, 25685 
synthesis and assembly of, in vitro, 
25685 
Photosystem II-S protein 
nuclear-encoded chlorophyll binding, sta- 
ble in absence of pigments, 30141 
Phototransduction 
calcium sensitive regulator of guanylyl 
cyclase activating protein, 22029 
negative feedback in, recoverin inhibition 
of rhodopsin kinase, 16147 
Pho2p 
cooperative DNA binding at HO promoter 
by Swi5p and, determination of 
requirements for, 29151 
Ph-positive leukemia 
Crk1 complexed with tyrosine-phosphory- 
lated Cb1, 21468 
Phycoerythrocyanin a subunit lyase 
candidate genes for, 12877 
Phylogenetic analysis 
mammalian DNA, evolutionary analysis 
and, minireview, 25301 
Physarum 
actin-fragmin complex, interaction be- 
tween phosphoinositides, 2644 
Physcomitrella patens 
1,4-dihydropyridine binding sites in 
plasma membranes of, 23461 
Phytochrome chromophore 
Phytochromobilin (3Z),(3E) intermediates 
in biosynthesis of, 11111 
Phytochrome-phycocyanobilin 
characterization of adducts, yeast, 20193 
Phytochromobilin (3Z),(3E) 
intermediates in biosynthesis of phyto- 
chrome chromophore, 11111 
Phytosiderophores 
mugineic acids, biosynthesis of, associa- 
tion with methionine cycling, 
16549 
Pichia pastoris 
PER3 gene involvement in peroxisomal 
membrane protein import, 10940 
Picolinylprolines 
hydrolysis of, by prolidase, 18437 
Picornaviral proteases 
mapping of functional initiation factor 4G 
domains with, eukaryotes, 21975 
Picornavirus RNA 
5’-noncoding region of and rhinovirus 
protease 3C, determinants of inter- 
action between, 14510 
Picrotoxin 
conversion from antagonist to allosteric 
potentiator, glycine receptor ago- 
nist transduction mechanism, 
13799 
Pigment 
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retinal epithelium, 11-cis retinol dehydro- 
genase in, 1107 
Pigment epithelium-derived factor 
behaves like an noninhibitory serpin, 
neurotrophic activity does not re- 
quire serpin reactive loop, 25992 


PilA 
has GTPase activity, Neisseria gonor- 
rhoeae, 26045 
Pineal gland 
bovine, L-glutamate transporter presence 
in microvesicles of, 22314 
rat, circadian expression of transcription 
factor Fra-2, in, 27319 
PI-Scel endonuclease 
DNA binding and DNA cleavage activi- 
ties of, site-directed mutagenesis, 
5849 
Pituitary 
ATP-sensitive potassium channels in, rat, 
5691 
bovine, purification and characterization 
of novel carboxypeptidase D from, 
25007 
posterior, microvesicles accumulate nore- 
pinephirne, bovine, 11424 
proteasomes isolated from bovine lung, 
liver and, different catalytic activi- 
ties and subunit patterns of, 22645 
regulation of human a subunit gene ex- 
pression in placenta and, 26497 
tumor cell line, expression of TGF-£ in, 
770 
Pituitary cells 
Kv1.5 channel gene expression, depolar- 
ization effects, 6036 
Pituitary gland protein 
modulates intestinal fluid secretion, char- 
acterization of, 20615 
Pit-1 
N-terminal sequence of, dopamine-re- 
sponsive domain in, 7156 
tissue specific transcription factor, in 
vivo mutational analysis of DNA 
binding domain, 25520 
transcription activation, promoter spac- 
ing requirement for, 4484 
PI 3-Kinase. see Phosphatidylinositol 
3-kinase 
PI-3 kinase. see Phosphatidylinositol 
3-kinase 
PKC. see Protein kinase C 
PKR 
interferon-inducible kinase, signal trans- 
duction by, 3100 
pK shifts 
on complex formation, p,; residues, serine 
proteinase inhibitors, 27419 
Placenta 
adenosine deaminase is important for 
fetal development, mouse, 23891 
human, intramolecular and intermolecu- 
lar autophosphorylation, activates 
S6/H4 kinase (PAK 65), 21121 
regulation of human a subunit gene ex- 
pression in pituitary and, 26497 
specific expression of cytochrome P-450 
gene, regulation of, 25064 
Placenta cDNA library 
human, identification of membrane-type 
matrix metalloproteinase-2 gene 
from, 23013 
Placenta growth factor heterodimer 
naturally occurring, purification and 
characterization, 7717 
Plakoglobin 
identification of domains required for as- 
sociation with N-cadherin and 
a-catenin, 20201 
Plamitoyl actytransferase 
palmitoylates myristoylated proteins, 
characterization of, 22399 
Planar lipid bilayers 
phosphorylation of nodulin 26 on serine 
262 affects voltage-sensitive chan- 
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nel activity in, 27051 
Plant cell walls 
hydroxyproline-rich, glycopeptides from, 
tandem mass spectrometry, 2541 
Plant proteins 
isoprenylation of, 566 
Plasma cytoma 
murine, downstream site of junB gene 
that mediates response to interleu- 
kin-6, 31129 
Plasma membrane 
associated Ras-related GTPase, ARP, 
30657 
calcium-ATPase isoform 4C1, carboxyl 
terminus of, endoplasmic reticu- 
lum retention, 2679 
calcium-pump, mutants in nucleotide 
binding of, 30111 
calcium pump, tissue distribution of iso- 
forms, 12184 
calcium translocation across, using cal- 
cium green D,, primary osteo- 
blasts, 22445 
characterization of novel phosphatidate 
phosphohydrolase, rat liver, 19422 
glycosylphosphatidylinositols in, MDCK 
cells, 24150 
hydrogen-ATPase 
functional complementation by a plant 
hydrogen-ATPase gene, Saccharo- 
myces cerevisiae, 23828 
transport coupling ratio in, yeast, 
19659 


identification and characterization of 
multidrug ATP binding cassette 
transporter SNQ2, Saccharomyces 
cerevisiae, 18150 
monovalent cation channel, activation of 
inositol triphosphate, rat 
megakaryocytes, 16638 
myristoylation of hisactophilin, Dictyoste- 
lium, 596 
stimulation, matrix metalloproteinase-2 
activity, 999 
V-ATPase, regulation by dissociation of 
peripheral subunits, 5649 
Plasma membrane calcium-APTase 
transmembrane domain six, calcium ion 
ligation in, 27812 
Plasma membrane hydrogen-ATPase 
Saccharomyces cerevisiae, genetic analy- 
sis of fluorescein isothiocyanate 
binding site of, 8655 
second structure of, and membrane-asso- 
ciated proteolytic peptides, Neuros- 
pora crassa, 17685 
Plasma membranes 
cofilin activation induces dephosphoryl- 
ation and translocation to, in 
HL-60 cells, 19551 
1,4-dihydropyridine binding sites in, Phy- 
scomitrella patens, 23461 
Plasma phospholipid transfer protein 
activity and mRNA regulated by lipopo- 
lysaccharide and dietary choles- 
terol, 17133 
Plasma protein secretion 
interleukin-6 induction of, modulated by 
p53 species, hepatoma cells, 23159 
Plasmid 
DNA replication, not dependent on prior 
chromatin assembly, in Xenopus 
egg extracts, 29676 
Plasmid pMV158 
supercoiled or single-stranded DNA, rep- 
lication of protein RepB, 3772 
Plasmid pSM1i9035 
B recombinase of, Hbsu requirement for 
activity, 2938 
Plasmid R100 
encoded TralI endonuclease, characteriza- 
tion of, 21319 
Plasmin inhibition 
amyloid £-protein precursor mutant of 
kunitz-type protease inhibitor do- 
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main enhances, 22827 
Plasminogen 
activation by tissue plasminogen activa- 
tor, acceleration by prothrombi- 
nase components, 17871 
human, transglutami dified, loca- 
tion of e-(y-glutamy])lysyl cross- 
linking site, 17929 
interaction with streptokinase, 29601 
type 1 and 2, activation by type I and II 
tissue plasminogen activator, 3261 
Plasminogen activator 
novel, from snake venom, 10246 
tissue-type 
gene expression, retinoic acid induction 
of, 7167 
intracellular folding, 4797 
substrate specificity of, 7558 
tissue type, interaction with urokinase 
type plasminogen activator, 8680 
urokinase type 
inhibitor isolation by ecotin phage dis- 
play, 12250 
interaction with tissue type plasmino- 
gen activator, 8680 
Plasminogen activator inhibitor type 1 
interaction with single-chain urokinase, 
20032 
Plasminogen activator inhibitor type 2 
inhibits tumor necrosis factor a-induced 
apoptosis, 27894 
Plasminogen activator inhibitor 1 
binding of fibrin, role in plasminogen ac- 
tivator mediated fibrinolysis, 
11205 
mutants, tissue-type plasminogen activa- 
tor-specific, 9301 
Plasminogen activator inhibitor-1 
acid stabilization of, depends on protona- 
tion of single group, 27942 
fluorescent probe study of, 5395 
Plasminogen activator inhibitor-1 promoter 
pro-a2(I) collagen and, TGF-f regulation 
of, 4473 
Plasminogen activator receptor 
urokinase type, nonessential in develop- 
ment or fertility, mouse, 16886 
Plasminogen 2 
glycoforms, sialic acid content of, fibrino- 
lytic activity and, 5877 
Plasmodium falciparum 
human red blood cells infected by, char- 
acterization of transport of L and 
D-lactate, 15045 
immunogenic circumsporozoite protein, 
anchorage on surface of Dictyoste- 
lium discoideum, 12941 
verapamil reverses resistance to chloro- 
quine, 22393 
Plasticity 
monomers, high hydrostatic pressure ef- 
fects, 2061 
Plastocyanin 
degradation in copper-deficient Chlamy- 
domonas reinhardtii, 23504 
Platelet-activating factor 
stimulation, heparin-binding epidermal 
growth factor-like growth factor, 
monocytes, 7787 
Platelet-activating factor acetylhydrolase 
bovine brain, cloning and expression of 
cDNA encoding B-subunit of, 31345 
enhanced association with lipoprotein(a), 
31151 
plasma, a secreted phospholipase A, with 
a catalytic triad, 25481 
Platelet-activating factor acetylhydrolase II 
purification and characterization, bovine 
liver, 22308 
Platelet-activating factor receptor 
human, role of N-glycosylation in expres- 
sion of, 25178 
Platelet-activating factor receptor gene 
characterization of promoter region, 
14123 
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Platelet activation factor 
induces Nf-«B activation through G pro- 
tein coupled pathway, 14928 
Platelet adhesion 
interaction of integrin a;,8, with fibrino- 
gen domains during, 28812 
Platelet binding site 
Factor XI A3 domain, 6734 
Platelet derived growth factor 
A and B chain isoforms, binding and reg- 
ulation by az-macroglobulin, 16236 
signal transduction differences between a 
and £ receptors (correction to 1994 
article), 10358 
Platelet-derived growth factor 
activation and translocation of c-Src, to 
cytoskeleton, 2264 
proximal A-chain promoter, interaction of 
Sp1 and Egr-1 in, cultured vascu- 
lar endothelial cells, 27679 
receptors, activation of phospholipase 
C-y, 7773 
signal transduction, interferon-inducible 
kinase PKR, 3100 
a-Platelet-derived growth factor 
carboxyl-terminal domain of, focus form- 
ing activity, 7033 
Platelet-derived growth factor-A 
chain gene, nuclear protein in mesangial 
cells binding to, 5541 
Platelet derived growth factor BB 
effects on p125 FAK, paxillin tyrosine 
phosphorylation, cell migration, 
VSMC and fibroblasts, 11367 
Platelet-derived growth factor-BB 
growth modulation, aj-macroglobulin, 
6389 
Platelet derived growth factor receptor 
convergence of signaling cascades with 
angiotensin, in vascular smooth 
muscle cells, 12563 
Platelet-derived growth factor receptor 
B-type, conformation-specific antibody to, 
7975 
Platelet-derived growth factor a-receptor 
expression stimulated by native and acti- 
vated a,-macroglobulin, vascular 
smooth muscle cells, 30741 
Platelet-derived growth factor B-receptor 
ligand-stimulated, degradation process 
involves ubiquitin-proteasome pro- 
teolytic pathway, 29447 
a-Platelet-derived growth factor receptor 
structural role for extracellular domain 1 
of, 27595 
Platelet derived growth factor type-6 
receptor 
Rho association with, 17221 
Platelet-derived growth factor 2/c-sis 
mRNA leader mediated translational re- 
pression, relieved during 
megakaryocytic differentiation, 
10559 
Platelet/endothelial adhesion molecule-1 
mouse, alternative splicing of cytoplasmic 
exon alters binding characteristics, 
23672 
Platelet factor Va 
human, mechanism of inactivation, from 
normal and activated protein C- 
resistant individuals, 20794 
Platelet factor 4 
interleukin 8 chimeric mutant with, sup- 
presses myeloid progenitor prolif- 
eration, 23282 
Platelet factor-4 
inhibition of mitogenic activity of 
VEGF 2; and VEGF j,, 15059 
Platelet glycoprotein Ib 
binding by von Willebrand factor, amino 
acid residues essential for, 13406 
Platelet glycoprotein Iba gene promoter 
identification of GATA and Ets binding 
motifs within, 24532 
Platelet glycoprotein V 
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expression of, association with GP Iba on 
cell surface, 16302 
interaction with glycoprotein Ib-IX regu- 
lates expression of glycoproteins, 
transfected melanoma cells, 14693 
Platelet integrin a;p,B3 
protein loop grafting constructs tissue- 
type plasminogen activator variant 
that binds, 30486 
Platelet membrane skeleton 
dystrophin-related protein in, 27259 
Platelet p47 phosphoprotein 
phosphorylation mediated by lipid prod- 
ucts of phosphoinositide 3-kinase, 
29525 
Platelets 
ADP-induced responses, inhibited by co- 
valent modification of aggregin by 
8-(4-bromo-2,3-dioxobutylthio)ADP, 
24482 
collagen and thrombin stimulated hu- 
man, phosphorylation of cytosolic 
phospholipase A, 25885 
human 
cytosolic phospholipase A, differential 
activation by thrombin and throm- 
bin receptor agonist peptide in, 
14816 
integrin a;),83 mediation of CDC42Hs 
translocation to cytoskeleton, 
17321 
neutrophil derived cathepsin G, prote- 
olysis of, endothelial cell thrombin 
receptor and, 11168 
phosphatidylinositol (3,4,5)-triphos- 
phate stimulates phosphorylation 
of pleckstrin, 22807 
phosphatidylinositol 3,’4’-biphosphate 
synthesis in, 13179 
protelytic processing of Alzeheimer’s 
disease BA4 amyloid precursor pro- 
tein, 14140 
p72syk activation by anti-CD9 mono- 
clonal antibody, 15119 
thrombin activation of, phosphorylation 
of threonine 558 in moesin by, 
31377 
thrombin induces activation of p38 
MAP kinase, 27395 
identification of p21ledc42/racl-activated 
serine/threonine kinase rapidly 
activated by thrombin in, 26690 
integrin alIbB3, agonist stimulated li- 
gand binding, B lymphocytes, 
18631 
isoforms of calcium-ATPase located in 
distinct functional calcium pools, 
21050 
membrane glycoprotein VI, cAMP-insen- 
sitive activation of Syk and c-Sre 
protein-tyrosine kinase through, 
28029 
multimerin complexed with factor V, 
19217 
role of phosphoinositide 3-kinase in acti- 
vation of, 11358 
shape change, induced by thrombin re- 
ceptor activation, 1057 
soluble von Willebrand factor, character- 
ization of mechanism mediating 
shear-dependent binding to, 23352 
tyrosine phosphorylation role in regula- 
tion of protein-tyrosine phosphata- 
ses, by integrin a;;,83 in, 11927 
Platlet-derived growth factor 
regulation of focal adhesion kinase 
pp125*4* tyrosine phosphoryla- 
tion, 10199 
Platlet-derived growth factor receptor 
trafficking, phosphatidylinositol 3-kinase, 
postendocytic soquivemnent, 13225 
PLC. see Phospholipase C 
PLCyl1 
SH2 domains, association with p72syk, B 
lymphocytes, 11806 
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Pleckstrin 
Db1 homology regions and, functional 
roles for son-of-sevenless (Sos), 
15954 
inhibition of phosphoinositide hydrolysis 
initiated by G-protein-coupled and 
growth factor receptors, 14485 
tidylinositol (3,4,5)-triphosphate 
" stimulates phosphorylation of, hu- 
man platelets, 22807 
regulation by protein kinase C through 
phosphorylation sites near N-ter- 
minal pleckstrin homology domain, 
23317 
Pleckstrin homology domain 
B-adrenergic receptor kinase, mutational 
analysis of, 17000 
G,-coupled receptor signaling, cellular 
expression of, 12984 
insulin receptor substrate in, sensitizes 
insulin signaling, 11715 
mediates B-adrenergic receptor kinase 
membrane association and activa- 
tion requires G,, subunits and 
lipid, 11707 
N-terminal, regulation of pleckstrin by 
protein kinase C through phospho- 
rylation sites near, 23317 
Pleckstrin homology region 
tyrosine phosphorylation of insulin recep- 
tor substrate-1, in vivo, dependent 
on, 18083 
PMA1 hydrogen-ATPase 
yeast, site directed mutagenesis of, role 
of cysteine residues, 28535 
PMP22 
characterization and identification of 
novel squamous cell-associated 
gene related to, 28910 
PMT2 gene 
protein O-mannosyltransferase, yeast, 





Pocket protein 
p-300 binding domains, DNA synthesis in 
ventricular myocytes, 7791 
Podocalyxin-like protein 1 
rabbit, molecular cloning, expression and 
characterization of, 29439 
Pol III-clamp complexes 
on DNA, chromosomal replication, 13384 
Poliovirus genome replication 
function of 3AB protein in, 14430 
Poliovirus protein 2C 
RNA binding activity of 2 regions, 10105 
Polo-like kinase 
cell cycle regulated, activation during mi- 
tosis, 21086 
Polyamine 
novel, 4-aminobutylcadaverine, in legume 
nodules, 9932 
Polyamine binding domain 
identification of, on regulatory subunit of 
protein kinase casein kinase 2, 
17400 
Polyamine binding protein 
cell surface, photoaffinity labeling of, 
28705 
Polyamines 
transport 
inorganic cation dependence of, breast 
cancer cells, 1695 
regulation in breast cancer, human, 
1685 
Polyaminolipids 
novel, enhance cellular uptake of oligonu- 
cleotides, 31391 
Polycyclic hydrocarbon metabolism 
rat CYP1B1, adrenal cytochrome P450, 
role in, 11595 
Polycystic kidney disease 
mouse, characterization and regulation of 
Ke 6 gene, 25213 
Polyhedrin promoter binding protein 
baculovirus, 30-kDa protein binding to, 
4405 
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Polyketide synthases 
homodimeric plant, reaction mechanisms, 
7922 
Polylysine 
sequence of K-RasB, farnesylation and 
geranylgeranylation of, 6221 
Polymer 
formation, glutamic acid 988 of human 
poly-ADP-ribose polymerase, 3247 
Polymerase 
f, mammalian base excision repair, bo- 
vine testis nuclear extract, 949 
Drosophila mitochondrial DNA, stimula- 
tion by DNA-binding protein, 860 
poly(A), tail length control, termination 
of processive synthesis, 2800 
transcription, Tetrahymena extracts, 
7601 
29 DNA, primer terminus stabilization, 


Polymerase binding domain 
masked and other functional domains of 
RAP74, 27035 
Polymerase chain reaction 
amplification, general error, clavaminate 
synthase expression, 4262 
Polymerase I 
reconstituted RNA, Saccharomyces cer- 
evisiae, 6205 
Polymerase II 


arrest on linear templates, 2290 
nucleotide requirements for open com- 
plex formation, 1277 
self-coded 3'-extension of run-off tran- 
scripts, 6298 
subunit TFIIF30, cDNA encoding, iso- 
lation of, 6292 
Polymeric IgA receptor 
immunoadsorption of hepatic vesicles 
carrying newly synthesized dipep- 
tidyl peptidase and, 27834 
Polymers 
hydroxycinnamic acid-derived, polyaro- 
matic domain of suberin, 7382 
Polymorphonuclear leukocytes 
human, 6-trans-isomers of leukotriene 
B,, metabolism in hepatoma cells 
and, 19845 
Polymorphonuclear neutrophils 
human, respiratory burst of, triggered by 
collagen type I binding to LFA 1 
integrin, 27495 
Polyoma virus 
primate, sialic acid-dependent virus-re- 
ceptor interactions of, 1308 
Polyomavirus major capsid protein VP1 
phosphorylation on serine 66 by casein 
kinase II, in vitro, 26006 
ap ee middle-T 
p hatidylinositol 3-kinase required for 
" activation and nuclear transloca- 
tion of MAP kinases, by serum or, 
29286 
Polyomavirus middle tumor antigen 
association with phospholipase C-,1, 
12331 
Polyoma virus replicon 
replication dependence on granulocyte 
macrophage-colony stimulating fac- 
tor, hematopoietic cells, 9615 
Polypeptide chain release factor RF-3 
function of, Escherichia coli, 10595 
Polypeptide chains 
recombinant a and £, reconstitution of 
functionally active complexes, 971 
Polypeptide elongation factor 2 
Sulfobolus solfataricus, 21082 
Polypeptides 
a- and B-, reconstitution, R. sphaeroides 
and R. rubrun light-harvesting 
complexes, 5793 
cellular C1 factor, herpes simplex virus 
enhancer complex, 4387 
stimulates ATP dissociation from hsp70 
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stimulated by Ydjlp, Saccharomy- 
ces cerevisiae, 10412 
Polyphenolic proteins 
hydroxyarginine-containing, in adhesive 
plaques of Mytilus edulis, 20183 
Polyphosphate 
inorganic, mammalian cells and tissues, 
5818 
Polyphosphate kinase 
yeast, is diadenosine-5’ ,5”-P'-P*-tetra- 
phosphate a,6-phosphorylase, 
19377 
Polyphosphates 
inorganic, acquisition of competence in 
Escherichia coli, 12980 
Polyphosphoinositides 
in vitro inhibition of arachidonoy!-diacyl- 
glycerol kinase, 28647 
Poly( ADP-ribose) polymerase 
cleavage by interleukin-18 converting 
enzyme and TX and Nedd-2 ho- 
mologs, 18715 
expression of, differentiation of 3T3-L1 
preadipocytes, 119 
glutamic acid 988 of, role in polymer for- 
mation, 3247 
identification of domains, protein bind- 
ing, 3370 
Poly(A) polymerase 
structure-function relationships in, Sac- 
charomyces cerevisiae, 26715 
Poly(ADP-ribose) polymerase gene 
inactivation of, role in oxygen radical and 
nitric oxide toxicity, islet cells, 
11176 
Polypurine tract sequence 
use of oligoribonucleotide containing, as 
primer by HIV reverse tran- 
scriptase, 28169 
Polysaccharides 
sulfated, biosynthesis, ascidian tunic, 
3132 
Polysialic acid 
expression, human STX cDNA confers, 
mammalian cells, 22685 
Polysialylation 
protein determinants for specific, NCAM, 
17171 
Polysialyltransferase 
regulation and development of, chicken 
embryo brain, 19357 
Poly(A) tails 
control, termination of processive synthe- 
sis, 2800 
Pore formation 
activity of a-hemolysin and membrane 
binding residues for oligomeriza- 
tion, Staphylococcus aureus, 23065 
Pore-forming domain 
Bacillus thuringiensis, organization of, 
2571 
Pore-forming toxin 
Staphylococcus aureus, photolabelling 
with 2-(*H|diazofluorene, 11348 
Porin 
yeast, lysine residues involved in assem- 
bly into mitochondrial outer mem- 
brane, 28331 
Porin-like channel 
leaf peroxisome membranes contain, 
17559 
Porphobilinogen deaminase gene 
DNase-I hypersensitive sites in, mouse, 
17368 
Porphobilinogen synthase 
conserved histidines not required for ca- 
talysis, Escherichia coli, 24054 
Porphyromonas gingivalis 
construction and characterization of argi- 
nine-specific cysteine proteinase 
deficient mutants, 23619 
Position specificity 
chimeric domain responsible for, flavonol 
sulfotransferases, 12498 
Post-transcriptional control 
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of expression of B-F ,-APTase gene, tran- 
scription and, biogenesis of mito- 
chondria, liver, 10342 
impaired, profilaggrin expression in ich- 
thyosis vulgaris and, 871 
Post-transcriptional modification 
processive, vitamin K-dependent carbox- 
ylation of peptide substrate, 30491 
Post transcriptional regulation 
ty retrotransposons, Saccharomyces cer- 
evisiae, minireview, 10361 
Post-translational modification 
microsomal 118-hydroxysteroid 
dehydrogenase 
liver, 2305 
liver (correction), 10360 
Potassium 
ATPase activity and, molecular chaper- 
one Hsc70, 2247, 2251 
binding sites, Kdp ATPase, 6678 
transport, inorganic pyrophosphatase 
and, plant vacuolar membrane, 
4368 
Potassium analog 
sodium as, on gastric hydrogen-potassi- 
um-ATPase, 7890 
Potassium channel 
activation, role of tyrosine phosphoryla- 
tion in, 24292 
ATP-dependent inward rectifier, novel, 
expression in glial cells, 16339 
cardiac inward rectifier, subunit CIR, 
does not comprise ATP-sensitive 
potassium channel Ixa7p, 28777 
high conductance calcium activated, 
characterization of tissue ex- 
pressed a subunit, 22434 
inhibition by alcohols, 19408 
inwardly rectifying, subunits interact to 
form G-protein-activated channels, 
expression by pancreatic islet cells, 
26086 
inward rectifying, identification of modi- 
fied cation selectivity by mutant 
selection, yeast, 24276 
mammalian, a-dendrotoxin footprint on, 
24776 
structure and function as reported by 
glycosylation sequon, 15336 
Potassium channel Ixacn 
G protein-gated, binding of GBy to, 29059 
Potassium channel KAT1 
amino terminus and membrane spanning 
segments confer inward rectifica- 
tion of plant-animal chimeric chan- 
nels, 17697 
Potassium channels 
ATP-sensitive, structure, function, and 
expression, rat tissues, 5691 
function, phospholipase A, modulation of, 
2885 
Kv1.5 voltage-gated, membrane depolar- 
ization inhibition of, pituitary 
cells, 6036 
mu opioid receptor-coupled, agonist-in- 
duced desensitization of, 589 
muscarinic, inward-rectifying, spermine 
gated, atrial myocytes, rabbit, 
9289 
neuronal and G-protein activated in- 
wardly rectifying, molecular prop- 
erties of, 28660 
B subunits, specific voltage-gated, cloning 
and characterization, 6272 
voltage-gated, subunit assembly of, 24761 
voltage-sensitive, kalicludines and kali- 
septine toxins for, 25121 
Potassium channel f-subunit (hKv61.3) 
novel, produced via alternative mRNA 
splicing, 28531 
Pou factor Brn-3b 
short isoform forms heterodimer with 
Brn-3a, 30958 
ppGpp 
rrnB P1 promoter control by, Escherichia 
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coli, 11181 
PPZ protein phosphatases 
Saccharomyces cerevisiae, salt tolerance 
in, 13036 
pp60 sre 
antibodies, phospholipase C-yl activation 
by angictensin II inhibited by, rat 
aortic smooth muscle, 15734 
human, activated mutants that escape 
c-Sre kinase regulation, 24222 
pp60°** tyrosine kinase 
sequence specificity of, 27112 
Pp60src-mediated phosphorylation 
connexin 43, 12751 
pp6o°*"" 
substrate specificity of, extraordinary ac- 
tive site, 5375 
pp60v-src tyrosine kinase 
hsp90 complex, possible regulatory role 
for serine/threonine phosphoryla- 
tion, 28654 
pp125F4* 
association with 77-kDa protein, mast 
cells, 12305 
pp125 focal adhesion kinase 
tyrosine dephosphorylation of, insulin 
stimulation, 991 
Preadipocyte differentiation 
vanadate reverses blockade of, by pro- 
tein-tyrosine phosphatase HA2, 
12123 
Preadipocytes 
fatty acids in, transcriptional effects, pro- 
tein cloning in, 2367 
3T3-L1, differentiation, poly(ADP-ribose) 
polymerase expression during, 119 
Pre-apocytochrome f 
in vivo maturation of, Chlamydomonas 
reinhardtii, 27797 
Precursor protein 
yeast mitochondrial protein import recep- 
tor Mas20p binding, 5565 
Precursors 
uncleaved, presentation of, peptide-MHC 
class I complexes, 6515 
Preeclampsia 
angiotensinogen mutation in, altered ki- 
netics of renin-angiotensin system, 
11430 
Prelantibiotic peptides 
characterization of, Bacillus subtilis 168, 
23533 
PRELP 
basic leucine rich repeat protein, primary 
structure of, connective tissue, 
25639 
Premature nonsense codons 
in vivo detection in T cell receptor tran- 
scripts reversed by protein synthe- 
sis inhibitors in vitro, 28995 
Prenylation 
specificity of G protein y subunit, influ- 
ence by regions outside CAAX mo- 
tif, 14835 
Prenylcysteines 
characterization of, that interact with 
P-glycoprotein and inhibit drug 
transport, tumor cells, 22859 
Prenyl! diphosphates 
photoreactive analogues of, inhibition of 
geranylgeranyltransferase type I 
and protein farnesyltransferase, 
19035 
Prenyl group 
specific type of, for efficient interaction 
with receptor G protein ysubunit 
requires, 25356 
Prenyl Rab9 
interactions, GDP dissociation inhibi- 
tor-a, guanine nucleotides, 11085 
Preosteoblasts 
rat, signal recognition particle 54-kDa 
subunit modulation by extracellu- 
lar matrix, 20891 
Pre-parietal cells 
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transgenic mice, T antigen induction of 
amplification, simian virus 40, 
15777 

Prephosphorylation 

kinetics of myosin light chain phospho- 
rylation reactions and, smooth 
muscle, 23966 

Preproparathyroid hormone 
processing and secretion of, 1629 
Preprotein receptor MOM72/MAS70 
assembly into protein import complex of 
mitochondrial outer membrane, 
27116 
Preproteins 

translocation accross cytoplasmic mem- 

brane, Escherichia coli, 30862 
Preprotein translocase 

SecYEG and SecA stoichiometric compo- 

nents of, 20106 
Prethrombin-2 

recombinant bovine, expression and fold- 

ing of, 163 
Pre-tRNA™* 

RNase P maturation of, specified by 
guanosine of 5’-flanking sequence, 
Escherichia coli, 15908 

Previtamin D, 

catalyzed thermal isomerization between, 
and vitamin D, via B-cyclodextrin 
complexation, 8706 

Primary neural cultures 

Alzheimer amyloid precursor proteogly- 
can in brain, production by astro- 
cytes, not by neurons in, 11839 

Primary response gene 

UBF is product of, 4209 

Primase 

topography of catalytic center, Esche- 

richia coli, 15711 
Primate 
polyoma viruses, sialic acid-dependent 
virus-receptor interactions of, 1308 
Primate ribonuclease gene family 
eosinophil derived cationic protein and 
neurotoxin, 21539 

eosinophil derived cationic protein and 

neurotoxin (correction), 30234 
Prion protein 

glycolipid anchored,N-terminal domain 
essential for endocytosis via clath- 
rin-coated pits, 14793 

human, truncated forms in normal brain 
and prion diseases, 19173 

isoforms of, minireview, 19197 

mutant displays aberrant membrane as- 
sociation when expressed in trans- 
fected CHO cells, 24589 

60-kDa Prion protein 
neuroblastoma cells, mouse, 3299 
Prion protein PrP© 

sulfated glycans stimulate endocytosis of 

cellular isoform, 30221 
PRK1 

activation by phosphatidylinositol 4,5- 
biphosphate and phosphatidyli- 
nositol 3,4,5-triphosphate, 22412 

Pam Promoter 

interaction between RNA polymerase, Pz 

promoter and, 30428 
Procarboxypeptidase A 

mast cell, 1300 

pancreatic, sequence and conformation of, 
6651 

Procaryotic hsp90 

eukaryotic and, structural organization 

of, 14412 
Procathepsin D 

phosphorylation, by N-acetylglucosamine 

1-phosphotransferase, 170 
Procathepsin L 

lysine-based structure in proregion of, 
recognition site for mannose phos- 
phorylation, 15611 

Prochymase 
human, activation, heparin role in, 2218 
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Procoagulant 
activity, specific regulation of, on mono- 
cytes, 26109 
Procoagulant activity 
calcium stimulation of, human erythro- 
cytes, 10468 
Procollagen 
Hsp47 and cyclophilin B cross endoplas- 
mic reticulum with, into pre-golgi 
intermediate vesicles, 18323 
al1(I) Procollagen gene 
increased expression in myocardial fibro- 
blasts, interaction with AP-1 tran- 
scription factor, tight skin mice, 
9313 
Procollagen type I gene 
tissue specific expression transgenic 
mice, 9622 
Procollagen 1 N-proteinease 
characterization of, partial amino acid 
sequencing of, 16724 
Proenkephalin cAMP-responsive enhancer 
DNA structure determines protein bind- 
ing and transcriptional efficiency 
of, 27702 
Profilaggrin 
decreased expression, ichthyosis vulgaris, 
impaired posttranscriptional con- 
trol effects, 871 
Profilaggrin endoproteinase 1 
characterization of, 28193 
Profilin 
G-actin in the presence of, binding of di- 
valent cation and nucleotide to, 
1501 
human, localization of binding site for 
phosphatidylinositol 4,5-bisphos- 
phate, 21114 
regulation of localization by phosphoi- 
nositide metabolism, Saccharomy- 
ces cerevisiae, 27045 
Profurin 
propeptide cleavage of, endoplasmic retic- 
ulum, 2695 
Progastrin 
glycine-extended processing intermedi- 
ates, induction of hydrogen, potas- 
sium-ATPase asubunit gene ex- 
pression, 11155 
glycine-extended processing intermedi- 
ates produce different early gene 
activation programs from those 
produced by gastrin, 28337 
Progelatinase A 
role of intermolecular autolytic cleavage 
in activation by cell membranes, 
30479 
thrombin induces activation of, vascular 
endothelial cells, 23730 
Pro-gelatinase A 
activation, functional transmembrane 
domain required for, 801 
Progelatinase B 
TIMP-1 bound to, inhibited by human 
neutrophil elastase, 16518 
Progesterone receptor 
transactivation function in, interacts 
with TAF,,110 subunit of TFIID 
complex, 21331 
Progesterone receptor B 
expression stimulated by estrogen, T-47D 
cells, 30693 
Proglucagon 
differential processing by subtilisin-like 
prohormone convertases PC2 and 
PC3, 26488 
processing by prohormone convertase 1 
and 2, in vitro, mouse TC1—6a, 
10136 
Proglucogon gene 
islet cell specific, transcription regulation 
by LIM domain homeobox gene 
sl-1, 12646 
Programmed cell death. see also Apoptosis 
ubiquitin conjugation pathway induction 
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of, insect skeletal muscle, 9407 
Prohormone 
processing, chromaffin granules, bovine 
adrenal medulla, 8201 
Prohormone convertase PC1 
and furin, human, substrate specificities 
studied by fluorescent peptidyl 
substrates, 19225 
Prohormone convertase PC2 
differential processing of proglucagon by 
subtilisin-like PC3 and, 26488 
identification of inhibitory region for, in 
neuroendocrine polypeptide 7B2, 
14292 
Prohormone convertase PC3 
differential processing of proglucagon by 
subtilisin-like PC2 and, 26488 
Prohormone convertases 
PC2 and PC3, processing of, different in- 
tracellular locations, 1402 
SPC2 and SPC3, modeling of substrate 
specificity, 13277 
structural elements directing specific 
processing of, 21509 
Prohormone convertase 1 gene 
human, neuroendocrine-specific expres- 
sion of, 15391 
Prohormone convertase 1,2 
processing of proglucagon, in vitro, 
mouse TC1—6a, 10136 
Prohormone thiol protease 
stimulation by forskolin, 13285 
Proinsulin 
intracellular transport of, pancreatic 
B-cells, 20417 
Pro-lactase-phlorizin 
processed to the 180-kDa intermediate, 
in rabbit but not human by PC6A, 
PC1/3 and/or furin, 25722 
Prolactin 
activation of STAT factors by, and inter- 
feron y, growth hormones, tyrosine 
phosphatase inhibitor, mammary 
epithelial cells, 20952 
activation of STAT5-like factor, lymphoid 
cells, 15942 
bovine, mutation of serine 90 to glutamic 
acid mimics phosphorylation of, 
27661 
dependent, novel heat shock response in 
Nb2 node lymphoma cells, 29614 
Prolactin gene 
composite Ets/Pit-1 binding site in, medi- 
ates transcriptional responses, 
20930 
Prolactin receptor 
antagonists, growth inhibition of, breast 
cancer cells, 13133 
Jak2 role in signal transduction, 10664 
mammary gland, tyrosine phosphoryla- 
tion of, rabbit, 5136 
Vav signaling, associated with, nuclear 
translocation,T-cells, 13246 
Prolidase 
hydrolysis of picolinylprolines by, 18437 
Proliferating cell nuclear antigen 
p21SDI1 C-terminal region involved in 
binding to, 17060 
structure-function relationship of, eu- 
karyotes, 22527 
Proliferating cell nuclear antigen binding 
site of human DNA polymerase 6, 7988 
Proliferating cell nuclear antigen gene 
promoter 
role of E2F in regulation during develop- 
ment, Drosophila, 25159 
Proliferating nuclear cell antigen 
FEN-1 binding and stimulation by, in 
lagging strand DNA synthesis, 
22109 
Proliferation 
thyroid cell, function of Pax-8 and TTF-1 
in, 23139 
Proline 
phosphorylation of PHF-tau and, 823 
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Proline dehydrogenase 
activity of PutA required for induction of 
put operon by proline, 9819 
Proline-rich motif 
conserved,SH3 domain of Crk binds to, in 
Esp15 and Eps15R, 15341 
Proline-rich proteins 1 and 2 
filaggrin, elafin, loricrin, keratin interme- 
diate filament, components, human 
epidermal cornified cell envelope, 
17702 
Prolyl 
catalyzed isomerization, DsbA-mediated 
disulfide bond formation and, oxi- 
dative protein folding, 5367 
Prolyl-4-hydroxylase 
a subunit, site directed mutagenesis of, 
human, 9926 
Pro-matrix metalloproteinase-9 
TIMP-1 complex, activation by 4-amino- 
phenylmecuric acetate and protein- 
ases, 18506 
Promoter 
r ing, nucleotid 
ase II, 1277 
Promoter-binding protein 
platelet-derived growth factor-A chain 
gene, mesangial cells, 5541 
Promoter elements 
mouse acetylcholinesterase gene, 1866 
Promoter hyperactivity 
glyceraldehyde-3-phosphate dehydrogen- 
ase and fatty acid synthetase, rat 
adipocyte, 1102 
Promyelocytic leukemia 
acute, 1,25-dihydroxyvitamin D, mono- 
cytic differentiation, independent 
of nuclear receptor binding, 15962 
Pro-opiomelanocortin 
identification of sorting signal motif for 
regulated secretory pathway, 8723 
Pro-oxidant 
bel-2 oncogene as, 3487 
Proparathyriod hormone 
preferential cleavage to parathyroid hor- 
mone by furin, 9517 
Propeptide mutations 
in yeast proteinase A, 8602 
Propeptides 
cleavage, furin transport out of endoplas- 
mic reticulum, 2695 
Prophyromonas gingivalis 
Arg-gingipain proteinase of, molecular 
cloning, 1007 
Proprotein convertase 
encoded by YAP3, is a glycophosphatidy- 
linositol-anchored protein, yeast, 
20847 
Prorenin 
human, analysis of prosegment variants, 
16355 
Prosomatostatin-II 
rescue from intracellular degradation by 
propeptide of preprosomatosta- 
tin-1, anglerfish, 18598 
Prostaglandin D synthase 
glutathione-independent, cysteine resi- 
dues of, 1422 
Prostaglandin D. synthase 
increased expression, c-kit ligand media- 
tion, mouse mast cells, 3239 
Prostaglandin endoperoxidase H synthase-1 
and 2 
intracellular locations for, 10902 
Prostaglandin-endoperoxide H synthase-1 
human, fatty acid substrate specificities 
of, 19330 
Prostaglandin-endoperoxide H synthase-2 
human, fatty acid substrate specificities 
of, 19330 
Prostaglandin endoperoxide synthase-1 
increased expression, c-kit ligand media- 
tion, mouse mast cells, 3239 
Prostaglandin-endoperoxide synthase-2 
human, transcriptional regulation by li- 
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popolysaccharide and phorbol es- 
ter, vascular endothelial cells, 
24965 
Prostaglandin EP, receptor 
mediated calcium ion/nitric oxide/eGMP 
pathway, gastric chloride channel 
activation via, 18781 
Prostaglandin E receptor EP3D 
selective coupling to G, and G, through 
residues of seventh transmem- 
brane domain, 16122 
Prostaglandin E, 
inductien of, and matrix metalloprotein- 
ases, by laminin SIKVAV peptide, 
10365 
salbutamol upregulates activity of cyclic 
nucleotide phosphodiesterase and 
desensitizes U937 cells to, 23598 
Prostaglandin F,,, 
activation of MAP-kinase, NIH-3T3 ceils, 
8984 
Prostaglandin G/H synthase I 
induction, stem cell factor and dexam- 
ethasone in mast cells, 8044 
Prostaglandin G/H synthase-1 
arginine 120 required for inhibition by 
nonsterioda! anti-inflammatory 
drugs, 29372 
Prostaglandin G/H synthase-2 
role in brain prostaglandins in neonates, 
24615 
Prostaglandin-H synthase 1 
cycloxygenase and peroxidase activities, 
inhibition by tepoxalin, 13948 
Prostaglandin H synthase-1 
reaction of tyrosyl radical from, with 
arachidonic acid, 10503 
requirements for cyclooxygenase activi- 
ties of hydroperoxide initiator, 
24019 
Prostaglandin H synthase-2 
requirements for cyclooxygenase activi- 
ties of hydroperoxide initiator, 
24019 
A'*-Prostaglandin J, 
induced expression of rat heme oxygen- 
ase gene, identification of cis-regu- 
latory element for, 21779 
Prostaglandins 
brain, role of prostaglandin G/H syn- 
thase-2 in, neonates, 24615 
Prostaglandin synthase 2 gene 
induction of expression by v-sre, 27622 
Prostasin 
human, messenger RNA, molecular clon- 
ing, tissue-specific expression, cel- 
lular localization, 13483 
Prostate 
androgen modulation of multiple tran- 


scription start sites, aspartate ami- 


notransferase gene, mitochondria, 
12629 
Prostate gland 
role of protein B23 phosphorylation dur- 
ing apoptosis, 21009 
Prostate-specific antigen 
oral contraceptive-induced expression, 
female breast, 6615 
Protease 
cellular, essential for HIV-1 gp160 proc- 
essing, 3154 
granule phenotype, mature cutaneous 
mast cells, preferential develop- 
ment, 2258 
growth regulatory, novel substrate of, 
differentiation of human leukemic 
cells, 1003 
human 26S, ATPase with identity to sub- 
unit 4 of, Saccharomyces cerevisiae 
gene expression in, 9178 
LexA-like, similarities with SipS of Bacil- 
lus subtilis, 3611 
26 S Protease 
cloning and expression of subunit rich in 
dileucine repeats, 23726 
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Protease Ci 
purification and characterization of, 
Escherichia coli, 29799 
Protease D 
evolution, Streptomyces griseus, 7594 
Protease inhibitors 
HIV-1, development of drug resistance to, 
minireview, 29621 
Protease nexin-2/amyloid £-protein 
precursor 
prothrombinase complex factor Xa, inhib- 
ited by, 23468 
Proteases 
prohormone processing, from bovine ad- 
renal medulla chromaffin granules, 
8201 
and proteoglycans packaging in granules 
of hematopoietic cells, 19524 
@-Macroglobulin-mediated clearance 
from plasma, Limulus polyphemus, 
13496 
Protease substrates 
phage display of, 6440 
Protease Ti 
ATPase component of, Escherichia coli, 
two ATP-binding sites in ClpA, 
8087 
Protease-3 
purification and characterization of, dog 
mast cells, 13164 
Proteasomal complexes 
in vive assembly of, implications for anti- 
gen processing, 27687 
Proteasome 
identification and characterization of as- 
sociated RNase activity, 22023 
intracellular degradation of iron regula- 
tory protein 2 by, regulated by 
iron, 21645 
from methanogenic archaeon, Methano- 
sarcina thermophila, 28617 
role, liver epithelial cells during oxidative 
stress, 2344 
20 S Proteasome 
peptide production governed by interfer- 
on-y-inducible 11 S regulator and 
LMP2/LMP7 subunits, 23808 
20S Proteasome 
and ubiquitin-dependent degradation of 
receptor tyrosine kinases, herbimy- 
cin A induction of, 16580 
26 S Proteasome 
developmental changes, abdominal inter- 
segmental muscles of Manduca 
sexta, 1850 
ubiquitinylation optional for degradation 
of c-Jun protein by, 11623 
Proteasome activator 
binds calcium, 29664 
Proteasome-like structure 
extracellular, C6 astrocytoma cells, ser- 
ine collagenase IV activity in, 4588 
Proteasome LMP2 
major histocompatibility-encoded, hu- 
man, 1966 
Proteasomes 
archaebacterial and eukaryotic prefer 
different sites for cleavage of gona- 
dotropin-releasing hormone, 11029 
isolated from bovine pituitary, lung and 
liver, different catalytic activities 
and subunit patterns of, 22645 
Protective antigen 
formation of ion channels by, effect of 
anthrax toxin’s lethal factor on, 
18626 
Protective protein/cathepsin A 
lysosomal, role of linker domain in cata- 
lytic action, 26441 
Protein 
14-3-3 family, stoichiometric phospho- 
rylation, 5706 
3AB Protein 
role for, poliovirus genome replication, 
14430 
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19-kDa Protein 
Golgi apparatus, neural cells, 1888 
25-kDa Protein 
B-lactam-induced, Vibrio cholerae, 2914 
50-kDa Protein 
from mRNPs, somatic cells, 3186 
67-kDa Protein 
SH2 and SH3 domains, AFAP-120, brain, 
3894 
77-kDa Protein 
pp125*4* association, tyrosine phospho- 
rylation by high affinity IgE recep- 
tor aggregation, mast cells, 12305 
190-kDa Protein 
novel insulin receptor substrate, 5698 
340 kDa Protein 
interaction with RCC1 protein, Xenopus, 
10658 
y Protein 
characterization of, and role in metallo- 
cluster assembly and maturation 
of dinitrogenase, Aztobacter vine- 
landii, 24745 
Protein A 
replication, DNA repair protein XPA 
binding and, 4152 
Proteinase 
antithrombin reactions with, acceleration 
by low affinity heparin, 9043 
Arg-gingipain, Porphyromonas gingivalis, 
molecular cloning of, 1007 
released by cultured cells, degradation of 
B-amyloid peptides with, 1369 
vasopressin receptor, ligand-induced 
cleavage of, 6476 
Proteinase A 
yeast, propeptide mutations in, 8602 
Proteinase-activated receptor-2 cDNA 
molecular cloning and functional expres- 
sion, mouse, 5950 
Proteinase inhibitor 
a,-antitrypsin, preparation and charac- 
terization of, 5282 
Proteinase inhibitory activity 
a,-inhibitor-3, a,-microglobulin destruc- 
tion of, 4478 
Proteinase inhibitor 6 
human, gene structure, chromosomal lo- 
calization, expression of murine 
homologue, 16089 
Proteinase K treatment 
sarcoplasmic reticulum calcium-ATPase 
calcium binding activity of trans- 
membrane segments after, 20123 
Protein B23 
role of phosphorylation during apoptosis, 
prostate gland, 21009 
Protein C 
activated 
inactivation of factor Va and Va®5°6@ 
by, factor Xa and protein S effects 
on peptide bond cleavages during, 
27852 
molecular defect from factor V, 4053 
thermal stability and domain-domain in- 
teractions, natural and recombi- 
nant, 13652 
Protein C gene 
promoter region mutations cause type I 
protein C deficiency by disruption 
of HNF-3 binding sites, 24216 
Protein C inhibitor 
potent inhibitor of thrombin-thrombo- 
modulin complex, 25336 
Protein complex 
Prtl-containing, purification of, Saccha- 
romyces cerevisiae, 4288 
Protein C receptor 
endothelial cell, molecular cloning, 5571 
Protein disulfide isomerase 
chaperone activity of, independent of thi- 
oredoxin-like active site, 17078 
human, complements a dsbA mutation 
and enhances pectate lyase C yield 
in Escherichia coli, 28210 
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interaction with calreticulin, 31338 
microsomal triglyceride transfer protein 
truncation disrupts interaction 
with, causes abetalipoproteinemia, 
14281 
secretion, steady state expression of, 
hepatocytes, rat, 20410 
Protein-disulfide isomerase 
unscrambles non-native disulfide bonds, 
28006 
Protein docking domain 
conserved noncatalytic 40-residue func- 
tions as, in hemicellulases and cel- 
lulases, anaerobic fungi, 29314 
Protein export 
mechanisms of, topogenesis of cyto- 
chrome oxidase subunit II, from 
mitochondrial matrix, 27079 
Protein farnesyltransferase 
and geranylgeranyltransferase type I, 
inhibition by photoreactive ana- 
logues of preny! diphosphates, 
19035 
Protein folding 
chaperonin-bound intermediates in facili- 
tated, 23910 
GroE-assisted, efficiency increased by 
manganese ions, 28387 
Protein footprinting 
human HIV-1 Rev protein, determination 
of intermolecular binding sites by, 
13777 
Protein N-glycans 
processing of, membrane bound B-N- 
acetylglucosaminidase, insect cells, 
17344 
Protein hydration 
during generation of coagulation factor 
Xa, aqueous phase and on phos- 
pholipid membranes, 15170 
Protein import 
mitochondria, 29848 
Protein import complex 
preprotein receptor MOM72/MAS70 as- 
sembly into, mitochondrial outer 
membrane, 27116 
Protein I/Y 
high mobility group, positive and nega- 
tive supercoils, 4355 
Protein kinase A 
activation, CFTR and, bovine tracheal 
epithelia, 1521 
dependent transactivation of, E2A-Pbx1 
fusion protein, 25340 
mutant insulin receptor phosphorylation 
decreased by protein kinase C and, 
15844 
NF-E2-DNA complex formation role of, 
erythroleukemia cell differentia- 
tion, 9169 
phosphorylation of Goodpasture antigen 
by, 13254 
regulation of adenylyl cyclase, 12481 
signaling pathway, mediation of cAMP- 
induced transcription by Sp1 bind- 
ing sites through, bovine CYP11A 
gene, 25402 
Protein kinase A pathways 
sodium/hydrogen exchanger isoforms dif- 
ferentially responsive to second 
messenger agonists of PKC path- 
ways and, 29209 
Protein kinase A-Raf 
hypertrophic agonists stimulate activity 
of c-Raf and, ventricular myocytes, 
26303 
Protein kinase C 
activation, transferrin receptor down- 
regulation in response to, K562 
cells, 3698 
activation by angiotensin II inhibits low 
threshold calcium channels, adre- 
nal glomerulosa cells, 15137 
activation enhances phosphorylation and 
stimulates degradation of interleu- 
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kin-8 receptor B, 10439 
alanine transport regulation, system B, 
3582 
annexin II heterotetramer Jn vitro phos- 
phorylation by, 27143 
cloning of fibroblast growth factor recep- 
tor 1 spliced variant lacking a site 
for, Xenopus embryos, 22758 
dependent, integrin a,B,, receptor medi- 
ated endocytosis of vitronectin, 
18593 
determination of in vivo phosphorylation 
sites, 26807 
direct activation of, 1a,25-dihydroxyvita- 
min D, and, 6639 
effects on receptor tyrosine kinase phos- 
phorylation and degradation, 
18953 
fatty acid bimodal action, and p47phox 
translocation, adherent monocytes, 
15111 
involvement, EGF stimulation of phos- 
pholipase D, Swiss 3T3 cells, 3980 
irreversible inactivation, peptide-sub- 
strate analog, 8056 
isoforms 
ether lipid regulation of, 7097 
mechanisms of growth reguiation, 78 
kit/stem cell factor receptor, identifica- 
tion of major phosphorylation sites 
for, 14192 
lipid cofactor interaction, parallel prob- 
ing, 1254 
localization of overexpressed isoenzymes 
in NIH 3T3 fibroblasts, 9991 
low affinity binding of phorbol esters to, 
in the absence of phospholipids, 
14679 
mechanism dependent on, chronic modu- 
lation of gastrin-releasing peptide 
receptor, 3346 
mechanism of interaction with phorbol 
esters, 25526 
mutant insulin receptor phosphorylation 
decreased by protein kinase A and, 
15844 
neuronal substrates, calmodulin stabili- 
zation of, 6741 
neuron-specific substrate of, neurogranin, 
structure and regulation of neuro- 
granin gene, rat, 10314 
partial inhibition of multidrug resistance 
by safingol is correlated with inhi- 
bition of, 26639 
pathways, sodium/hydrogen exchanger 
isoforms differentially responsive 
to second messenger agonists of 
PKA pathways and, 29209 
phospholipase C regulation, Y1-neuropep- 
tide Y interaction with, a,,, adre- 
nergic receptors, arachidonic acid 
and, 11789 
phospholipase D regulation, human neu- 
trophils, 19465 
phosphorylation 
and activation of B-Adrenergic receptor 
kinase by, 18660 
of B-50 and neurogranin during long 
term potentiation, 13892 
of CTP synthetase by,Saccharomyces 
cerevisiae, 14983 
of G,,, blocks interaction with By com- 
plex, 23119 
primary structure of G protein 7,2 sub- 
unit and, 29469 
of recepter-like protein-tyrosine phos- 
phatase, 10587 
of rhodopsin, 6710 
of sodium/potassium ATPase, struc- 
tural basis for species specific dif- 
ferences, 14072 
PKC down-regulation induced by, 2669 
pleckstrin regulation through phospho- 
rylation sites near N-terminal 
pleckstrin homology domain, 23317 
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regulation 
development of sodium dependent glu- 
cose transport, differentiation of 
intestinal epithelial cells, 12536 
by interleukin 1 and endothelin-stimu- 
lated diglycerides, mesangial cells, 
21632 
by monoalkylglycerol in Madin-Darby 
canine kidney cells, 11147 
sequence-specific DNA binding function 
of p53, 5405 


h h 





gosyip p yicholine activation of 
MAP kinase, requires pertussis 
toxin-sensitive G protein and, 3T3 
cells, 24334 
stimulation during calcium-induced kera- 
tinocyte differentiation, 1362 
structure, function and regulation, mini- 
review, 28495 
targeting, HIV-1 gag protein, 4792 
transforming growth factor 6 signaling 
pathways, role of phosphatidylcho- 
line-phospholipase C and, 13600 
1,25-dihydroxyvitamin D,-stimulated Egr 
induction and, 3642 
Protein kinase Ca 
activation inhibits signaling by insulin 
receptor family, 21600 
translocation, ceramide inhibition of, 
5007 
Protein kinase CB 
inhibition of thrombin receptor-mediated 
calcium entry by, 23887 
inhibition of translocation and function 
by C2 region-derived peptides, in 
vivo, 24180 
regulation of alternative splicing, by in- 
sulin, 13326 
Protein kinase Cé 
ATP binding mutant, characterization of, 
8311 
phosphorylation specific to, 6156 
residues in second cysteine-rich region of, 
role in phorbol ester binding, 
21852 
tyrosine phosphorylation promotion by, 
carbachol, substance P and phorbol 
ester, salivary gland epithelial 
cells, 13490 
Protein kinase Ce 
overexpression of, enhances nerve growth 
factor-induced phosphorylation of 
MAP kinase, and neurite out- 
growth, 30134 
PKC isozyme, role of calpain-calpastatin 
system in TRH down regulation of, 
rat pituitary GH,C, cells, 25115 
subcellular localization domains and pro- 
teolytic degradation sites, 19651 
Protein kinase C binding protein 35H 
novel member of adducin family, 25534 
Protein kinase CKII. see Casein kinase II 
Protein kinase c-Raf 
hypertrophic agonists stimulate activity 
of A-Raf and, ventricular myocytes, 
26303 
Protein kinase Cs 
calcium-calmodulin inhibits MARCKS 
protein phosphorylation by, C6 rat 
glioma cells, 24911 
Protein kinase c-Sre 
precision substrate targeting of, 27022 
Protein kinase C ¢ 
heterogenous ribonucleoprotein Al, new 
substrate for, 15884 
Protein kinase II 
calcium/calmodulin-dependent 
phosphorylation of, induction of long- 
term potentiation, 6119 
required for cADP-ribose-mediated in- 
tracellular calcium mobilization, 
30257 
stabilization through autoinhibitory 
domain, 2163 
mitogen-activated protein kinase-acti- 
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vated, autoinhibitory domain in, 
202 


Protein kinase IIp 
cAMP-dependent, mutagenesis of the reg- 
ulatory subunit of, 1935 
Protein kinase/phospholipase A, pathway 
activation by FceR1, requires Syk, 10960 
Protein kinase PKR 
interferon-inducible, modulates transcrip- 
tional activation of immunoglobu- 
lin x gene, 25426 
Protein kinases 
activation of cascades by osmotic shock, 
12781 
Byr2, target of Ras1, fission yeast S. 
pombe, 1979 
cGMP-dependent type II, dimeric iso- 
form, distinct regulatory and cata- 
lytic properties of type I isoforms, 
27380 
circumvention by phosphorylation modu- 
lators of P-glycoprotein-mediated 
multiple drug resistance independ- 
ent of, 28145 
ts of new h signal trans- 
duction pathway, 12664 
C-terminal d ins of sodium-hydrogen 
exchanger NHE3, role in stimula- 
tion/inhibition by growth factors 
and, 13716 
Dictyostelium, activation of Dictyostelium 
myosin ID, characterization and 
purification of, 11776 
DNA-dependent, stimulation by RNA po- 
lymerase II transcriptional activa- 
tor proteins, 1449 
dsRNA-activated, mutational analysis of 
binding, 2601 
dsRNA-dependent, activation by endo- 
plasmic reticulum calcium deple- 
tion, inhibits protein synthesis, 
16619 
dsRNA-regulated, activation by depletion 
of endoplasmic reticulum calcium 
stores, 6211 
heat-stable inhibitor, cell cycle regulated, 
2041 
inhibitors, isoforms of, catalytic subunits, 
7227 
isotypes, role in activation of T-cells, 
9833 








mitogen-activated 
activation by arachidonic acid, liver 
epithelial cells, rat, 4201 
glucose metabolism and, 3T3-L1 adipo- 
cytes, 3442 
inactivation of glycogen synthase ki- 
nase-3, NIH/3T3 cells, 987 
matrix/integrin interaction activation 
of, 269 
regulation of GATA-2 phosphorylation, 
4101 
stimulation by thyrotropin, human thy- 
roid follicles, 3693 
v-Abl-mediated apoptotic suppression 
associated with, 5956 
1,25-dihydroxyvitamin D,-stimulated 
Egr induction and, 3642 
mitogen activated, a, adrenergic receptor 
subtypes expressed in CHO cells, 
3491 
MST1 (human), cloning and characteriza- 
tion of, 21695 
novel diacylglycerol/phorbol ester-stimu- 
lated, expression of, 1455 
nuclear factor «B activation and, 4158 
phosphorylation 
CFTR activation by, 2158 
leflunomide inhibitor of, T-cell, 12398 
p42 mitogen-activated, activation of 
phospholipase A, 2360 
p70 S6, role in angiotensin II 
protein synthesis, vascular smooth 
muscle cells, 5225 
RAC, Drosophila, multiple forms, expres- 
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sion and activity, 4066 
Raf-1, complex between ras-binding do- 
main and p21’”**, 2901 
Ras-dependent mitogen-activated, REKS, 
2460 
requirement, thapsigargin induction of 
grp78, 494 
Protein kinase systems 
g2/M transition requires phosphorylation 
of oncoprotein 18 by two distinct, 
14175 
Protein kinase v-Abl 
precision substrate targeting of, 27022 
Protein modification 
mechanism of, glyoxal and glycoaldehyde 
by, 10017 
Protein phosphatases 
regulation, sequence-specific DNA bind- 
ing function of p53, 5405 
type 1 
interaction with ribosomal protein L5, 
19786 
regulation of transcription and DNA 
binding activities, retinoic acid re- 
ceptors, 10806 
subunit structure and regulation of, 
nuclei, rat liver, 17257 
type 2A 
dephosphorylation of Alzheimer paired 
helical filaments by, 4854 
deregulation of translational control of 
65-kDa regulatory subunit leads to 
multinucleated cells, 21374 
dimeric and catalytic subunit forms of, 
stimulated by C.-ceramide, rat 
brain, 12808 
identification of new family of regula- 
tory subunits, 26123 _ 
regulation of transcription and DNA 
binding activities, retinoic acid re- 
ceptors, 10806 
type 2B, dephosphorylation of Alzheimer 
paired helical filaments by, 4854 
Protein PO 
functional analysis of carboxyl terminal, 


Protein Rho 
lbe oncogene involvement in function, 
9031 
Protein R2 Y122F 
transient free radicals, role in iron/oxy- 
gen reconstitution of mutant, 
12361 
Protein S 
effect on peptide bond cleavage during 
inactivation of factor Va and 
Va5°6@ by activated protein C, 
27852 
Proteins. see also specific protein 
aA-crystalline binding, murine transcrip- 
tion factor in, 1221 
actin-binding, myristoylation and distri- 
bution betwen plasma membrane 
and cytoplasm, 596 
B-amyloid precursor, cytoplasmic domain, 
sorting signals in, 3565 
amyloid precursor, missorting in MDCK 
cells, 4058 
apical endosomal, rat intestine, 1583 
arylphorin-binding, Sarcophaga fat body, 
4624 


ATP-independent translocation, chloro- 
plast thyalkoid membrane, 1657 
band 3-like, identification in cardiomyo- 
cytes, 1315 
binding, poly(ADP-ribose) polymerase 
domains for, 3370 
calcium-binding bone, structure of, 6125 
calthrin-associated complex AP-2, inter- 
action with EGF receptor, 619 
candidate telomere end-binding, extent of 
site occupancy, 4509 
CCAAT/enhancer binding, transcription, 
insulin regulation of, adipocytes, 
647 
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cell surface binding, type I and II recep- 
tors and, for TGF-8, GH, cells, 770 
chitinase family, purification of human 
chitotriosidase, 2198 
cholesteryl ester transfer, effects on 
spherical rHDL, 189 
cholestery! ester transfer protein, binding 
of neutral lipids and, 612 
citrate transport, mitochondrial, overex- 
pression of, yeast, 4108 
cloning, transcriptional effects of fatty 
acids, preadipocytes, 2367 
collagen-binding, Streptococcus pyogenes 
strain 6414, 347 
conformatinal changes, E-C coupling, sar- 
coplasmic reticulum, 3017 
conformations of peptides corresponding 
to fatty acylation sites, 19439 
cyclase-associated, binding of actin mono- 
mers, 5680 
C2, cellular and secreted, 2674 
determinants, calnexin recognition of, 
class I MHC molecules, 3944 
DNA interactions, a,,adrenergic receptor 
gene, 5614 
Drosophila discs-large tumor suppressor, 
protein 4.1 binding interface, 715 
D1, turnover in low light, 806 
extracellular matrix, collagen family, 92 
k-DA gelatinase degradation, 1062 
FadR, Escherichia coli, acyl coenzyme A 
binding, 1092 
Fes-related, phosphorylation of, granulo- 
cyte-macrophage colony stimulat- 
ing factor and, 4950 
folding 
amphipathicity role in, 1048 
Escherichia coli GroEL facilitation of, 
1011 
gene 32, 41, and 59, bacteriophage T4, 
functional interactions, 2614 
Gy and Ga isoforms, bovine brain, 4189 
glycosylphosphatidylinositol-anchored, 
CD14, required for lipopolysaccha- 
ride binding, 361 
GTP-binding 
ADP-ribosylation factor-directed, 5232 
low molecular weight, HL-60 granulo- 
cytes, 3172 
high mobility group, DNA binding and 
bending by, 7394 
high mobility group I/Y, positive and neg- 
ative supercoils, 4355 
HIV gag, regulation by protein kinase C, 
4792 


homologous, different affinities for 
groEL, 1138 

human C-reactive gene, regulation in 
transgenic mice, 704 

IgG fusion, interferon y receptor ex- 
pressed as, CHO cells, 3958 

insulin-like growth factor binding, auto- 
crine secretion of, skeletal muscle 
cells, 2099 

insulin receptor substrate-1, recombinant 
human, 4870 

interaction, bud-site selection and assem- 
bly, Saccharomyces cerevisiae, 626 

interferon-inducible, binding to retino- 
blastoma protein, 6134 

interphotoreceptor retinoid-binding, sin- 
gle cis-acting element in, 1289 

iron-responsive element-binding, transla- 
tional repressor activity of, 4983 

Isx, regulation by oxidation or chelation, 
363; 


islet-specific, interaction with insulin- 
response element, glucagon gene, 
3039 

B-lactam-induced, Vibrio cholerae, 2914 

lipid exchange, small intestinal brush 
border membrane, 5917 

Maf family, murine small, activity and 
expression, 7615 

malarial circumsporozoite, gene transfer 
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mediated by, hepatocytes, 3667 
MARCKS, calmodulin blockade of, 1362 
membrane, degradation of, HLA-DRB 

chains in, 2379 
metalloregulatory, E. hirae, control of 

copper-ATPases, 4349 
microtubule-associated, non-cooperative 

binding to microtubules, 1035 
modification of ADP-ribose, via acid-la- 

bile linkages, 7929 
molecular chaperone, substrate binding 

properties of, 2139 
Mu A, step-arrest mutants, 1472 
NF-«B/Rel, differential transcriptional 

activation by, 3123 
N-terminal region, Brn-3a transcription 

factor dependent on, a-internexin 

promoter activation, 2853 
O-glycosylation, yeast, 2770 
open reading frame, polymorphic se- 

quence encoding, LINE-1, 2868 
oxidative folding, C2S/C10N-RNase T1, 

5367 
oxygen sensor, FixL, mutants of, Rhizo- 

bium meliloti, 5243 
peroxisome integralmembrane, 42-kDA, 

Yarrowia lipolytica gene PAY2, 

1429 
5pH dependent thylakoidal transport, 

chloroplast, 1663 
phosphatase-1 activity, stimulation by 

insulin, adipocytes, rat, 709 
phol like, chloride currents 
in, human breast tumors, 2176 
phosphorylated ribosomal S7, Tetrahy- 
mena, structural characterization 

of, 6000 
plant, isoprenylation of, 566 
plasma membrane, polarized distribu- 

tion, thyroid follicular epithelial 

cells, 2478 
polyhedrin promoter binding, baculovi- 

rus, 30-kDa protein binding to, 

4405 
porcine, NH,-terminal asparagine 

amidohydrolase, 25 
prion, scrapie-associated, 60-kDa prion 

protein with properties of, 3299 
promoter-binding, platelet-derived 

growth factor-A chain gene, me- 

sangial cells, 5541 
prot degradation of, liver epithe- 

lial cells, 2344 
protective, as an endogenous endothelin 

degradation enzyme, human tis- 

sue, 515 
PTS, rpoN operon, Escherichia coli, 4822 
Ran-binding, component of Ran/RCC1 

molecular switch system of bud- 

ding yeast, 1975 
regA, bacteriophage T4, COOH-terminal 

region of, mutagenesis of, 5107 
Rel and NFAT family, DNA binding do- 

mains, 4138 
retinol-binding, metabolism, transthyre- 

tin-deficient mice, 866 
ribosomal complex, temperature-depend 

ent conformational rearrangement, 

1238 
ribosomal S6, autophagy in rat hepato- 

cytes, 2320 
RNA polymerase II transcriptional acti- 

vator, stimulation of protein ki- 

nase by, 1449 
serine, B-glucan-sensitive, reconstitution 

and characterization of, 892 
SH2/SH3-binding, brain, 3894 
sialyllactose-binding, during granulosa 

cell differentiation, 7858 
single-stranded DNA-binding, mitochon- 

drial DNA polymerase activity 

and, 860 
son-of-sevenless, disassembly from Grb2, 

1485 
SRC family, kinase activity, SH3 regula- 
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tion of, 333 
sterol regulatory element-binding, cooper- 
ation, sterol regulation, 1161 
target of the FKBP12-rapamycin com- 
plex, mammalian cells, 815 
thrombin receptor, regulation by differ- 
ent pathways, 545 
TNF receptor binding, homology to 
hsp90, 3574 
transcriptional regulatory, YB-1, promo- 
tion of single-strandedness in DRA 
promoter, 3527 
transport, Giardia lamblia, 4612 
tyhrosine phosphatase LAR, antisense 
inhibition of, 2435 
tyrosine kinase tyk2, required for inter- 
feron binding, 3327 
tyrosine phosphatase, human 
dual-specific 
purification of, 3796 
purification of (correction), 10358 
tyrosine phosphatases, multiple dual 
specificity, liver cell lines, 1156 
tyrosine phosphorylation, platelet shape 
change and, 1057 
tyrosyl phosphatase, intrinsic tryptophan 
residues of, fluorescence measure- 
ment, 3809 
upstream stimulatory factor, L-type 
pyruvate kinase gene promoter, 
2640 
UvrB, structure and function, 8319 
vacuolar membrane, transport of metal- 
binding peptides by HMT1, 4721 
vesicle-associated membrane, PC 12 neu- 
roendocrine ceils, 1332 
viral, interacting with T cell-specific ki- 
nase p56’, 4729 
XPA, TFIIH recruited to excision repair 
factor by, 4896 
XPA and RPA, specific interaction be- 
tween, 4152 
yeast Secl, syntaxin-binding protein ho- 
mologous to, isoform of, 4963 
39-kDA receptor-associated, modulation 
of lipoprotein catabolism, 536 
50-kDa, from mRNPs, somatic cells, 3186 
70-kDa heat shock, keratin association, 
915 
190-kDa, novel insulin receptor sub- 
strate, 5698 
Protein synthesis 
channel phosphorylation and, regulation 
of RCK1 currents by, via cAMP 
analogue, 14611 
induction of components of, and folding 
in vascular smooth muscle cells, 
induced by hypertrophic and hy- 
perpiastic agents, 21404 
inhibited by activation of double stranded 
RNA-dependent protein kinase, 
16619 
initiation factors for, abundant RNA- 
binding protein, 5764 
Protein synthesis initiation factor 4E 
eukaryotic 
phosphorylation at Ser-209, 14597 
phosphorylation by insulin stimulated 
protamine kinase, 14824 
Protein Tau 
polymerization of microtubule-associated, 
24306 
Protein thermal aggregation 
in vitro, prevention by Sulfolobus solfa- 
taricus chaperonin, 28126 
Protein trafficking 
cell surface, human hepatoma cell mu- 
tant defective in, 16107 
Protein tyrosine kinase 
Eck receptor, ligand for, characterization 
of, 5636 
predominant expression in T cell lineage, 
identification, 1928 
Protein tyrosine kinase Csk 
role of catalytic base in, 22105 
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Protein-tyrosine kinase domain 
insulin receptor, catalytic core of, crystal- 
lization of, 8122 
Protein-tyrosine kinases 
activation following mast cell FceRI en- 
gagement, 23362 
Protein-tyrosine kinase 2C 
MAP kinase activation, affected by al- 
tered expression of, 293 embryonic 
kidney cells, 11765 
Protein tyrosine phosphatase 
CD45, associated with 116-kDa tyrosine- 
phosphorylated glycoprotein, 2313 
neuronal 
induced by nerve growth factor, 49 
induced by nerve growth factor (correc- 
tion), 23234 
novel receptor-type, cDNA cloning and 
characterization of, brain, 2337 
role of, and IxB-a serine phosphorylation 
in activation of NF-«B by tumor 
necrosis factor, 18881 
Protein-tyrosine phosphatase 
low molecular weight, cloning and char- 
acterization of gene for, Saccharo- 
myces cerevisiae, 18491 
Protein-tyrosine phosphatase 6 
transmembrane, molecular characteriza- 
tion of, 6722 
Protein-tyrosine phosphatase « 
isoform expressed in mouse mammary 
tumors initiated by ras and neu, 
26116 
Protein-tyrosine phosphatase HA2 
vanadate reverses blockade of preadiop- 
cyte differentiation by, 12123 
Protein-tyrosine phosphatase HePTP 
tyrosine phosphorylation induced by ag- 
gregated IgE receptors, basophilic 
leukemia 2H3 cells, rat, 21902 
Protein-tyrosine phosphatase PTP 
heteromorphic, regulated by CSF-1 in 
macrophages, 27339 
Protein-tyrosine phosphatase PTPH1 
human band 4.1 related, characterization 
of, 20067 
Protein-tyrosine phosphatase PTP1 
mammalian, kinetic mechanism of, 11199 
Protein-tyrosine phosphatases 
a and ¢, insulin receptor signal down- 
regulated by, 23126 
regulation by integrin a;p,83 via cytoskel- 
etal reorganization and tyrosing 
phosphorylation, platelets, 11927 
role of, in Statla-mediated cell signaling, 
25709 
specificity of phosphotyrosine for, 16052 
Protein-tyrosine-phosphatase {/B 
asparagine-linked oligosaccharides medi- 
ate binding to N-CAM and tenas- 
cin, 24650 
Protein-tyrosine phosphatase 1B 
role in negative regulation of insulin ac- 
tion, 20503 
Protein-tyrosine phosphatase 1D 
adapter function of, in insulin receptor/ 
IRS-1 interaction, 29189 
tyrosine phosphorylation, automodulation 
of, 24635 
Protein 4.1 
binding interface, glycophorin C and p55, 
715 
binding sites, human erythrocyte, 5360 
definition of domain involved in spectrin- 
actin binding, 21243 
Proteoglycan 
chondroitin sulfate, multiple forms gener- 
ated by alternative splicing, 958 
heparan sulfate, agrin, 3392 
lineage-specific, serglycin, 7437 
Proteoglycans 
aortic, human, proteolysis and fusion of 
low density lipoprotein particles 
strengthen binding to, human, 
12257 
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cell surface, LDL receptor related protein 
and, required for catabolism of he- 
patic lipase, 9307 

dermatan sulfate, linkage hexasaccharide 
isolated from, 7204 

heparan sulfate assembly enhanced by 
repetitive ser-Gly sequences, 27127 

mediation of inhibition of proteolysis, 
beta amyloid peptide, 18666 

and proteases packaging in granules of 
hematopoietic cells, 19524 

Proteoliposomes 

reconstituted, sulfate transport, media- 
tion by mammalian anion exchang- 
ers, 11251 

ricin A-chain tr | tion into, r ti- 
tuted from Golgi and endoplasmic 
reticulum, 23720 

Proteolysis 

calpain, PEST sequences in, 2032 

cell surface localization of, human endo- 
thelial angiotensin I-converting 
enzyme, 28962 

C-terminal post-translational, lectins, 
mass spectrometry of, Escherichia 
coli, 2563 

import of chimeric fusion protein into mi- 
tochondria prevented by, yeast, 
16689 

inhibition of, beta amyloid peptide, medi- 
ated by proteoglycans, 18666 

interglobular domain, catabolism of ag- 
grecan and, 2550 

metal ion regeneration and, E-selectin 
structure/function, 8138 

during oxidative stress, liver epithelial 
cells, 2344 

ubiquitin-mediated, inhibition by Arabi- 
dopsis 26 S protease subunit S5a, 
29660 





Proteolytic antibody light chain 
molecular cloning of (correction to 1994 
article), 20870 
Proteolytic cleavage 
pos-translational regulation, Axl receptor 
tyrosine kinase, 551 
Proteolytic pathway 
Lactococcus lactis, transport of B-casein- 
derived peptides in, 1569 
Proteolytic peptides 
membrane-associated, second structure of 
plasma membrane hydrogen-AT- 
Pase and, Neurospora crassa, 
17685 
Proteolytic processing 
nuclear factor-xB, human monocytes, 9 
Prothrombin 
activation, by prothrombinase, tubular 
flow reactor, 1029 
activation by prothrombinase, second 
Kringle domain in, 4551 
contribution of, to assembly of factor Va- 
factor Xa complex at phosphatidyl- 
serine containing phospholipid 
membranes, 26883 
Prothrombinase 
components, tissue plasminogen activa- 
tor, plasminogen activation by, ac- 
celeration by, 17871 
factor Va-mediated prothrombin activa- 
tion by, second Kringle domain in, 
4551 
prothrombin activation by, tubular flow 
reactor, 1029 
Prothrombinase complex 
factor Xa of, inhibited by protease nexin- 
2/amyloid B-protein precursor, 
23468 


Protoanemonin 
formation from 4-chlorocatechol by en- 
zymes of 3-oxoadipate pathway, 
29229 
Protochlorophyllide 
4-vinyl reduction of, bchJ mutants of 
Rhodobacter capsulatus, 3732 
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Proton 
pump, contribution to cytoplasmic regula- 
tion, osteoclasts, 2203 
Protonophoric activity 
and isomers of ellipticine, across energy- 
transducing membrane, mitochon- 
dria, 22709 
Proton release group 
terminal, glutamic acid 204, extracellular 
surface of bacteriorhodopsin, 27122 
Proton translocation 
nicotinamide nucleotide transhydroge- 
nase, Escherichia coli, 16653 
Proto-oncogene 
c-Cbl, coupling of, epidermal growth fac- 
tor receptor to, 25332 
Protoporphyrinogen oxidase 
cloning of cDNA for, complementation of 
hemeG mutant of Escherichia coli, 
8076 
Prototropic control 
of intramolecular electron transfer in tri- 
methylamine dehydrogenase, 
22196 
Pro-urokinase 
binding of urokinase-plasminogen activa- 
tor inhibitor-1 complex and, bind- 
ing to LDL receptor related pro- 
tein, 11770 
reversible inactivation of, by diisopropyl 
flurophosphate, 8408 
Prourokinase-annexin V chimeras 
construction, expression and character- 
ization of, 21594 
Proximal sequence element nucleotides 
contribute to differential expression of 
variant U4 small nuclear RNA 
genes, 27629 
Pro-a1(II) Collagen gene 
mouse, definition of active promoter seg- 
ments in, new rat chondrosarcoma 
cell line, 27711 
P, Promoter 
interaction between Ppy promoter, RNA 
polymerase and, 30428 
Pryococcus furiosus 
glycolytic role of glyceraldehyde-3-phos- 
phate ferredoxin oxidoreductase in, 
8389 
PsaC 
characterization of mixed ligand (4Fe-4S) 
cluster in C51D mutant of, photo- 
system I, 28118 
free and rebound, structural constraints 
for formation of iron-sulfur clus- 
ters in, photosystem I, 28108 
Psal 
of photosystem I, function of, cyanobacte- 
rium Synechocystis sp.PCC6803, 
16243 
P-Selectin 
tyrosine sulfation of P-selectin glycopro- 
tein ligand-1 required for binding 
to, 22677 
P-selectin 
internalization efficiency of, affect resi- 
dues in cytoplasmic domain, 26818 
major counter-receptor for, P-selectin gly- 
coprotein ligand-1, stimulated T 
cells, 21966 
P-selectin-binding 
metalloproteinase mocarhagin cleaves 
peptide from N terminus of p-se- 
lectin glycoprotein ligand receptor 
PSGL-1 and stops, 26734 
P-selectin glycoprotein ligand 
common for P- and E-selectins, 11662 
P-selectin glycoprotein ligand gene 
organization and chromosomal localiza- 
tion of, 16470 
P-selectin glycoprotein ligand receptor 
PSGL-1 


metalloproteinase mocarhagin cleaves 
peptide from,N terminus and stops 
P-selectin-binding, 26734 
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P-Selectin glycoprotein ligand-1 
major counter-receptor for P-selectin, 
stimulated T cells, 21966 
P-selectin glycoprotein ligand-1 
tyrosine sulfation required for binding to 
P-selectin, 22677 
P-selectin promoter 
human, regulation by Bcl-3 and members 
of NF-«B/Rel family, 23077 
Pseudomonas aeruginosa 
amidase operon, new genes encoding 
ATPase (AmiB) and integral mem- 
brane protein (AmiS), 18818 
characterization of phosphoprotein phos- 
phatase for phosphorylated nucleo- 
side-diphosphate kinase from, 
28246 
characterization of pyocin S3, 8920 
exotoxin A, active site mutations, 679 
Pseudomonas diminuta 7 
IorA and IorB, structural analysis of iso- 
quinoline 1-oxidoreductase genes, 
14420 
Pseudomonas exotoxin 
IL-13 chimera with, cytotoxic to human 
carcinoma cells expressing appro- 
priate receptors, 16775 
Pseudomonas exotoxin A 
mutations in elongation factor 2 gene 
confer resistance to diphtheria 
toxin and, 23218 
Pseudomonas putida 86 
two component enzyme system, 2-oxo-1,2- 
dihydroxyquinoline 8-monooxygen- 
ase, 17836 
Pseudomonas sp. 
soil strain extract, enzymatic degradation 
of, 218 
Pseudomonas sp YL 
mechanism of L-2-Haloacid dehalogenase, 
18309 
PSII-T 
new nuclear encoded lumenal protein 
from photosystem II, 12197 
Psoralen monoadduct 
site-directed, human DNA endonucleo- 
lytic incision 3’ and 5’ to a, 30709 
Psoralen photoadducts 
altered repair in triple helix targeted, 
22595 
PTB domain 
of She, specificity of, for B turn motifs, 
18205 
PTB domains 
binding specificities, distinct but overlap- 
ping,IRS-1 and She, 27407 
P-TEFb 
a transcription factor, purification of, 
12335 
PTH2 receptor 
identification of, parathyroid hormone 
and, 15455 
pts operon 
effects of FruR regulator, Escherichia 
coli, 2489 
PTS1 proteins 
import into peroxisomal matrix, role of 
PER 3 gene, Hansenula polymor- 
pha, 17229 
P-type ATPase 
intracellular, molecular cloning of, Dic- 
tyostelium, 28276 
puc Operon 
transcriptional regulation of expression 
in Rhodobacter sphaeroides, 20453 
Pulmonary surfactant protein A 
expression by epithelial cells of small and 
large intestine, 12162 
Pura 
human, retinoblastoma protein associa- 
tion with, regulates binding to sin- 
gle-stranded Pura recognition ele- 
ment, 24352 
Purine 
pyrimidine and, gene regulation, 1791 
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synthesis, mouse gene encoding three 
steps of, 1823 
Purine hydroxylase I 
gene coding for, Aspergillus nidulans, 
3534 
Purine nucleotides 
synthesis, bidirectional promoter for, 
chicken, 2403 
Purine permease gene 
Aspergillus nidulans, characterization 
reveals family of transporters con- 
served in prokaryotes and eu- 
karyotes, 8610 
Purine-pyrimidine 
homopolymer, transcriptional diode, 1791 
Purinergic receptors 
cell-specific, calcium entry and release in 
adrenal chromaffin cells, 5098 
Py, site-directed mutagenesis, 4185 
Purine specific sodium-nucleoside 
cotransporter 
bile canalicular, structure and expression 
of encoding cDNA, 13596 
Puromycin 
sensitive aminopeptidase, sequence anal- 
ysis, expression and functional 
characterization, 26931 
PutA 
proline dehydrogenase activity of, is re- 
quired for induction of put operon 
by proline, 9818 
Putella xylostella 
larvae, kinetics of Bacillus thruingiensis 
toxin binding with brush border 
membrane vesicles, 11887 
put Operon 
induction by proline, PutA proline dehy- 
drogenase activity required for, 
9818 
Putrescine 
transport 
hormonal and feedback regulation of, 
human breast cancer cells, 1685 
inorganic cation dependence of, human 
breast cancer cells, 1695 
PU.1 
CD18 transcription increased by GABP 
and, 23627 
Ig promoter activation by, 898 
Pyocin $3 
novel, characterization of, Pseudomonas 
aeruginosa, 8920 
Pyridine 
modification, heme environment of cyto- 
chrome bs5, 3193 
Pyridoxal phosphate aldimine 
intermediates 
stabilization of, tryptophan synthase sub- 
unit interaction, 7944 
Pyridoxal 5'-phosphate 
affinity for folding intermediates of ser- 
ine hydroxymethyltransferase, 
Escherichia coli, 19294 
a-(4-Pyridyl-1-oxide)-N-tert-butylnitrone 
spin trap, peroxidase mediated oxidation 
of deferoxamine stimulated by the, 
29265 
Pyrimethamine 
alteration of mitochondrial gene expres- 
sion and disruption of respiratory 
function by, CHO cells, 20668 
Pyrimidine 
purine and, gene regulation, 1791 
Pyrimidine dimer formation 
in situ nucleosome linker DNA conforma- 
tion probed with, 22440 
Pyrimidine methyl groups 
effects on DNA flexibility, 197 
Pyrococcus furiosus 
ADP-dependent novel glucokinase, purifi- 
cation and characterization, 30453 
hyperthermophilic archaeon, protein di- 
sulfide oxidoreductase from, 5748 
Pyrophosphatase 
inorganic 
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hexarneric, dissociation into trimers, 
Escherichia coli, 30804 
plant vacuolar membrane, hydrogen 
and potassium transport by, 4368 
H*-Pyrophosphatase 
vaculoar, site-directed mutagenesis of, 
2630 
Pyrophosphate 
binding site, ternary complex of Klenow 
fragment, 1945 
medium, synthesis of, by soluble mito- 
chondrial F, 16820 
stimulation of wild type and mutant cys- 
tic fibrosis transmembrane con- 
ductance regulator chloride chan- 
nels, 20466 
Pyr ph ph ba Iindt g sites 
f,-ATPase, in Escherichia coli, 12653 
Pyrophosphohydrolase 
activity, Ap,A from, firefly lanterns, 3706 
1-a-Pyrophosphory1-2-a,3-a-dihydroxy-4-p- 
cyclopentane-methanol-5-phos- 
phate 
glutamine phosphoribosylpyrophosphat 
amidotransferase and, 17394 
A’ Pyrroline-5-carboxylate synthetase 
removal of feedback inhibition, plants, 
20491 
Pyruvate 
membrane transporter for, cDNA cloning 
of MCT2, 1843 
Pyruvate dehydrogenase 
activity site of, tryptophan residue in thi- 
amin pyrophosphate binding, 4570 
human recombinant, mutagenesis studies 
of phosphorylation sites, 14297 
plant, E2 subunit of, cDNA clone, 5412 
Pyruvate dehydrogenase complex 
Escherichia coli K-12 
analysis of monoclonal antibodies to, 
and their inhibitory effect, 19736 
epitope mapping of monoclonal! anti- 
bodies to, 19744 
Pyruvate dehydrogenase kinase 
binding to recombinant constructs, dihy- 
drolipoyl acetyltransferase, 793 
gene family diversity in humans, 28989 
Pyruvate kinase 
leucoplast, import characteristics influ- 
enced by domain in, 16731 
Pyruvate kinase gene, L-type 
identification and functional character- 
ization of erythroid specific en- 
hancer in, 14989 
promoter, glucose-induced, 2640 
Pyruvate malate 
shuttle in mitochondria of pancreatic is- 
lets, 20051 
Pyruvate oxidase 
Escherichia coli, disulfide cross-linking 
of, 7896 
6-Pyruvoyltetrahydropterin synthase 
mutations of, causing hyperphenylala- 
ninemia, humans, 29498 
P, residues 
pK shifts on complex formation, serine 
proteinase inhibitors, 27419 
P2 nucleoside transporter 
uptake of diamidine drugs in, Trypano- 
soma brucei brucei, 28153 
P, nucleotide receptor 
new, molecular cloning and functional 
analysis of, 26152 
P.-P, butanediamide renin inhibitors 
crystallographic studies on binding 
modes of, 29520 
Py purinoceptors 
mutagenesis of, 4185 
p20 
characterization of in vivo phosphoryla- 
tion sites of initiation factor-4E 
and, Saccharomyces cerevisiae, 
26505 








p21 
inhibition of nucleotide excision repair 
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by, 22008 
p21-activated protein kinases 
activation of MAP kinase cascades by, in 
cell free extracts, Xenopus oocytes, 
26067 
p215* 
half-life increased by overexpression of 
Bcl-2, 26049 
p21°4*2Re activated kinase 
identification of, mouse, 22731 
p21-Cde42/Rac activated kinase (PAK) 
family 
molecular cloning of a new member of, 
25070 
P21cde42/racl-activated serine/threonine 
kinase 
identification of, rapidly activated by 
thrombin, in platelets, 26690 
p21 growth arrest pathway 
activation of and apoptosis by cytoplas- 
mic domain of integrin B, 22673 
p2lrac2 
translocation from cytosol to plasma 
membrane and NADPH oxidase 
activity, 11514 
p2liras 
cyclin D1 promoter activation by c-Ets-2 
and transforming, 23589 
desensitization by insulin, Grb2 during, 
1485 
guanine nucleotide exchange on, nitric 
oxide-stimulated, 7017 
homologous desensitizaton by insulin and 
growth factors, 23421 
regulation of activation by nerve growth 
factor and brain-derived neurotro- 
phic factor, neurons, 21751 
signaling targeting of reactive free radi- 
cals and cellular redox stress, 
21195 
p2Iras activation 
epidermal growth factor and insulin 


stimulated, negative feedback reg- 
ulation and desensitization of, 
25320 
P21SDI1 
C-terminal region involved in binding to 
proliferating cell nuclear antigen, 
17060 


p21" 
complex between ras-binding domain, 
human Raf-1 protein kinase, 2901 
p23 
hsp foldosome and, required for glucocor- 
ticoid receptor complex with hsp90, 
18841 
P34cdc2 
phosphorylation of casein kinase II, 
25872 
p35 
status, absence of radiation induced G, 
arrest, human lymphoblast cell 
lines with differing, 11033 
p35 protein 
baculovirus, inhibits Fas- and tumor ne- 
crosis factor-induced apoptosis, 
16526 
p35 subunit 
mouse interleukin-12, structure-function 
analysis, 5864 
P38 MAP kinase 
thrombin induces activation of, human 
platelets, 27395 
p38 mitogen activated protein kinase 
and Jun kinase activation by Cdc42 sig- 
naling and PAK-mediated signal- 
ing, 27995 
regulation of, by Rho GTPases via down- 
stream mediator Pak1, 23934 
p4oPh> 
interaction with p47°"™ and p67°>**: 
neutrophil oxidase complex, 5695 
P42mapk /erk2 
TNF-a induced activation of, role of 
MEK1 in, mouse macrophages, 
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p44,,, 
epithelial cells, TGF-B activation of, 7117 
p47phox 
cytosolic, interactions with NADPH oxi- 
dase, human neutrophils, 11216 
domain that interacts with human neu- 
trophil flavocytochrome 6,5, 26246 
p47phox translocation 
fatty acid bimodal action, protein kinase 
C and, adherent monocytes, 15111 


DNA binding function of, activated inde- 
pendently of casein kinase II, 
18165 
functional domains, transcriptionai regu- 
lation of, 6966 
human, suppression of yeast mutation 
rfti-1 by, 22556 
independent pathway 
activation of WAF1/CIP1 expression 
following oxidative stress via, 
29386 
induction of WAF1 expression by irra- 
diation via, KG-1 cells, 19181 
mediated inhibition of hepatitis B virus 
replication antagonized by X-gene 
product, 31405 
mutated, neoplastic transformation of rat 
embryo fibrobiasts by 
and activated ras oncogene causes hy- 
percalcemia, nude mice, 30857 
and activated ras oncogene induces 
PTHRP gene expression, nude 
mice, 30857 
phosohorylation, ultraviolet radiation- 
induced, 5511 
sequence-specific DNA binding function 
of, regulation by protein kinase C, 
5405 
species modulation of interleukin-6-in- 
duced plasma protein secretion, 
hepatoma cells, 23159 
temperature-sensitive mutant, inactiva- 
tion function within central region 
of, 23899 
transactivation ability of transcriptional 
activation domain of, related to 
binding affinity to TATA binding 
protein, 25014 
p53 
transcriptiona! repression of, by human 
T-cell leukemia virus type I tax 
protein, 28503 
p53 
with tumor necrosis factor and Sp1, coop- 
erate in transcriptional activation 
of HIV-1 long terminal repeat, 
19680 
wild type and mutant, effect on human 
multidrug resistance promoter, 
1894 
p53 tumor suppressor protein 
hormonal regulation of, T47D human 
breast carcinoma cell line, 28507 
p55 
protein 4.1 binding interface on, identifi- 
cation of, 715 
p55 tumor necrosis factor receptor 
cross-linking of cytoplasmic domain in- 
duces nuclear factor kB and medi- 
ates cytotoxicity, 17482 
death domains of, spontaneous signaling 
of, 387 
p56" k 
T cell-specific kinase, viral protein inter- 
acting with, 4729 
p60 tumor necrosis factor receptor-associ- 
ated kinase 
binds residues 344-397 within cytoplas- 
mic domain involved in TNF sig- 
naling, 14867 
p62 
RNA complexes, regulation by tyrosine 
phosphorylation, 2010 
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palmitoylation, structural requirements 


for, 
p65 
transcriptional regulation of ICAM-1 
gene by, 933 
p 65 NF-«B 
transactivation domain in, 15576 
p67phox 
cytosolic, interactions with NADPH oxi- 
dase, human neutrophils, 11216 
p70 
p56'**-associated, cell cycle progression in 
T-lymphocytes, 2506 
P705®* 
SQ 20006 blocks mitogenic action of, and 
transition to S phase of cell cycle, 
Swiss 3T3 cells, 26698 
p70*** 
activation resistant to high cyclic nucleo- 
tide levels, Swiss 3T3 fibroblasts, 
26619 
inactivation by rapamycin, wortmannin, 
and methylxanthine SQ20006, 
21396 
P70 S6 Kinase 
MAP kinase, p90rsk and, stimulation by 
insulin in mouse skeletal muscle, 
29928 
p72syk 
activation by anti-CD9 monoclonal anti- 
body, human platelets, 15119 
association with SH2 domains of PLC y1, 
B lymphocytes, 11806 
cloning of and alternative mRNA splic- 
ing, rodent, 12659 
Syk mutation in Jurkat E6-derived 
clones results in lack of expression, 
26533 
p80/85 Cortactin 
colocalizes with v-Sre and associates with 
Sre SH2 domain, transformed 
cells, 26613 
P85a 
novel site phosphorylation of epidermal 
growth factor receptor by Src me- 
diates interaction with Src and, 
15591 
P85 subunit 
phosphatidylinositol 3-kinase, interaction 
with grb2 and, 12774 
p90rsk 
inactivation of glycogen synthase ki- 
nase-3, NIH/3T3 cells, 987 
MAP kinase, p70 S6 kinase and, stimula- 
tion by insulin in mouse skeletal 
muscle, 29928 
roles for kinase domains of, 18848 
p94 
muscle-specific calpain, responsible for 
limb girdle muscular dystrophy 
type 2A, 31158 
p95""" 
tyrosine phosphorylation of, insulin de- 
pendence, 7712 
pll6 
tyrosine-phosphorylated, crk interaction 
on T cell activation, 2893 
P120cbl 
association with activated phosphatidyli- 
nositol 3-kinase in antigen recep- 
tor-ligated B cells, 27504 
p120°! 
tyrosine phosphorylation of, and associa- 
tion with epidermal growth factor 
receptor, 20242 
P125F4" 
sphingosylph ph yl holi induces ty- 
rosine phosphorylation of paxillin 
and, 24343 
p125 focal adhesion kinase 
paxillin tyrosine phosphorylation, cell 
migration, VSMC, fibroblasts, ef- 
fects of platelet derived growth fac- 
tor BB, 11367 
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p130°* 
integrin-mediated cell adhesion promotes 
tyrosine phosphorylation of, 15398 
tyrosine phosphorylation of cortactin and, 
role in integrin-mediated cell adhe- 
sion to extracellular matrix, 22259 
p190-B 
integrin crosslinking induces cluster with 
Rho, 30919 
p202. see Interferon-inducible protein 
P388D, cells 
photolabile agonists, substance P recep- 
tor from, mapping, 1213 
P-450 cholesterol side chain cleavage 
promoter 
stimulation of transcription by epidermal 
growth factor and c-Jun, ovine, 
18301 
P450c11AS gene 
molecular variance in, determinants of 
aldosterone synthase activity, Dahl 
rats, 16555 
P450c11 genes 
regulation of expression, adrenal, rat, 
1643 


Q 
Qp,-binding pocket 
deletion of PEST-like region of photosys- 
tem II modifies, no effect on turn- 
over of D1, 14919 
QPs1 
of succinate-ubiquinone reductase, identi- 
fication of ubiquinone-binding do- 
main in, 6193 
QSR1 gene 
homology to gene implicated in eukary- 
otic cell differentiation, Saccharo- 
myces cerevisiae, 9961 
Quadruplex nucleic acids 
G4p2 yeast gene product, specific affinity 
for, 9413 
Quinolones 
resistance to, yeast type II topoisomerase 
selected for, 1913 
Quinone reductase 
characterization of antioxidant response 
element, rat, 24468 


R 


Rab GDP dissociation inhibitor 
Rab GTPases, minireview, 17057 
Rab GTPases 
Rab GDP dissociation inhibitor, minire- 
view, 17057 
Rabies 
envelope glycoprotein fusion domain in 
vesicular stomatitis viruses and, 
17575 
Rabphilin3a 
enhances regulated secretion, adrenal 
chromaffin cells, 16714 
Rab1B 
regulation of exocytosis and processing of 
B-amyloid precursor protein, 10982 
Rab5 
effect of guanine nucleotide binding on 
tryptophan fluorescence properties 
of, 24204 
GDP dissociation inhibitor, cytosolic ac- 
ceptor for newly synthesized and 
prenylated, 26904 
recombinant, biochemical and functional 
characterization, 5048 
Rab5-RabGDI complex 
clathrin-coated vesicles on, GDP/GTP ex- 
change-stimulatory activity, bovine 
brain, 11257 
Rab6 
identification of novel GDP dissociation 
inhibitor isoform and other poten- 
tial partners of, 14801 
Rab7 
process of recruitment into late endo- 
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somes, 25541 
Rab9 
process of recruitment into late endo- 
somes, 25541 
Rac 
characterization of effector-specifying do- 
main involved in NADPH oxidase 
activation, 19868 
target proteins defined by conserved 
binding motif, 29071 
RAC protein kinase 
Drosophila, multiple forms, expression 
and activity, 4066 
Racl 
targets 68-kDa kinase and NADPH oxi- 
dase component p67phox, neutro- 
phils, 10717 
Rad 
characterization as a GTPase, 4805 
Radicicol 
inhibition, cyclooxygenase expression 
and, 5418 
Radixin 
in vitro, interdomain interactions of, 
25324 
Rad proteins 
nucleotide excision repair with, replica- 
tion protein A, transcription factor 
TFIIH, 12973 
Rad1 protein 
role in nucleotide excision repair and re- 
combination, Rad10 protein and, 
24638 
Rad2 
structure specific nuclease activity in, 
Saccharomyces cerevisiae, 30194 
Rad10 protein 
role in nucleotide excision repair and re- 
combination, Rad1 protein and, 
24638 
RAD14 
RAD23 promotes complex formation be- 
tween transcription factor TFITH 
and, 8385 
rad21 gene 
Schizosaccharomyces pombe, expression, 
regulation, and localization of, 
7703 
RAD23 
promotes complex formation between 
transcription factor TFIIH and 
RAD14, 8385 
RAD52 
expression of, in mammalian cells, con- 
fers resistance to ionizing radia- 
tion, 15467 
Raf 
domains, interaction with Ras, 9809 
Requirement for JAK2, Ras and, growth 
hormone activation of extracellular 
signal-regulated kinase/MAP ki- 
nase, 30837 
Raf binding 
14.3.3 { domains important for self-asso- 
ciation and, 23681 
RAF-1 
reduced activation of, by fibroblast 
growth factor receptor mutant, 
5065 
regulation, T cells, 5594 
Raf-1 
activated during mitosis, 26742 
cysteine-rich region interacts with activa- 
tor domain of post-translationally 
modified Ha-Ras, 30274 
disruption of Raf-1-Hsp90 complex, de- 
stabilizes, and results in loss of 
Raf-1-Ras association, 24585 
Raf-1-Hsp90 complex 
disruption of, destabilizes Raf-1 and re- 
sults in loss of Raf-1-Ras associa- 
tion, 24585 
Raf-1 kinase 
growth factor stimulation inhibited by 
IP-10 and MIP-1la, hematopoietic 
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cell line, 21998 
Raf-1-mediated pathway 
insulin activation of NF-«B via, mamma- 
lian cells, 24435 
Raf-1 protein kinase 
complex between ras-binding domain, 
p21’"” and, 2901 
human, functional mapping of N-termi- 
nal regulatory domain of, 14100 
interaction with G-protein By subunits, 
14251 
Raf-1-Ras association 
disruption of Raf-1-Hsp90 complex desta- 
bilizes Raf-1 and results in loss of, 
24585 
RAGE. see Receptor for advanced glycation 
end products 
Ral-GTPase 
connection to Rho pathways through 
RLIP76, 22473 
Ram/Rab27 
deficient geranylgeranylation in choroi- 
deremia, 24420 
Ran 
RCC1 molecular switch system, budding 
yeast, Ran-binding protein-1 in, 
1975 
RanBP1 
interaction with RCC1 protein, Xenopus, 
10658 
RAN-GAP 
interactions with C terminus of nuclear 
RAN/TC4 GTPase, 14405 
Ran-GTP binding sites 
characterization of Nup358, nucleoporin, 
14209 
RAP. see 39-kDA receptor-associated 
protein 
Rapamycin 
blocks interleukin-2 induction of prolifer- 
ating cell nuclear antigen gene ex- 
pression, T-lymphocytes, 9454 
FKBP12 and, target displays phosphati- 
dylinositol 4-kinase activity, 20875 
FKBP12 complex, isolation of protein tar- 
get of, mammalian cells, 815 
inactivation of p70°* by wortmannin, 
methylxanthine SQ20006 and, 
21396 
interleukin 4-inducible phosphorylation 
of HMG-I(Y), inhibited by, 22924 
resistance, TOR mutations confer by pre- 
venting interaction with FKBP12- 
rapamycin, 27531 
Rap1ib 
cyclic AMP-dependent activation of, 
10373 
Rap1GAP 
activity of tuberin, tuberous sclerosis-2 
gene, 16409 
RAP74 
human, functional domains of, including 
masked polymerase binding do- 
main, 27035 
RAS 
processing, effects of monoterpenes and 
lovastatin on, 17508 
Ras 
activation of mitogenic signaling pathway 
by phosphatidylcholine-hydrolyzing 
phospholipase C and, 21299 
binding, T cells, regulation of RAF-1 in- 
dependent of, 5594 
C-terminal side of switch I, constitutive 
effector region of, 4661 
dependent cell growth, inhibition by far- 
nesylthiosalisylic acid, 22263 
dependent changes in gene expression 
mediated by M, muscarinic recep- 
tors, cardiac myocytes, 8446 
desensitization of activation, feedback 
disassociation of SOS-GrB2 com- 
plex, 20883 
independent and Wortmannin-sensitive 
glycogen synthase activation by 
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insulin, Chinese hamster ovary 
cells, 11304 

induction of DNA demethylation, mouse 
embryonal cells P19, 12690 

interaction between, and kinase domain 
of MEKK1, 11757 

interaction with Raf doamins, 9809 

mediation, v-Sre-induced activation of 
phospholipase D, 6006 

MEK kinase dependent on, Xenopus eggs, 
2460 

negative regulator of, dual retinoblasto- 
ma-binding proteins, yeast, 25507 

not required for interleukin 3-induced 
proliferation of mouse Pro-B cell 
line, BaF3, 27880 

pathway for activation of c-fos serum re- 
sponse element, endothelin-1 nu- 
clear signaling, 11654 

processing, inhibition by a non-peptide 
mimetic of Ras-CAAX, 660 

p21, metabolic signaling by insulin and, 
2036 





Requirement for JAK2, Raf and, growth 
hormone activation of extracellular 
signal-regulated kinase/MAP ki- 
nase, 30837 

signaling pathway, regulation of DNA 
methylation by, 11327 

signaling pathway stimulated by leuko- 
cyte tyrosine kinase receptor-epi- 
dermal growth factor receptor chi- 
mera, 20135 

c-Ha-Ras 

conserved region not required for neurofi- 
bromin mediated hydrolysis, 27615 

c-Ha-ras 

regulation of urokinase promoter activity 
by, involves MAP kinase signaling 
pathway, 23007 

H-Ras 

farnesy| group of, facilitates activation of 
soluble upstream activator of MAP 
kinase, 26347 

Ras-AP-1 

signaling pathway, DNA methyltrans- 

ferase promoter induced by, 1595 
Ras-binding domain 

Raf-1 protein kinase, complex between 

p21", 2901 
Ras-CAAX 

non-peptide mimetic of, inhibition of far- 
nesyltransferase and Ras process- 
ing, 660 

Ras CAAX peptidomimetic FTI-277 
selective blockade of oncogenic Ras sig- 
naling by cytoplasmic accumula- 
tion of inactive Ras-Raf complexes, 
26802 
p120 Ras GTP-activating protein 

binding of two SH2 domains of, tyrosine 
phosphorylated p190 Rho GPTase- 
activating protein to, 17947 

Ras GTPase activating protein 

SH3 domain binding protein, substrate 
for Sre-related tyrosine kinas- 
e,Hck, 14718 

Ras/Map kinase pathway 

activation by v-Crk, PC12 cells, 20677 

ras Oncogene 

induces PTHRP gene expression and 
causes hypercalcemia, nude mice, 
30857 

Ras-Raf complexes 

inactive, induction of cytoplasmic accu- 
mulation by Ras CAAX peptidomi- 
metic FTI-277, blockade of ras sig- 
naling, 26802 

Ras/Raf interaction 

inhibition by anti-oncogenic mutants of 
neurofibromin, cell free systems, 
28834 

Ras-related GTPase 

plasma membrane associated, ARP, 

30657 
Ras signaling 
ras CAAX peptidomimetic FTI-277 block- 
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ade of, by cytoplasmic accumula- 
tion of inactive Ras-Raf complexes, 
26802 
Ras1 
protein kinase Byr2 is target of, 1979fis- 
sion yeast S. pombe, 1979 
RAW 264.7 cell line 
calci independent phopholipase A, 
mediates nitric oxide mobilizaton 
of arachiodonic acid in, 14855 
RBL-2H3 mast cells 
FceR1-mediated tyrosine kinase activa- 
tion, FceR1 subunits in control of, 
4013 





RCC1 
interactions with C terminus of nuclear 
RAN/TC4 GTPase, 14405 
RCC1 molecular switch system 
RAN-binding protein-1 in, budding yeast, 
1975 
RCC1 protein 
interaction with Ran, RanBP1, hsc70, 
and a 340 kDa protein in Xenopus, 
10658 
RCII-D1 protein 
role in reversible association of oxygen- 
evolving complex proteins with lu- 
menal side of photosystem II, 
30181 
RCK1 currents 
regulation of, by cAMP analogue via pro- 
tein synthesis and channel phos- 
phorylation, 14611 
RC3/neurogranin 
amphiphilic a-helix within, calmodulin 
stabilization of, 6741 
Reaction center II 
D1 protein degradation, repetitive light 
flashes and, 806 
Reactive oxygen intermediates 
c-Jun-c-Fos heterodimer induced by an- 
giotensin II, DNA binding activity 
mediated by, myogenic cells, 22129 
Reactive oxygen species 
role in cytokine and growth factor induc- 
tion of c-fos expression, chondro- 
cytes, 11727 
role in lysophosphatidic acid-stimulated 
MAPK kinase activation pathway, 
28499 
Reactor 
tubular flow, prothrombin activation by 
prothrombinase in, 1029 
Reassortment 
reovirus genome segments, 4181 
RecA 
central aromatic residue in loop L2 of, 
interacts with DNA, 30927 
strand-transfer activity, RecJ exonucle- 
ase, E.coli, 6881 
RecABCD-dependent homologous pairing 
Escherichia coli, recombinant hotspot y, 
role in, 16360 
RecA protein 
blockage of DNA strand exchange, re- 
versed by RuvA and RuvB pro- 
teins, 19473 
Escherichia coli, photocross-links be- 
tween single stranded DNA 
mapped to loops L1 and L2, 30230 
RecA protein filament 
alignment of three DNA strands within, 
minireview, 26021 
occurrence of three-stranded DNA 
within, 4943 
RecA protein P-loop mutants 
coprotease activity of, 8411 
recA-single-stranded DNA complex 
conformational state and linkage with 
NTP hydrolysis, 20322 
RecBCD enzyme 
monomeric, binds and unwinds DNA, 
24451 
strand specificity of DNA nicking at Chi 
sites by, 24459 
Receptor-adenylate cyclases 
from Leishmania donovani, 17551 
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Receptor associated protein 
chicken oocyte receptor for yolk precur- 
sors, model for action of lactoferrin 
and, 18219 
39-kDa Receptor-associated protein 
modulation, lipoprotein catabolism, 536 
Receptor-associated protein 
39 kDa, inhibitory effect on lipolysis- 
stimulated receptor, 17068 
Receptor for advanced glycation end 
products 
cellular binding site for amphoterin, 


Receptor y chain 
common, human interleukin-4, species- 
specific activities, ligand binding 
properties of human and murine, 
8452 
Receptor-like protein-tyrosine phosphatase 
phosphorylation by protein kinase C, 
10587 


Receptor phosphorylation 
truncation of follitropin receptor C-termi- 
nal tail does not impair uncoupling 
and, 26683 
Receptor protein-tyrosine kinase ligand 
Cek7, cDNA cloning, 3467 
Receptors. see also specific receptor 
acetylated low density lipoprotein, ex- 
pression in Chinese hamster ovary 
cells, 1921 
acetylcholine, recombinant DNA-derived, 
a-toxin resistance in, 4165 
amyloid precursor protein, normal func- 
tion of, 4205 
androgen 
gene, negative regulation by NF-xB, 
837 
N-terminal domain of, two transcrip- 
tion activation units in, 7341 
regulation of activation by dnaJ pro- 
tein, 5251 
a- and B-TGF, activation of phospho- 
lipase C-y by, 7773 
angiotensin, tetrazole and carboxylate 
groups of, interactions, 2284 
ANP, interactions, bovine lung mem- 
branes, 7672 
aspartate, mutations at methylation site, 


bone morphogenetic protein, character- 
ization of, 5476 
cAMP, Dictyostelium, occupancy of, 4418 
cell surface, phosphorothioate oligode- 
oxynucleotide binding to, bFGF 
effects, 2620 
central cannabinoid, amino-terminal var- 
iant in, 3726 
cholecystokinin, phosphopeptide mapping 
of, pancreatic acinar cells, 3435 
collagen, Streptococcus pyogenes strain 
6414, 347 
o-conotoxin site, sodium current inactiva- 
tion and, 1123 
cytokine, interaction with JAK kinases, 
6523 
diphtheria toxin, effects on heparin-bind- 
ing EFG-like growth factor, 1015 
dopamine D2, specificity of coupling to 
G-proteins, 7354 
D1-like, cloning and characterization, 
4005 
EGF 
interaction with clathrin-associated 
protein complex AP-2, 619 
involvement of TGF a B-loop in, 1612 
epidermal growth factor 
endocytosis and lysosomal targeting of, 
4325 
intracellular domain interactions be- 
tween, 3068 
ligand interaction, pH sensitivity of, 
4334 
Fc, low affinity gene regulation, human, 
1350 


ferric enterobactin, epitope fusions in, 
2483 
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fibroblast growth factor 2, high affinity 
binding with FGF 3, 6779 
formyl peptide, phosphorylation by 
GRK2, 1130 
gastrin-releasing peptide 
endocytosis, 4603 
modulation by protein kinase C-de- 
pendent mechanism, 3346 
glucagon, binding domains of, 7474 
B-glucan, ligand-binding 20-kDa subunit 
of, human molecular phagocytes, 
2145 
glucocorticoid, G2-synchronized cells, 
3359 
G protein-coupled 
arrestin interactions with, 720 
JNK activation through, 5620 
G-protein-coupled, PTH and PTH-related 
protein, endocytic signals in, 151 
granulocyte macrophage-colony-stimulat- 
ing factor, mouse, rational design, 
2233 
guanylyl cyclase, identification of, during 
Drosophila development, 7189 
guanylyl cyclase-A, dominant negative 
mutations of, 425 
hepatocyte growth factor, multifunctional 
juxtamembrane domain, 507 
heteromeric, for TGF-f and activin-A, 
GH3 pituitary tumor cells contain- 
ing, 765 
high affinity nerve growth factor, interac- 
tion with TrkA immobilizes gp75 
in, 2133 
human tumor necrosis factor-a, mapping 
domains critical for, 2874 
IgE, cells derived from mastocytosis, hu- 
man, 2258 
import, human peroxisomal C-terminal 
targeting signal, 7731 
inositol trisphosphate, binding, mersaly] 
effects, 3588 
inositol 1,4,5-trisphosphate, interaction 
with ankyrin-binnding domain, 
T-lymphoma cells, 7257 
insecticidal toxin, Bacillus thuringiensis, 
5490 
insulin 
down-regulation, role of transmem- 
brane domain and flanking amino 
acids, 3115 
Drosophila, homologue, signal trans- 
duction and, 4236 
dynamics of signaling, insulin-stimu- 
lated endocytosis, adipocytes, 59 
endogenous, neuroblastoma, 1881 
kinase activation, triggering of endocy- 
tosis, 5001 
NH,-terminal ligand binding site of, 
mapping of, 3012 
signaling, antisense inhibition of tyro- 
sine phosphatase and, 2435 
temperature-sensitive mutation of, de- 
letion of lysine 121 and, 476 
interferon-y, IgG fusion protein and, 
CHO cells, 3958 
interleukin-2, y chain gene promoter, 
functional analysis of, 7479 
interleukin-4, 140-kDa subunit of, tyro- 
sine phosphorylation, 966 
interleukin-5, a subunit promoter charac- 
terization, 1462 
interleukin-12, binding and signaling, 
mouse p35 participation in, 5864 
interleukin-13, comparison to interleukin 
4 several cell types, 3512 
kainate, goldfish, transmembrane topol- 
ogy, 2000 
mannose 6-phosphate/insulin-like growth 
factor II, G-protein interaction, 287 
MCP-1, signal transduction and ligand 
specificity of, embryonic kidney 
cells, 5786 
mechanism mediated by, transport of se- 
rum transthyretin into chicken oo- 
cytes, 2952 
M-type, secretory phospholipase A, bind- 


J. Biol. Chem., Vol. 270, 1995 


ing to, 5534 
mu, agonist-induced desensitization, 
GIRK1 channel, 589 
muscarinic, structure-function of coupling 
to G proteins, 3141 
muscarinic acetylcholine Hm1, i3 loop 
junctions of, 7405 
m2 muscarinic, gene expression, embry- 
onic lung cells, transcriptional 
down-regulation of, 7213 
neurotensin, internalization of, Thr-422 
and Tyr-424 residues and, 2439 
nicotinic acetylcholine 
lophotoxin effects, 281 
neuronal, subunit composition of, 4424 
transcriptional regulation of expres- 
sion, 4497 
N-methyl] D-aspartate subunit NR2C, 
gene structure, murine, 41 
opioid, regions involved in selective ago- 
nist binding, 6702 
x-opioid gene, 6421 
peroxisome proliferator-activated, repres- 
sion of hPParae and thyroid hor- 
mone receptors, 3836 
protease-inhibitor complex, differential 
recognition, 2841 
p55 tumor necrosis factor, spontaneous 
signaling of, 387 
retinoic acid, regulation of retinoid-re- 
sponsive elements, keratinocytes, 
3001 
retinoic acid a, transactivation and AP1 
antagonism functions of, 923 
ryanodine 
effect on E-C coupling, skeletal muscle 
cells, embryonic chick, 4220 
modulation by FKBP-12 mutants, 2451 
scavenger, signaling by, activation of 
NFxBin macrophage via, 3475 
serotonin, recombinant homo-oligomeric, 
expression, 6056 
a-SNAP, formation of high affinity bind- 
ing site, 2213 
substance P, mapping peptide-binding 
domains of, 1213 
T cell antigen, ZAP-70 binding to, inhibi- 
tion of, T cell signaling and, 944 
TGF-p 
functional analysis of, 7134 
soluble exoplasmic domain of, 2747 
thrombin 
activation, platelet shape change in- 
duced by, 1057 
expression, regulation by different 
pathways, 545 
thrombin and serotonin type 2, desensiti- 
zation, comparison of, 4813 
thyroid hormone, homodimeric and het- 
erodimeric pathways, 3107 
thyrotropin-releasing hormone, trunca- 
tion of, constitutive activity, 1041 
TNF, protein binding to, homology to 
hsp90, 3574 
transcobalamin II, expression and inter- 
actions, 8152 
transferrin, down-regulation, response to 
protein kinase C activation, K562 
cells, 3698 
transforming, tyrosine kinase, regulation 
by proteolytic cleavage, 551 
type I and type II, cell surface binding 
proteins for TGF-f8 and, GH, cells, 
770 
type 1 inositol 1,4,5-trisphosphate, 
T-lymphocytes, 2833 
tyrosine kinase, juxtamembrane domain 
of, 507 
vasopressin, ligand-induced cleavage by 
proteinase, 6476 
virus interactions, sialic acid-dependent, 
primate polyoma viruses, 1308 
vitamin D, interaction with transcription 
factor IIB, 4748 
AT, truncated, stable expression in 
CHO-K1 cells, 207 
B,-adrenergic, gene transcription, rat, 


31569 


157 
@2,-adrenergic, phosphorylation and de- 
sensitization, 4681 
a2 adrenergic, subtypes, expression in 
CHO cells, 3491 
A», adenosine, cAMP response to adeno- 
sine receptor agonists and, intesti- 
nal epithelia, 2387 
a gmacroglobulin, chicken oocyte, 6468 
Receptor tyrosine kinase 
phosphorylation and degradation, effects 
of protein kinase C on, 18953 
Receptor tyrosine kinases 
herbimycin A induction of ubiquitin-de- 
pendent and 20S proteasome deg- 
radation of, 16580 
Receptor tyrosine phosphatases u and «x 
homophilic interactions mediated by 
role of MAM domain, 14247 
role of MAM domain (correction), 
24621 
RecF protein 
interaction with RecR protein dependent 
on ATP and double-stranded DNA, 
Escherichia coli, 31397 
RecJ exonuclease 
Escherichia coli, enhancement of RecA 
strand-transfer activity by, 6881 
Recombinant antibodies 
peptide design and, 6628 
Recombinant proteins 
truncated, C-terminal extention of, Esch- 
erichia coli, 9322 
BRecombinase 
activity, requirement for Hbsu, 2938 
Recombination 
bovine prethrombin-2, expression and 
folding of, activation to thrombin 
and, 163 
DNA, role of partner homology, 4042 
domain III, Perlecan, cell attachment 
and, 404 
homologous, retinoid metabolism in tran- 
sthyretin-deficient mice, 866 
role of Rad1 and Rad10 proteins in nucle- 
otide excision repair and, 24638 
SCID defect, complementation of, 72-kDa 
protein in, 6788 
Reconstitution 
light-harvesting complex carotenoid, R. 
sphaeroides and R. rubrun, 5793 
Recoverin 
calcium binding to, amino-terminal myr- 
istoylation and, 4526 
calcium ion dependent interaction of, 
with rhodopsin kinase, 18060 
inhibition of rhodopsin kinase, 24127 
negative feedback in phototransduc- 
tion, 16147 
NMR evidence for calcium-induced extru- 
sion of myristoyl group of, 30909 
role of N-terminal acylation in rhodopsin 
phosphorylation, 15459 
RecR protein 
interaction with RecF protein dependent 
on ATP and double-stranded DNA, 
Escherichia coli, 31397 
Rectal carcinoma cells 
characterization of matrix metallopro- 
teinase 7 in, 6691 
Recycling 
evidence for N-acetylglucosaminyltrans- 
ferase I, in ldID cells, 25057 
Red blood cells 
human infected by Plasmodium falcipa- 
rum, characterization of transport 
of L and p-lactate, 15045 
sickle, nucleation and polymer formation, 
hemoglobin concentration effects, 
2708 
Redox regulation 
thyroid transcription factor 1, DNA bind- 
ing activity and dimerization abil- 
ity, 12048 
Reduced folate carrier 
characterization of mutation in transport 
defective murine leukemia cell line 
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L1210, 22974 
Reduced foliate transporter 
one-carbon, ligand-directed immunoaffin- 
ity purification and properties of, 
29698 


Refolding 
isozymes, different affinities for groEL, 
1138 
RegA protein 
bacteriophage T4, mutagenesis of, 5107 
Regulated secretory pathways 
parathyroid hormone related protein, cell 
type specific secretion of, 14078 
Regulatory elements 
human B creatine kinase gene, nuclear 
protein interacts with, 16134 
identification, promoter region, mouse 
connexin 43 gene, 3863 
transcriptional control and, CEA gene, 
3602 
REKS 
purification and characterization, from 
Xenopus eggs, 2460 
RelA proproteins 
activation, tumor necrosis factor-a-de- 
pendent, astrocytes, 2703 
Related adhesion focal tyrosine kinase 
novel, identification and characterization 
from megakaryocytes and brain, 
27742 
«x Related protein 
differential expression of, 10680 
Relaxin-like factor 
novel cDNA-derived protein, Leydig cell, 
16011 
Relaxosome 
stepwise assembly of, at F plasmid origin 
of transfer, 28381 
Rel proteins 
NFAT» and, DNA binding domains, 4138 
Renal OK cells 
regulation of sodium/hydrogen exchange, 
by parathyroid hormone and para- 
thyroid hormone related peptide, 
20004 
Renal tubular epithelial cells 
opossum kidney cell line, expression of 
calbindin, 16291 
Renin 
human, analysis of prorenin prosegment 
variants, 16355 
Renin-angiotensin system 
altered kinetics of, angiotensinogen mu- 
tation in preeclampsia, 11430 
Renin inhibitors 
P,-P,, butanediamide, crystallographic 
studies on binding modes of, 29520 
Reovirus genome segments 
reassortment, 4181 
Repair 
altered, psoralen photoadducts, in triple 
helix targeted, 22595 
partial, conformational defect by monova- 
lent cations, mutant tryptophan 
synthase a,f. complex, 17333 
RepB protein 
nicking-closing reactions of, plasmid 
pMV158 on DNA, 3772 
Replication 
consequences, benzo/a|pyrene-7 ,8-dihy- 
drodiol 9,10-epoxide adducts, 4990 
Replication error positive colon carcinoma 
cells 
mutation in transforming growth factor B 
type II inactivates tumor supressor 
activity, 22044 
Replication factor 
from adenovirus genome, stimulation of 
DNA transcription in a chromatin- 
like structure, 9645 
Replication forks 
mimosine blockage of, inhibition of de- 
oxyribonucleotide by, 9597 
Replication protein A 
interacts with Xeroderma pigmentosum 
group A protein and inhibits DNA 
replication, 21800 
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nucleotide excision repair with, Rad pro- 
teins, transcription factor TFITH, 
12973 
structural analysis, 4534 
Replication terminator proteins 
Escherichia coli and Baccillus subtilus, 
contrahelicase activities of, 29138 
Residue 
essential, identification, glutathione S- 
transferase function, Escherichia 
coli, 99 
Residues 2-9 
N-terminal end, tryptophan synthase, 
4255 
Residue 192 
contribution of, factor Xa, enzyme speci- 
ficity and structure, 16176 
Respiratory tissues 
Aquaporin cDNA from, 1908 
Response regulator PhoB 
interaction with histidine protein kinase 
VanS, 23143 
Restrictin-P 
antagonist of interleukin 6 and interleu- 
kin 11, 29594 
Reticulocyte endocytic vesicles 
fusion with liposomes, in vitro, 17823 
Reticulocyte lysates 
de Novo synthesis in, enzyme assembly 
after, rabbit, 2588 
Retina 
bovine, novel cyclophilin subtypes specifi- 
cally expressed in, 23179 
pigment epithelium, 11-cis retinol dehy- 
drogenase in, 1107 
Retinal age pigment 
lipofuscin, blue light induced reactivity 
of, 18825 
Retinal complexation 
role of water in binding to bacterio-opsin, 
13860 
Retinoblast binding proteins 
dual, negative regulator of Ras, yeast, 
507 
Retinoblastoma gene product 
stimulation of insulin receptor gene ex- 
pression by, 20525 
Retinoblastoma gene product pRb 
direct interaction with N-terminal region 
of heat shock cognate protein 70- 
kDa, 22571 
Retinoblastoma protein 
association with human Pura regulates 
binding to single-stranded Pura 
recognition element, 24352 
binding of IFN-inducible p202 to, 6134 
G, phases associated with, novel kinase 
activity as cell cycle regulator, 
9281 
Retinoblastoma susceptibility gene product 
RB 





represses transcription when bound to 
promoter, 8837 
Retinoic acid 
activation, mitochondrial uncoupling pro- 
tein gene, 5666 
binding, CRABP-II use in, 4518 
effect on Gi-mediated phospholipase C 
activation, HL-60 cells, 5901 
induction of gene expression, tissue-type 
plasminogen activator, 7167 
plasma delivery to tissues, rat, 17850 
receptor a, transactivation and AP1 an- 
tagonism functions of, 923 
regulation of expression of alkaline phos- 
phatase gene modulated by tumor 
necrosis factor a, 8958 
regulation of TrkA receptors and TrkB 
receptor by interferon-y and, in 
neuroblastoma cell lines, 24725 
signal transduction system, role of 
TR2-11 orphan receptor, 30121 
9-cis-Retinoic acid 
binding in ligand binding domain, identi- 
fication of critical human retinoic 
acid receptor a residues for, 20258 
Retinoic acid receptor 
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involvement, transglutaminase II and 
apoptosis, 6022 
Retinoic acid receptor-B 
alteration in specificity, by site-directed 
mutagenesis of arg®® and lys?”°. 
18380 
Retinoic acid receptor a 
human, identification of critical residues 
for 9-cis-retinoic acid binding in 
ligand binding domain, 20258 
Retinoic acid receptor y 
human, ligand binding domain predomi- 
nantly a-helical with Trp residue, 
24884 
Retinoic acid receptors 
protein phosphatases 1 and 2A regulate 
transcription and DNA binding 
activities, 10806 
regulation, retinoid-responsive el its 
keratinocytes, 3001 
regulation of yF-crystallin promoter by 
orphan nuclear receptor RORa 
and, 20156 
Retinoic acid receptor B2 
activation function 1 is an acidic activa- 
tor, 23552 
Retinoid acid receptor B gene 
retinoid independent transcriptional acti- 
vation mediated by retinoid X re- 
ceptors, S91 melanoma cells, 17429 
Retinoid-responsive elements 
keratinocytes, retinoic acid receptors and 
retinoid X receptors in regulation, 
3001 
Retinoid-responsive motif 
novel homeobox protein recognizes TGT 
core and interferes with, 31178 
Retinoids 
HL-60 cells differentiation enhanced by, 
with selective activity on retinoid 
X receptor, 30765 
inhibition of T-cell activation induced ap- 
optosis, 18672 
regulation, transglutaminase II and ap- 
optosis, 6022 
Retinoid X receptor 
cooperative formation of complex with 
peroxisome proliferator-activated 
receptor, rat hydratase-dehydro- 
genase gene, 29636 
induces key metabolic enzyme for 1,25- 
dihydroxyvitamin D, 23906 
interaction with peroxisome proliferator- 
activated receptor and thyroid hor- 
mone receptor, 18117 
regulation, retinoid-responsive el ts 
keratinocytes, 3001 
selective activity on, HL-60 cells differen- 
tiation enhanced by retinoids with, 
30765 
thyroid hormone receptor and, regulation 
and transcriptional activation, Xe- 
nopus, 18479 
Retinoid X receptors 
inhibitory thyroid hormone response ele- 
ments, ligand-dependent antago- 
nism by, 13899 








Retinol 
metabolism 
class IV alcohol dehydrogenase gene 
and, 4305 
transthyretin-deficient mice, 866 
new bioactive metabolite, 13,14-dihy- 
droxy-retinol, 18875 
Retinol binding protein 
asialo-orosomucoid and 
uptake by different pathway in rat 
liver cells, 15686 
uptake by different pathway in rat 
liver cells (correction), 27389 
Retinol dehydrogenase 
liver microsomal, cloning of cDNA for, 
3900 
1l-cis Retinol dehydrogenase 
retinal pigment epithelial-specific, 1107 
Retinol dehydrogenase type II 
cloning of cDNA for, 28408 
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RET/pet2 
mitogenic activity of, requires dimeriza- 
tion and tyrosines outside kinase 
core, 24642 
Ret receptor protein tyrosine kinase 
association with Grb10, 21461 
Retro-inverso peptidomidetics 
antibodies to, crossreactivity with chro- 
matin core particle and histone 
H3, 11921 
Retro-inverso peptidomimetics 
application to detection of antibodies in 
rheumatic diseases, 20686 
Reverse transcriptase 
bacterial, formation of phosphodiester 
linkage in, cell-free system, 581 
HIV nucleocapsid protein, influence on 
synthesis and strand transfer by, 
in vitro, 15005 
HIV-1,HIV-2, differential processing of 
homodimers of, 13573 
human immunodeficiency virus, strand 
transfer mediated by, 325 
p66 HIV, RNase H function and DNA 
strand transfer associated with, 
7068 
tRNA,” binding to, HIV-1, 23867 
Reverse transcriptases 
unusual, minireview, 24623 
Reversion mutagenesis 
interactions between a-hemolysin resi- 
dues shown by, Staphylococcus au- 
reus, 23072 
RGD. see Arginine-glycine-aspartic acid 
RGDS sequence 
promotion of cell attachment through, 
recombinant domain III of perle- 
can, 404 
Rhamnogalacturonan acetylesterase 
molecular cloning and characterization 
of, Aspergillus aculeatus, 27172 
Rheumatic diseases 
retro-inverso peptidomimetics application 
to detection of antibodies in, 20686 
Rhinovirus 
intercellular adhesion molecule-1, virus 
receptor interaction, 13216 
Rhinovirus infection 
low density lipoprotein receptor antibody 
fragment from phage display li- 
brary competes for ligand binding 
and inhibits, 24078 
Rhinovirus protease 3C 
5’-noncoding region of picornavirus RNA 
and, determinants of interaction 
between, 14510 
Rhizobium etli 
lipopolysaccharides core structures, mu- 
tants deficient in O-antigens, 
11783 
wild type, nodulation factors in, 6050 
Rhizobium meliloti 
oxygen sensory protein FixL of, 5243 
Rhizobium sp. NGR234 
involvement of nodS and nodU in 
N-methylation of 6-O-carbamoyla- 
tion of Nod factors, 22968 
Rhizobium trifolii 
chitolipooligosaccharide Nod factors syn- 
thesized in, 20968 
Rho 
ADP-ribosylation of, regulation of plate- 
let phosphoinositide 3-kinase by, 
6589 
integrin crosslinking induces cluster of 
p190-B with, 30919 
mutation in ATP binding domain of, al- 
ters RNA binding properties and 
uncouples ATP hydrolysis from 
helicase activity, 30410 
platelet derived growth factor type-B re- 
ceptor association with, 17221 
RhoA 
Reconstitution of GTP yS-dependent phos- 
pholipase D activity by cytosolic 
50-kDa factor and, human neutro- 
phil subcellular fractions, 27093 
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RhoA GTPase 
Ras-related, novel serine/Threonine ki- 
nase binds, 29051 
rhoA p21 
rat brain phospholipase D, synergistic 
activation by ADP-ribosylation fac- 
tor and, 25667 
RhoB 
farnesylation and geranylgeranylation of, 
7864 
is immediate-early inducible by DNA 
damaging treatments, 25172 
Rhodanese 
GroE chaperonins interactions with, 
21517 
importance of N terminus for Dna-J-me- 
diated ribosomal folding of, 10650 
mitochondrial, cytosolic mercaptopyru- 
vate sulfurtransferase related to, 
16230 
Rhodinius prolixus 
antioxidant role of heme-binding protein, 
10893 
Rhodinus prolixus 
isolation and characterization of heme- 
binding protein from hemolymph 
and oocytes of, 10897 
Rhodnius prolixus 
purification, characterization and cloning 
of nitrophorins from salivary 
glands, 8691 
Rhodobacter sphaeroides 
expression of genes encoding bacterial 
light-harvesting complexes in, 
23875 
transcriptional regulation of puc operon 
expression in, 20453 
ubiquinone-binding by subunit IV of cyto- 
chrome bc,, role of amino acid resi- 
dues in, 11496 
Rhodobacter spheroides 2.4.1 
photosynthetic membrane complex for- 
mation regulated by benzodiaz- 
epine receptor, 21167 
Rhodopsin 
bovine 
mutagenesis of, 2112 
purification by histidine tagging, 11222 
and guanine nucleotide binding, effect of 
G,a C-terminal mutagenesis on, 
31052 
phosphorylation and dephosphorylation, 
in vivo, 14259 
phosphorylation of 
by protein kinase C, 6710 
role of recoverin N-terminal acylation 
in, 15459 
structure and function n, 5073 
transducin binding mutants that fail to 
induce GTP nucleotide uptake, 
10580 
visual arrestin binding to, 6010 
9-demethyl, analog visual pigment, re- 
duced light-dependent phosphoryl- 
ation of, 6718 
Rhodopsin kinase 
autophosphorylation, 15294 
calcium ion dependent interaction of re- 
coverin with, 18060 
inhibited by recoverin, 24127 
inhibition by recoverin, negative feedback 
in phototransduction, 16147 
Rhodoquinone 
and complex II of electron transport 
chain, anaerobically functioning 
eukaryotes, 31065 
Rho family 
GTPases bind to phosphoinositide ki- 
nases, 17656 
p190 Rho GPTase-activating protein 
tyrosine phosphorylated, binding of two 
SH2 domains of p120 Ras GTP- 
activating protein to, 17947 
Rho GTPases 
regulation of p38 MAP kinase via down- 
stream mediator Pak1, 23934 
Rho pathways 


31571 


Ral-GTPase connection to, through 
RLIP76, 22473 
Rho proteins 
enterotoxin (ToxA) monoglucosylates, 
13932 
Ribo-codon 
role of 2' hydroxy groups, A or P sites, 
17680 


Riboflavin 
biosynthesis, Saccharomyces cerevisiae, 
437 
Riboflavin synthase 
complexed with lumazine synthase, sub- 
strate channeling in, Bacillus sub- 
tilis, 16788 
Ribonuclease 
activity, cytotoxicity and, 7876 
bovine seminal, structural basis for bio- 
logical activity, 10525 
candidate messenger, purification of, 
6108 
mechanism of cytotoxicity, 31097 
Ribonuclease A 
reduced, glutaredoxin and oxidative fold- 
ing in, 7822 
replacing surface loop endows angiogenic 
activity, 17180 
thermodynamic studies at low pH, 13925 
thiol-disulfide exchange of ribonuclease 
inhibitor bound to, 28570 
Ribonuclease H 
HIV-1 reverse transcriptase, nevirapine 
effects, 4861 
Ribonuclease inhibitor 
bound to ribonuclease A, thiol-disulfide 
exchange of, 28570 
Ribonucleases 
cytotoxic, intracellular routing of, 17476 
Ribonucleoprotein 
messenger, 50-kDa protein from, somatic 
cells, 3186 
Ribonucleoprotein Al 
heterogenous, new substrate for protein 
kinase C ¢, 15884 
Ribonucleotide 
importance of availability to proliferating 
T-lymphocytes from healthy hu- 
mans, 29682 
Ribonucleotide reductase 
anaerobic, glycyl radical of, generation, 
2443 
Escherichia coli, radical stability in, 6570 
Ribonucleotide reductase R1 gene 
TATA-less promoter contains a TFII-I 
binding initiator element, 30162 
Ribonucleotide reductase R1 gene promoter 
TATA-less, contains a TFII-I binding ini- 
tiator element, 30162 
Ribonucleotide reductase R2 gene 
mouse, role of proximal NF-Y binding 
promoter element in S phase-spe- 
cific expression of, 25239 
Ribonucleotides 
de Novo synthesis of in response to mito- 
genis stimulation, impaired in T- 
lymphocytes from AIDS patients, 
29690 
Ribose nucleic acid. see RNA entries 
Ribosomal protein 
S4-16 S rRNA complex, temperature-de- 
pendent conformational rearrange- 
ment, 1238 
Ribosomal protein L1 
multiple regions of, important for inter- 
action with 5S rRNA and assembly 
into ribosomes, Saccharomyces cer- 
evisiae, 30148 
Ribosomal protein L5 
interaction with protein phosphatase 
type 1, 19786 
Xenopus, analysis of binding to oocyte 5 
S rRNA, 27358 
Ribosomal proteins L9 and L10e 
mammalian, cross-linkage to ricin A 
chain, 12933 
Ribosomal protein S3 
mammalian, role in processing of DNA 
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damage, 13620 
Ribosomal protein S4 
mRNA recognition by fragments of, 
22939 


Ribosomal protein 7 
Tetrahymena, structural characterization 
of, 6000 
28S Ribosomal RNA 
mammalian, base substitution within 
GTPase-associated domain causes 
high thiostrepton accessibility, 
29889 
Ribosomal RNA 23S 
posttranscriptional modification, central 
loop of domain V, Escherichia coli, 
17758 
Ribosome biogenesis 
termination as factor in quality control 
during, 28003 
Ribosomes 
assembly into, multiple regions of riboso- 
mal protein L1 important for inter- 
action with 5S rRNA and, Saccha- 
romyces cerevisiae, 30148 
40 S, nuclear export pathway of tRNA 
and, 3619 
70S Ribosomes 
interaction with mRNA analogues and 
16S rRNA, Escherichia coli, 12794 
peptidy! transferase center determined 
by thermoaffinity labeling with 
dihydrospiramycin Escherichia 
coli, 23060 
B-b-Ribosyl-1 ph ph d aprenol 
detection in mycobacteria, 20151 
Ribozymes 
hammerhead, chemical modification, cat- 
alytic activity and nuclease resist- 
ance of, 25702 
Ribulose-bisphosphate 
carboxylase/oxygenase 
signature of oxygenase intermediate in 
catalysis by, 11741 
RIB4 gene 
codes for 6,7-dimethy]-8-ribityllumazine 
synthase, Saccharomyces cerevi- 
siae, 23801 





Rice 
unusual structure of novel RNA replicon, 
18147 
Ricin 
A-chain function, systematic deletion 
analysis of, 30581 
cytotoxcity involves receptor recycling 
between endoplasmic reticulum 
and Golgi complex, 20078 
Ricin A chain 
cross-linkage to lian rib ] 
proteins L9 and L10e, 12933 
fused with viral structures, self-potentia- 
tion of ligand toxin conjugates, 
23345 
Ricin A-chain 
translocation into proteoliposomes recon- 
stituted from Golgi and endoplas- 
mic reticulum, 23720 
Ricinus 
mutational analysis of lectin B-chains, 
20292 





RIIp 
cAMP-dependent protein kinase II8, mu- 
tagenesis of, 1935 
RIP/aconitase switch 
ferritin mRNA translation by, enhanced 
by ascorbic acid, 19540 
RLIP76 
Ral-GTPase connection to Rho pathways 
through, 22473 
Rik 
identification, predominant expression in 
T cell lineage, 1928 
RNA 
antisense induction, study of 3T3-L1 
preadipocyte differentiation, 119 
binding and editing activity of, by dis- 
tinct domains of apobec-1, 14768 
chaperones, and RNA folding problem, 
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minireview, 20871 
collagen antisense, chick embryo chon- 
00 


double-stranded 
mutational analysis of binding, PKR, 
2601 
transcriptional induction by, mediated 
by interferon stimulated response 
elements, 19624 
editing, by site specific cytidine deamina- 
tion, plant mitochondria, 18227 
nuclear export pathways of, 40 S ribo- 
somes and, 3619 
polymerase I transcription factor UBF, 
primary response gene, 4209 
polymerase II 
arrest on linear templates, 2290 
open complex formation, nucleotide re- 
quirements for, 1277 
p62 complexes, regulation by tyrosine 
phosphorylation, 2010 
Schizosaccharomyces pombe rae 1, trans- 
port mutation, 7411 
sequence-specific recognition by Xenopus 
Y-box proteins, role of cold shock 
domain, 28297 
target, catalytic cleavage by 2—5A anti- 
sense and RNase L, 15071 
trans-splicing in Schist 
21813 
virus-associated type I, activation of 
2-5(A) synthetase by, 3454 
20S RNA 
viral, iation with RNA-dependent 
RNA polymerase, Saccharomyces 
cerevisiae, 20084 
RNA binding polypeptide RA301 
hypoxia/reoxygenation induced, cloning 
of, 28216 
RNA-binding proteins 
accumulation of, during RNA degrada- 
tion and apoptosis, activated T 
cells, 26593 
differential modulation in response to 
iron, IRP-2 and IRP-1, 20509 
human cellular, recognize selenocysteine 
insertion sequence of glutathione 
peroxidase mRNA, 30448 
initiation factor eIF-LA, 5764 
RNA cleavage products 
nascent, size variation as function of 
transcript length and elongation 
competence, 30441 
RNA degradation 
accumulation of RNA binding proteins 
during apoptosis and, activated T 
cells, 26593 
RNA-dependent protein kinase 
interferon induced, malignant transfor- 
mation by regulatory and catalytic 
domain variants, 17423 
RNA-DNA heteroduplexes 
transcription factor IIIA interaction with 
specific, 22665 
RNA helicase 
mammalian, arginine-serine rich domain 
colocalizes with splicing factor, 
15702 
RNA ligase 
guide RNA/mRNA chimera formation, 
7233 
RNA polymerase 
contact between cAMP receptor protein 
and o”° subunit of Escherichia coli, 
19213 
interaction between P, promoter and 
Pam promoter and, 30428 
phosphoprotein (P) subunit of, casein ki- 
nase II role in function of, vesicu- 
lar stomatitis virus, 24100 
proximity of 8 subunit Rif-cluster I to 
active center of, Escherichia coli, 
29428 
RNA-dependent-, viral 20 S RNA associa- 
tion with, Saccharomyces cerevi- 
siae, 20084 
streptolydigin resistance conferred by 
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alterations to B or B’ subunits of, 
Bacillus subtilis, 23930 
streptolydigin-resistant mutants in p’ 
subunit of, Escherichia coli, 23926 
a subunit, COOH-terminal domain, role 
in transcription enhancement and 
deactivation, bacteriophage T4 late 
promoter, 15899 
B subunit of, organization of region en- 
coding, Bacillus subtilis, 20329 
T7, self-coded 3’-extension of run-off 
transcripts, 6298 
RNA polymerase I 
dependent enhancer function modulated 
by binding sites for abundant nu- 
clear factors, Saccharomyces cer- 
evisiae, 28723 
essential subunit of, coded by RPA43 
gene, Saccharomyces cerevisiae, 
24252 
reconstituted, Saccharomyces cerevisiae, 
6205 
stabilization of three subunits by Al4, 
Saccharomyces cerevisiae, 13534 
RNA polymerase I promoter-activating fac- 
tor CPBF 
relationship to basic helix-loop-helix-zip- 
per DNA binding protein USF, 
8637 
RNA polymerase II 
acquisition of elongation factor depend- 
ence by, 11238 
COOH-terminal domain phosphatase ac- 
tivity regulated by site on, and 
transcription factors IIF and IIB, 
14962 
C-terminal domain of, cis-acting element 
in, 6798 
pyrophosphorolysis and elongation by 
a-amanitin action, 19114 
subunit TFIIF30, cDNA encoding, isola- 
tion of, 6292 
yeast, partial truncation of C-terminal 
domain reduces expression of gly- 
colytic genes, 31255 
yeast S-II structure-function relationship 
to arrest relief and suppression of 
6-azauracil sensitivity and, 8991 
RNA polymerase II elongation factor SIII 
directs promoter-independent transcrip- 
tion initiation, 24300 
novel activity associated with, 24300 
RNA polymerase II MOX promoter 
overlapping nucleosome positions in, 
Hansenula polymorpha, 11091 
RNA polymerase II promoters 
new class defined by conserved down- 
stream element, 30249 
RNA processing 
molecular cloning of nuclear inhibitor of 
protein phosphatase-i reveals ho- 
mology with polypeptides involved 
in, 28068 
RNA replicase 
Dengue virus type 2, association between 
NS3 and NS5 liked to phosphoryl- 
ation of NS5, 19100 
RNA replicon 
novel, unusual structure, rice, 18147 
RNase activity 
proteasome associated, identification and 
characterization of, 22023 
RNase E 
endoribonuclease processing, evidence for 
RNA binding region in, Esche- 
richia coli, 26391 
RNase H 
functions, p66 HIV reverse transcriptase 
modulation, 7068 
Moloney murine leukemia virus, cleavage 
specificities in second strand trans- 
fer during reverse transcription, 
24135 
RNase HI 
Escherichia coli, self-assembly of frag- 
ments from, 19853 
RNase L 
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inhibitor, cloning and characterization of, 
13308 
RNA target, catalytic cleavage by 2-5A 
antisense and, 15071 
RNase molecules 
2-5A-dependent, activation by 2—5A ef- 
fects, 4133 
RNase P 
maturation of pre-t-RNA™** specified by 
guanosine of 5’-flanking sequence, 
Escherichia coli, 15908 
RNase P RNA 
‘ characterization of three mouse genes 
encoding short homologues of, 
25281 
RNA splicing 
pre-messenger, required activity for sec- 
ond step,HeLa cells, 13415 
mRNA 
expression, regulation by different path- 
ways, 545 
glucagon receptor, regulation by glucose 
and cAMP, rat hepatocytes, 15853 
manganese superoxide dismutase, levels 
increased by irradiation, human 
fibroblasts, 15864 
neutral endopeptidase, tissue-specific ex- 
pression, rat, 5723 
stability, cortical astrocytes, okadaic acid 
effects, 5994 
translocation affected by a new factor 
from Escherichia coli, 26377 
trans-spliced, encodes 26-kDa protein, 
infective larvae Toxocara canis, 
18517 
uncapped, stimulation of translation by 
barley yellow dwarf virus (PAV) 
genome, 13446 
mRNA analogues 
7GTP and, wheat germ protein synthesis 
initiation factor eIF-(iso)4F and 
subunits P28 and P86, interaction 
with, 29904 
mRNA expression 
induction of, nitric oxide synthase, 26731 
mRNA splicing 
alternative, p72Syk, rodent, 12659 
mRNA stability 
eukaryotic, relationship between transla- 
tion and, 8936 
mRNA transcription 
role of varied expression at level of, fol- 
ypolyglutamate synthetase gene, 
antifolate-resistant L1210 cell vari- 
ants in, 26918 
tRNA 
human mitochondrial, processing of, 
12885 
serine and threonine growth rate regula- 
tion dependent on factor for inver- 
sion stimulation, 16610 
tRNA genes 
regulation, stage specific, by upstream 
promoter element Xenopus, 10703 
transcription in yeast, in vitro evidence 
for growth regulation of, 28463 
tRNA-guanine transglycosylase 
minimal tRNA structure and sequence 
requirements for recognition, Esch- 
erichia coli, 17264 
tRN. Alys 
squid, cleavage catalyzed by magnesium 
ions, 10097 
tRN. A,* 
binding to reverse transcriptase of HIV-1, 
23867 


tRNA 5’ and 3’-end processing 
sequence and structural requirements, 
Drosophila, 18903 


RNAI 
encodes GTPase-activating protein spe- 
cific for Gsp1p, Saccharomyces cer- 
evisiae, 11860 
Rod outer segment proteins 
hydrophobicity and subunit interactions 
of, 17970 
Roots 
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tomato plants,1-Aminocyclopropane-1- 
carboxylic acid synthase gene (LE- 
ACS3), expression during flooding, 
14056 
Root tip 
maize, carbon fluxes in, quantification 
using labelled glucose, 13147 
Rous sarcoma virus long terminal repeat 
cis-acting element, required for promoter 
repression by HeLa nuclear pro- 
tein p21, 15815 
RPA. see Protein A 
RPA43 gene 
essential subunit of RNA polymerase I 
coded by, Saccharomyces cerevi- 
siae, 24252 
rpoN operon 
PTS proteins of, Escherichia coli, 4822 
R-Ras 
novel, GTPase-activating protein for, 
30557 
5S rRNA 
multiple regions of ribosomal protein L1 
important for assembly into ribo- 
somes and interaction with, Sac- 
charomyces cerevisiae, 30148 
16S rRNA 
interaction with mRNA analogues and 
70S ribosomes, Escherichia coli, 
12794 
rrnB P1 promoter 
control by ppGpp, Escherichia coli, 11181 
RTG genes 
required for expression of peroxisomal 
proteinsSaccharomyces cerevisiae, 
18141 
Rtglp 
transactivation by, Saccharomyces cerevi- 
siae, 29476 
RTH1 
null mutations in, conditional lethality 
in, 4193 
Rubber particles 
guayule, cytochrome P450 associated 
with, 8487 
Run-off transcripts 
self-coded 3’-extension of, T7 RNA po- 
lymerase, 6298 
Ruthenium 
cytochrome c derivative, electron transfer 
from cytochrome c oxidase, 2466 
RuvA proteins 
RecA protein blockage of DNA strand ex- 
change, reversed by RuvB proteins 
and, 19473 
RuvB proteins 
RecA protein blockage of DNA strand ex- 
change, reversed by RuvA proteins 
and, 19473 
Ryanodine 
calcium release induced by, meiotic mat- 
uration, mouse oocytes, 6671 
Ryanodine receptor 
ankyrin interaction with, regulation of 
internal calcium release, T-lym- 
phoma cells, mouse, 17917 
calcium release channel, interaction with 
thimerosal, skeletal muscle sarco- 
plasmic reticulum, 29644 
cardiac 
novel binding protein mediates immu- 
nosuppressive effects of FK506, 
and is associated with, 26511 
sorcin association with, 26411 
C-terminal accessibility and lumenal 
sites of, 11388 
effect on E-C coupling, skeletal muscle 
cells, embryonic chick, 4220 
function, peptide probe of, 28696 
triadin association with, and calseques- 
trin, sarcoplasmic reticulum, 9027 
Ryanodine receptor complex 
FKBP, exchange reaction with FKBP-12, 
2451 
Ryanodine receptor gene 
regulation of expression in skeletal mus- 
cle, 


Ss 


Saccharomyces cerevisiae 

ABF'1 Ser-720, phosphorylation site for 
casein kinase II, 16153 

actin (S14A) ATP-binding loop mutation 
causes temperature sensitive phe- 
notype, 11406 

actin (S14A) mutation effect on confor- 
mation and thermostability of G- 
Actin, adenine nucleotides, 11415 

amplification of circular episome of DRF1 
locus, 9607 

BTS1 encodes geranylgerany| diphos- 
phate synthase, 21793 

bud site selection and assembly in, pro- 
tein interactions involved in, 626 

casein kinase II required for cell cycle 
progression during G, and G.M, 
25905 

catalytic inactivation of fructose-1,6-bi- 
phosphatase, 26446 

Cdc25p cellular content regulated by de- 
stabilization through cyclin de- 
struction box, 20742 

Cdc25p cellular content regulated by de- 
stabilization through cyclin de- 
struction box (correction), 26020 

characterization of chitin synthase 2, 
13961 

characterization of in vivo phosphoryla- 
tion sites of initiation factor-4E 
and p20, 26505 

chromosome VIII, YHRO68w gene for de- 
oxyhypusine synthase in, 18408 

copper uptake in, 128 

copper/zinc superoxide dismutase, physio- 
logical role in copper buffering, 
29991 

essential subunit of RNA polymerase I 
coded by RPA43 gene, 24252 

expression and function of trehalase 
genes YBRO106 and NTH1, 10193 

expression of ATPase with identity to 
subunit 4 of human 26S protease, 
gene in, 9178 

FBP1 gene promoter, analysis of positive 
elements sensitive to glucose, 
12832 

flavohemoglobin, regulation of gene ex- 
pression, 6991 

Gal2 galactose transporter in, 2423 

genetic analysis of fluorescein isothiocya- 
nate binding site of plasma mem- 
brane hydrogen-ATPase, 8655 

human anion exchanger 1, expression, 
purification and reconsitiution, 
21028 

identification and characterization of 
multidrug ATP binding cassette 
transporter SNQ2, plasma mem- 
brane, 18150 

inositol transport in, changes in per- 
mease stability and, 2525 

isolation and characterization of small 
nucleolar ribonucleoprotein parti- 
cle snR30, 11549 

isolation of CKB1 gene, encoding subunit 
of casein kinase II, 10395 

lipid biosynthesis regulation of, by fumo- 
nisin B, 13171 

low molecular weight protein-tyrosine 
phosphatase, cloning and charac- 
terization of gene for, 18491 

molecular characterization of ste20p pro- 
tein kinase, 15984 

multiple regions of ribosomal protein L1 
important for interaction with 5S 
rRNA and assembly into ribo- 
somes, 30148 

mutants, degradation of cytochrome oxi- 
dase subunits, 20879 

mutated signal peptidase inhibits degra- 
dation of abnormal membrane pro- 
tein, 17139 

myristoylation not required for cal- 
cineurin B functionality, 24831 





31574 


N-Acetylglucosaminy! phosphatidylinosi- 
tol synthesis of, gpi2 and gpi3 GPI 
anchoring mutants in, 13029 

N-and O-glycosylation and phosphoryla- 
tion of Bar secretion leader derived 
from barrier protease, 24810 

new Old Yellow Enzyme of, 1983 

non-mitochondrial phosphatidylserine 
decarboxylase activity in, 6062, 
6071 

novel A-9 fatty acid desaturase cyto- 
chrome b,-like domain linked to 
C-terminus of, 29766 

novel DNA binding complex with role in 
cell cycle regulation, 20724 

N-terminal amidase a new enzyme in N- 
end rule pathway, 12065 

peroxisomal malate dehydrogenase, ex- 
pression and function of a mislo- 
calized form, 21220 

phosphorylation of CTP synthetase by 
protein kinase C, 14983 

plasma membrane hydrogen-ATPase, 
functional complementation by a 
plant hydrogen-ATPase gene, 
23828 

polypeptides and Ydjlp stimulate ATP 
dissociation from hsp70, 10412 

post transcriptional regulation of ty ret- 
rotransposons, minireview, 10361 

PPZ protein phosphatases and salt toler- 
ance in, 13036 

purification of 5’-exonuclease-2, 16063 

QSR1 gene, homology to gene implicated 
in eukaryotic cell differentiation, 
9961 

reactivity of purified fatty acid activation 
proteins with tetradecenoic acids, 
triacsin C and oximes, 20090 

regulation of phospholipid biosynthesis 
by CTP, 18774 

regulation of profilin localization by phos- 
phoinositide metabolism, 27045 

regulation of the URA7 and URA8-en- 
coded CTP synthetases, 24982 

relationship between translation and 
mRNA stability, 8936 

riboflavin biosynthesis in, 437 

RIB4 gene codes for 6,7-dimethy!-8-ribi- 
tyllumazine synthase, 23801 

RNA polymerase I, stabilization of three 
subunits by Al4, 13534 

RNA polymerase I-dependent enhancer 
function modulated by binding 
sites for abundant nuclear factors, 
28723 

RNA polymerase | transcription appara- 
tus, 6205 

role of guanosine diphosphatase, in regu- 
lation of golgi glycosylation, 14564 

role of tryptophan 142 of cytochrome 6 in 
be, complex catalysis of ubiquinol 
oxidation in, 22321 

RTG genes required for expression of 
peroxisomal proteins, 18141 

secretion and maturation of endothiapep- 
sin, 15821 

strain-dependent occurance of GTP:AMP 
phosphotransferase, 31103 

strains, mammalian acyl-CoA synthetase, 
fatty acid activation gene dele- 
tions, 10861 

structure-function relationships in 
poly(A) polymerase, 26715 

structure of a-agglutinin, 26168 

structure specific nuclease activity in 
Rad2, 30194 

synthesis and intracellular transport of 

: ih, holipids in per- 








Bi yer v 1 vr 
meablized cells, 29836 
transactivation by Rtglp, 29476 
translation initiation factor Prtl from, 
protein complex isolation, 4288 
vaculolar hydrogen-ATPase, VMA10 gene 
encodes novel 13-kDa subunit, 
13726 
VMAS gene encoding vacuolar 32-kDa 
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subunit of hydrogen-ATPase re- 
quired for formation of enzyme 
complex, 15037 
Saccharomyces cerevisiae ARF 1 
mutational analysis, 143 
mutational analysis of, 143 
Saccharomyces cerevisiae CNE1 
as a constituent, endoplasmic reticulum 
quality control apparatus, 244 
Saccharomyces cerevisiae gene 
expression of ATPase with identity to 
subunit 4 of human 26S protease, 
9178 
Safingol 
partial inhibition of multidrug resistance 
by, correlated with inhibition of 
protein kinase C, 26639 
S-AKAP84 
characterization of, male germ cells, 


Salbutamol 
upregulates cyclic nucleotide phosphodi- 
esterase activity and desensitizes 
U937 cells to prostaglandin E, 
23598 
Salicylate 
triggers heat shock factor differently 
than heat, 24489 
Salivary ducts 
submandibular, electrolyte transport, 
19599 
Salivary glands 
purification, characterization and cloning 
of nitrophorins from, Rhodnius 
prolixus, 8691 
submandibular, regulation of sodium in- 
flux, 19606 
Salivary tissues 
Aquaporin cDNA from, 1908 
3-Alkyl-L-thiocitrullines 
inhibitors of nitric oxide synthase, stere- 
oselective, 11103 
Salmon 
insulin-like growth factor I gene, activa- 
tion by hepatocyte nuclear factor I, 
1068 
Salmonella typhimurium alkyl-hydroperox- 
ide reductase flavoprotein 
scavenging activity for alkyl hydroperox- 
ide and hydrogen peroxide, 25645 
Salmonella typhinmurium LT2 
purification and characterization of CobU 
bifunctional enzyme, 23560 
Sam 68 
functional interaction between c-Src and, 
10120 
sapA sequences 
segmental conservation of, in Campy- 
lobacter fetus type B, 15093 
Saposin B 
structural analysis and localization of 
disulfide bridges, 9953 
Saposin C 
structural analysis and localization of 
disulfide bridges, 9953 
Saposins 
pH-dependent conformational properties 
and interaction with phospholipid 
membranes, 30576 
Sarco/endoplasmic reticulum 
calcium APTase 2 gene transcript, proc- 
essing requirements, 11004 
Sarcolemma 
cardiac sodium-calcium exchanger, posi- 
tively charged cyclic hexapeptides 
inhibitors of, 16182 
skeletal muscle, absence of chloride chan- 
nel CIC-1, in myotonic mice, 9035 
Sarcoma virus integrase 
avian, multimerization determinants in 
catalytic core and C terminus of, 
29299 


Sarcophaga fat body 
arylphorin-binding protein in, cDNA 
cloning of, 4624 
Sarcoplasmic reticulum 
ATPase, calcium transport by, 4361 
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calcium-ATPase 
ATP-induced changes in tryptophan 
fluorescence and, 3089 
calcium binding activity of transmem- 
brane segments after proteinase K 
treatment, 20123 
mutational analysis of peptide linking 
phosphorylation and calcium bind- 
ing domains, 16283 
M5S5 boundary of, amino acid alter- 
ations at, 908 
calcium ATPase, membrane topology by 
in vitro translation scanning, rat, 
25678 
calcium binding to detergent solublized 
ATPase, 17350 
calcium release from 
conformational change in junctional 
foot protein, regulation of, 15634 
conformational! changes in E-C cou- 
pling, 3017 
calsequestrin and ryanodine receptor in, 
triadin association with, 9027 
cardiac junctional, purification, structure 
and immunological characteriza- 
tion of 26-kDa calsequestrin bind- 
ing protein, 30787 
dantrolene binding sites in, porcine skel- 
etal muscle, 18465 
heart, phosphorylation of calcium release 
channel, 2074 
membranes, glycogen phosphorylase in- 
teraction with, 11998 
pH dependent modulation of calcium 
binding by ATP analogues to, 
27160 
role of phospholamban gene and SERCA2 
gene in coordinate expression of 
proteins during skeletal muscle 
stretching, 11619 
sequential dissociation of lumenal cal- 
cium ions, phosphorylated calcium- 
ATPase, 18271 
skeletal muscle, calcium release channel 
ryanodine receptor, interaction 
with thimerosal in, 29644 
skeletal muscle calcium release channel, 
stimulated by hydrogen peroxide, 
25557 
Sarcosine oxidase 
and nearby genes, sequence analysis of, 
18252 
KB/rel binding site 
in the regulatory region of amyloid pre- 
cursor gene, identification and 
characterization of, 26774 
Scatter factor 
hepatocyte growth factor, gene promoter, 
characterization of, 830 
Scavenger receptor 
effect of growth factors on regulation of 
activity, smooth muscle cells, 
21672 
Schistosoma japonicum 
cloning and characterization of aspartic 
proteinase, 24496 
Schistosoma mansoni 
O-glycans cercarial glycocalyx, unique 
multifucosylated motif repeating 
unit, 17114 
RNA trans-splicing in, 21813 
Schizosaccharomyces pombe 
calcium binding to calmodulin, role in, 
20643 
cloning and analysis of ndk1 gene encod- 
ing nucleoside-diphosphate kinase, 
27859 
fission yeast, protein kinase Byr2 is tar- 
get of Rasl in, 1979 
isopentenyl diphosphate isomerase isola- 
tion of cDNA clones, 11298 
rad21 gene, expression, regulation, and 
localization of, 7703 
regulation of calcineurin gene expression 
in, 24794 
thiamine pyrophosphokinase encoded by 
tnr3 gene, 28457 
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Schizosaccharomyces pombe homologue 
chaperone calnexin, 4845 
Schizosaccharomyces pombe rae 1 
gene mutation, RNA transport mutant, 
7411 
Schmid metaphyseal chrondrodysplasia 
type X collagen mutation, 4558 
SCID. see Severe combined immune 
deficiency 
Scleroderma 
myofibroblasts from, collagen and tissue 
inhibitor metalloproteinase levels, 
3423 
a-Scorpion toxins 
binding on rat brain and insect sodium 
channels reveal divergent allos- 
teric modulations by brevetoxin 
and veratridine, 15153 
Scrapie 
60-kDa prion protein with properties of, 
3299 
Sea urchin eggs 
calcium release system 
NAADP triggering of, 3216 
NAADP triggering of (correction), 
10359 


thylakoid protein translocation depend- 
ent on, 23275 
SecA 
C terminus of, both lipid binding and 
SecB binding, 7902 
stoichiometric components of preprotein 
translocase, SecYEG and, 20106 
SecA protein 
characterization of cDNA coding for, 
spinach chloroplasts, 18341 
magnesium binding domain of high affin- 
ity ATP-binding site of, Bacillus 
subtilis and Escherichia coli, 18975 
SecB 
binding site, on SecA, 7902 
export chaperone, effects of mutation on 
activity of, Escherichia coli, 22831 
Secretagogues 
stimulation, MAK kinase, f-cell line, 
7882 
Secretin 
vasoactive intestinal polypeptide recep- 
tors and, role of amino-terminal 
extracellular domains in agonist 
binding and activation of, 14394 
Secretin-producing cells 
other endocrine cell relations, transgenic 
mice, 885 
Secretion 
randomized in MDCK cells, after ex- 
change of amyloid precursor pro- 
tein extracellular domain for horse 
radish peroxidase, 30310 
Secretor blood group locus 
a(1,2)frucosyltransferase gene 
isolation of candidate for, 4632 
sequence and expression of candidate 
for, 4640 
Secretor gene encoded blood group 
transferase 
human counterpart, GDP-.-fucose:B-p- 
galactoside a-2-L-fucosyltrans- 
ferase, 26577 
Secretory compartment 
trans-Golgi pH, direct measurement, 
4967 
Secretory granules 
dense core, vesicle-associated membrane 
protein, PC12 cells, 1332 
mast cell procarboxypeptidase A process- 
ing within, 1300 
Secretory group II phospholipase A, gene 
disruption of, inbred mouse strains, 
22378 
Secretory phospholipases A, 
human, 180-kDa receptor for, identifica- 
tion, characterization and cloning 
of, 8963 
SecY 
functional interaction, syd, Escherichia 
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coli, 5519 
SecYEG 
stoichiometric components of preprotein 
translocase, SecA and, 20106 
SecY homolog 
Aribidopsis thaliana in, 17664 
Secl 
yeast, syntaxin-binding protein homolo- 
gous to, isoform of, 4963 
SEK 1/stress-activated kinase pathway 
c-Abl activation regulates induction of, in 
response to 1-B-p-arabinofuranosyl- 
cytosine, 30278 
E-Selectin 
ligand specificity determined by single 
amino acid residue, 14047 
peptides that bind to, and block neutro- 
phil adhesion, 21129 
structure/function, modulation by metal 
ions, 8138 
Selectins 
carbohydrate interaction, leukocyte traf- 
ficking mediations, minireview, 
11025 
L-selectin 
binding to, endothelial heparin sulfate 
proteoglycans, glucosamine resi- 
dues in, 12012 
biosynthesis of GlyCAM-1, a ligand for, 
22614 
enhancement of tyrosine phosphoryla- 
tion and activation of MAP kinase 
in signaling function, 15403 
O-glycans, structure in GlyCAM-1, en- 
dothelial ligand for, 12035 
Selenocysteine insertion sequence 
human cellular RNA binding proteins 
recognize, of glutathione peroxi- 
dase mRNA, 30448 
Selenocysteine tRNA‘ 
function of aminoacyl acceptor stem in 
selenocysteylation, eukaryotes, 
18570 
Selenocysteylation 
selenocysteine tRNA** function of ami- 
noacyl acceptor stem in, eu- 
karyotes, 18570 
Selenophosphatase synthetase 
human, cloning and characterization, 
21659 
Seminiferous tubules 
glutathione S-transferase activity of tes- 
ticular protein, extracellular in, 
15675 
Senescence 
cellular, role of ceramide, 30701 
Sensor kinase KdpD 
membrane topology analysis of, Esche- 
richia coli, 28282 
Sensory neuron 
motor neuron and, derived factor 
heregulin, 14523 
heregulin (correction), 26722 
SERCA2 gene 
transcriptional regulation and coordinate 
expression of sarcoplasmic reticu- 
lum proteins during skeletal mus- 
cle stretching, 11619 
Serglycin 
novel ligand for CD44, lymphoid cell ad- 
herence and activation, 7437 
Ser-Gly sequences 
heparan sulfate assembly enhanced by 
repetitive, proteoglycans, 27127 
Sericin-1 gene 
regulation of, silk gland factor-1, Bom- 
byx, 9340 
Serine 
catalytic, role in interactions of serine 
proteinases with protien inhibitors 
of the serpin family, 30007 
novel type II, cloning through interaction 
with type I TGF-f receptor, 5625 
Serine acetyltransferase 
cloning and characterizaton of, role in 
cysteine biosynthesis, watermelon, 
16321 


31575 


Serine collagenase IV 
activity, extracellular proteasome-like 
structure with, C6 astrocytoma 
cells, 4588 
Serine hydrolase 
novel, human, cloning and expression 
analysis of, 12926 
Serine hydroxymethyltransferase 
affinity of, pyridoxal 5'-phosphate for 
folding intermediates of, Esche- 
richia coli, 19294 
Serine hydroxymethyl transferase 
4-chlorothreonine substrate for and inac- 
tivator of, 17204 
Serine kinase 
cellular,HIV and SIV Nef association 
with, requires conserved domain 
and membrane targeting, 15307 
IkB-a Serine phosphorylation 
role of, and protein tyrosine phosphatase 
in activation of NF-«B by tumor 
necrosis factor, 18881 
Serine protease 
inhibition, mathematical model of, in tis- 
sue factor pathway to thrombin, 
25383 
inhibition by insect peptides with cys- 
teine knot and triple-stranded 
B-sheet, 25514 
putative membrane-associated, activation 
of factor VII by, thrombin forma- 
tion and, 66 
Serine protease domain 
role of high affinity calcium binding site 
in tissue factor binding and cata- 
lytic activity, human factor VIIa, 
15523 
Serine protease inhibitor 
intracellular serpins, horseshoe crab, 558 
Serine protease inhibitor 2.1 
GH induced trancription of, mediated by 
Stat5 related factor binding to y 
activated sites, hepatic, 24903 
Serine proteases 
trypsin-like, tumor supressor maspin 
does not inhibit, 15832 
Serine proteinase inhibitors 
cloning, expression and partial character- 
ization of two novel, 29854 
Pp, residues of, undergo pK shifts on com- 
plex formation, 27419 
Serine proteinases 
role of catalytic serine in interactions of, 
with protien inhibitors of the ser- 
pin family, 30007 
Serine protein cascade 
B-glucan-sensitive, reconstitution and 
characterization of, 892 
Serine residues 
human, catalytic role of serine-451 and 
serine-452 in y-glutamyl transpep- 
tidase, 22223 
Serine/Threonine 
novel family with two N-terminal LIM 
motifs, identification and charac- 
terization of, 31321 
Serine/Threonine kinase 
novel, binds Ras-related RhoA GTPase, 
29051 
Serine/threonine kinase 
Nck adaptor protein binding, SH3 do- 
mains, 7359 
Serine/threonine kinase gene 
regulation by fibroblast growth factor-1, 
10351 
Serine/threonine kinases 
requirement, thapsigargin induction of 
Serine/threonine phosphorylation 
role for in regulation of hsp90 and pp60v- 
sre tyrosine kinase complex, 28654 
Serine/Threonine protein phosphatase 
magnesium dependent, calcium inhibit- 
able, bovine brain, 25607 
Serine 133 
egr-1 transcriptional activation by GM- 
CSF requires phosphorylation of 
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CREB, 15979 
Serine 209 
major phosphorylation site in initiation 
factor eIF-4E, serum treated CHO 
cells, 21684 
Serine 262 
nodulin 26 on, phosphorylation affects 
voltage-sensitive channel activity 
in planar lipid bilayers, 27051 
Serine 775 
in asubunit of sodium, potassium 
ATPase, disrupts potassium high 
affinity activation, 22764 
Serotonin 
activation of MAP kinase by growth fac- 
tor and, antagonized by histamine, 
tracheal smooth muscle cells, 
19908 
Aplysia eye, identification of three pro- 
teins whose synthesis is affected 
by, 14619 
type 2, thrombin receptor desensitization 
and, direct mechanisms, 4813 
Serotonin receptors 
recombinant homo-oligomeric, expression, 
6056 


Serotonin transporter 
human, cyclic AMP-independent up-regu- 
lation by staurosporine, choriocar- 
cinoma cells, 17189 
Serotonin 5-HT., receptor 
activation of, role of specific helix 2 and 
helix 7 residues, 16683 
Serpin 
cowpox virus, cytokine response modifier 
A, gramnzyme B inhibition by, 
10377 
noninhibitory, pigment epithelium-de- 
rived factor behaves like, neurotro- 
phic activity does not require ser- 
pin reactive loop, 25992 
novel, recombinant, with potential anti- 
thrombotic properties, 11866 
novel human, bomapin (protease inhibi- 
tor-10), expressed specifically in 
bone marrow, 26754 
Serpin-enzyme complex receptor 
specificity in recognition of amyloid-f 
peptide, hepatoma and neuronal 
cells, 28022 
Serpin family 
protein inhibitors of, role of catalytic ser- 
ine in interactions of serine pro- 
teinases with, 30007 
Serpin-protease complexes 
stable acyl-enzyme intermediates, 25309 
Serpins 
inhibition mechanism of, 29652 
intracellular, horseshoe crab, 558 
mutants, COOH-terminal substitutions 
in, 2579 
SDS-stable complexes with proteinases, 
14859 
Ser/Thr phosphorylation 
HeLa nuclear protein p21/SIIR ser*®- 
Ser*’ pair mediates, Rous sarcoma 
virus long terminal repeat repres- 
sion, 25313 
Serum 
deprivation, cell cycle arrest, ceramide 
role in, 2047 
Serum amyloid P component 
binding to C4b-binding protein, human, 
26950 
inhibition of Alzheimer B-peptide fibril 
formation by, 26041 
Ser*®*-Ser*’ pair 
HeLa nuclear protein p21/SIIR, role in 
Ser/Thr phosphorylation,Rous sar- 
coma virus long terminal repeat 
repression, 25313 
Ser-720 
ABF1, phosphorylation site for casein 
kinase II Saccharomyces cerevisiae, 
16153 
Ser-1173. see Tryptophan 1173 
Sesquiterpene cylcase 


J. Biol. Chem., Vol. 270, 1995 


cloning of, from Hyoscyamus muticus, 
7375 
Severe combined immune deficiency 
recombination defect, complementation 
of, 72-kDa protein in, 6788 
Sex pheromone 
biosynthesis, gene expression, silkworm, 
3804 


Sex-specific peptide 
cDNA sequence and expression, medfly 
Ceratitis capitata, 6199 
Sf9 cells 
ATPase of P-glycoprotein in, glycine 185 
mutation to valine effects, 6686 
expression of human 
5-hydroxytryptamine,, receptor, 
18691 
recombinant G proteins from, purification 
by hexahistidine tagging, 1734 
Shaker potassium channel 
T1 domain self-tetramerizes to a stable 
structure, 28595 
Shaker potassium channels 
nervous system, Drosophilia, immuno- 
chemical characterization and de- 
velopmental expression of, 25746 
SHC 
epidermal growth factor receptor with 
mutation in transmembrane do- 
main, activates GRB-2 and, 19557 
Insulin receptor NPEY region, interac- 
tion with insulin receptor sub- 
strate-1 and, via non-SH2 do- 
mains, 23258 
insulin receptor substrate-1 and, insulin- 
like growth factor receptor NPEY 
motif, ph ph tyrosine d P dent 
interaction with, 15639 
interaction with insulin-like growth fac- 
tor-I receptor and insulin receptor 
substrate-1, yeast two-hybrid sys- 
tem, 23456 
phosphotyrosine interaction domain of, 
recognizes tyrosine-phosphorylated 
NPXY motif, 14863 





She 
binding of tyrosine-phosphorylated pep- 
tides to C-terminal SH2 and N- 
terminal phosphotyrosine binding 
domains of, 31119 
binding to nerve growth factor receptor 
mediated by phosphotyrosine inter- 
action domain, 15125 
erythropoietin-induced activation of, 
Jak-2 associated pathway, 11055 
isoform-specific tyrosine phosphorylation 
by epidermal growth factor recep- 
tor and insulin receptor, 20737 
and novel 89-kDa component couple to 
Grb2-Sos complex in cells stimu- 
lated by fibroblast growth factor-2, 
23337 
N-terminal domain mediates binding to 
NPXY, 22097 
PTB domains have distinct but overlap- 
ping binding specificities, 27407 
specificity of PTB domain of, for B turn 
motifs, 18205 
tyrosine kinase inserts block binding of 
phospholipase Cy and, to TrkC and 
neurotrophin-3 signaling, 20384 
and tyrosine kinase ZAP-70,¢ chain ty- 
rosine-based activation motif, in- 
teraction between,T Cell antigen 
receptor, 13981 
tyrosine phosphorylation of 
B cell receptor signaling, 6824 
c-Mpl ligand stimulation of, 4979 
She/Grb2 adapter pathway 
interleukin-2-dependent signal transduc- 
tion, analysis through, 28858 
SHC proteins 
tyrosyl phosphorylation of, growth hor- 
mone-promoted, 7587 
She proteins 
phosphorylation of, by recombinant 
heregulin-Fc fusion proteins, 12857 
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Shear-dependent binding 
to platelets, characterization of soluble 
von Willebrand factor mechanism 
mediating, 23352 
Shear stress 
calcium responses induced by, mouse fi- 
broblasts, 4451 
Shiga toxin 
induction of cleavage and activation by 
furin, 10817 
Shigella 
extracellular transport of VirG protein, 
30874 
SH-PTP2 
phosphatase activity, stimulation by both 
SH2 domains, 2897 
SHPTP2 binding protein pp115 
identification of, insulin stimulated tyro- 
sine phosphorylation of, 17716 
SHPTP2 protein tyrosine phosphatase 
association of, with 115 kDa phosphoty- 
rosine protein induced by epider- 
mal growth factor, 14871 
SHPTP2 signaling 
insulin induction of GLUT1 expression, 
GLUT4 translocation, 12965 
SHSY5Y cells 
direct glycoslyation of nondegradable glu- 
cosylceramide analogs in, 21271 
SH2. see Src homology, domain 2 
SH2 domain 
binding site, mixed specificity, 3858 
stimulation, SH-PTP2 phosphatase activ- 
ity, 2897 
SH2 domain protein p85 
insulin-like growth factor I receptor, lo- 
calization of binding sites for Syp 
and GTPase activating protein 
and, 19151 
SH2 domain protein Syp 
Insulin-like growth factor I receptor, lo- 
calization of binding sites for 
GTPase activating protein, p85 
and, 19151 
SH2 domain protein tyrosine phosphatases 
association of epidermal growth factor 
receptor with, MCF-7 cells, 21277 
SH2 domains 
binding of, of p120 Ras GTP-activating 
protein to tyrosine phosphorylated 
p190 Rho GPTase-activating pro- 
tein, 17947 
SH3. see Src homology, domain 3 
SH3 domain 
of Crk binds to conserved proline-rich 
motif in Esp15 and Eps15R, 15341 
mediates Grb2 interaction with dystro- 
glycan, 11711 
SH3 domain binding protein 
Ras GTPase activating protein, substrate 
for Sre-related tyrosine kinas- 
e,Hck, 14718 
SH3 domain binding T cell tyrosyl phospho- 
protein p120cbi 
characterization of, 19141 
SH3 domains 
novel ligand for, 7359 
Sialic acid 
binding site in sialoadhesin amino-termi- 
nal domain, 26184 
content, in plasminogen 2 glycoforms, 
fibrinolytic activity and, 5877 
enzymatic removal, factor IX and X, co- 
agulant activity and, 6537 
virus-receptor interactions dependent on, 
biosynthetic modulation, primate 
polyoma viruses, 1308 
Sialic acid acceptors 
glycosylphosphatidylinositol-anchored 
mucin-like, lipid structure changes 
during differentiation, Trypano- 
soma cruzi, 27244 
Sialoadhesin 
amino-terminal domain contains sialic 
acid binding site, 26184 
Sialoglycoprotein 
40-kDa cell surface, characteristics of in- 
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fluenza C virus receptor, MDKD-1 
cells, 17815 
Sialoglycoprotein CD43 
leukocyte-associated, expression by colon 
carcinoma cell line, 13688 
Sialoglycoproteins 
plasma, binding by B cell-specific lectin 
CD22, 7543 
Sialylated protein 
nuclear pore complex protein p62, at the 
nuclear envelope, 13787 
Sialyllactose 
‘cell interaction mediated by, during gran- 
ulosa cell differentiation, 7858 
Sialylmotif 
participation in binding, donor substrate 
CMP-NeuAC, 1497 
Sialyloligosaccharide 
binding, characterization by CD22, 7523 
Sialyltransferase 
co-localization of galactosyltransferase I 
with, 756 
liver, membrane anchor region of, Golgi 
localization in yeast mediated by, 
3 


mutagenesis of, 1497 
Siaa2,3GalB61,4GleNAc 
«2,8-sialyltransferase 
molecular cloning of, mouse brain, 14628 
Sickle red blood cells 
nucleation and polymer formation, hemo- 
globin concentration effects, 2708 
Siderophores 
structure and function of microbial iron 
transport compounds, 26723 
054-dependent ginAp2 promoter 
transcription initiation and elongation of, 
24392 
Signal attenuation 
C-terminal truncation of neurokinin-2 
receptor causes enhanced and sus- 
tained agonist-induced signaling, 
8944 
Signaling 
during insulin-stimulated endocytosis, 
adipocytes, 59 
Signaling cascades 
convergence of, from platelet derived 
growth factor receptor and angio- 
tensin in, in vascular smooth mus- 
cle cells, 12563 
Signaling components 
reconstitution of,B Cell antigen receptor- 
,COS cells, 27072 
Signaling pathways 
hematopoietin receptor activated, STAT3 
and STATS5B as targets of, 23254 
intracellular, insulin-stimulated GLUT4 
translocation mediated by, 27991 
transforming growth factor £, role of 
phosphatidylcholine-phospholipase 
C and protein kinase C, 13600 
Signal peptidase 
mutated, inhibits degradation of abnor- 
mal membrane protein, Saccharo- 
myces cerevisiae, 17139 
potential active site of, SipS of Bacillus 
subtilis, identification, 3611 
Signal receptor domain 
single amino acid changes in, constituti 
XylR mutants, 5144 
Signal recognition particle 
Alu-associated protein binds Alu inter- 
spersed repeat sequence RNAs, 
10179 
54-kDa subunit modulation by extracellu- 
lar matrix, rat preosteoblasts, 
20891 
Signal recognition particle receptor 
amino terminal domain of a subunit 
binds to 8 subunit on endoplasmic 
reticulum membrane, 15650 
Signal transduction 
autocrine, compartmentalization of, in 
Sis-transformed NIH 3T3 cells, 
10161 
autoregulation of nisin biosynthesis by, 
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Lactococcus lactis, 27299 
of bacterial chemotaxis, aspartate recep- 
tor N-terminal cytoplasmic tail not 
required in, 24038 
CD16/CD7/Jak2 fusion protein, 18420 
factors determining specificity of G-pro- 
tein coupled receptors, 15269 
by formyl peptide receptor, 28010 
gonadotropin-releasing hormone receptor, 
mutations in second intracellular 
loop affect internalization and, 
22820 
growth 
by human interleukin-2 receptor re- 
quires 6 chain tyrosines and non- 
tyrosine residues of y, chain, 
21729 
identification of interleukin-2 receptor 
B chain variable region required 
for, 22176 
interleukin-2-dependent, analysis 
through She/Grb2 adapter path- 
way, 28858 
interleukin-8 receptor B, role of carboxyl 
terminus, 9121 
interleukin-13 of, related to interleukin-4 
and insulin, lymphohemopoietic 
cells, 12286 
second osmosensing pathway in yeast, 
30157 
Signal transduction pathway 
protein kinase, new human, components 
of, 12664 
Signal transduction protein 
PII, activation by 2-ketoglutarate and 
ATP, Escherichia coli, 17797 
Signal transduction system 
retinoic acid, role of TR2—11 orphan re- 
ceptor, 30121 
Silencer elements 
modulation of neuron-glia cell adhesion 
molecule gene expression by, 
21291 
Silver 
and copper transport by copB-ATPase, 
membrane vesicles of Enterococcus 
hirae, 9217 
Sim 
associated with hsp90, Drosophila, 31353 
Simian immunodeficiency virus 
and HIV Nef association with cellular 
serine kinase requires conserved 
domain and membrane targeting, 
15307 
Simian virus 40 
fibroblasts transformed by, IGF-I-medi- 
ated autocrine growth in, 135 
major late promoter 
TR2 orphan receptor response element 
in, 5434 
TR2 orphan receptor response element 
in (correction), 26721 
mutants d/1135 and 5080 encoding T an- 
tigens, 15377 
role of 30-kDa subunit of human replica- 
tion protein A in DNA replication, 
12801 
T antigen induced amplification, pre-pa- 
rietal cells, transgenic mice, 15777 
Simian virus 40 major late promoter 
suppression of gene expression by human 
TR4 orphan receptor, 30129 
SIM proteins 
DNA binding specificities and pairing 
rules of Ah receptor, ARNT and, 
26292 
Single-chain urokinase plasminogen 
activator 
enzymatic activity enhanced by soluble 
urokinase receptor, 17375 
Single strand DNA binding protein ICP-8 
interactions with origin binding proteins 
and herpes simplex virus 1, 19028 
Single stranded DNA 
Dda helicase bacteriophage T4, unidirec- 
tional translocation on, 22236 
Single stranded DNA-binding protein 
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identification, cloning and characteriza- 
tion of bacteriophage N4 gene en- 
coding, 22541 
Single-stranded DNA binding protein 
transcription suppression by sequence- 
specific, mouse myelin basic pro- 
tein gene, 12503 
Single-stranded DNA-binding protein 
mitochondrial, characterization Drosoph- 
ila embryos, 21137 
Singlet oxygen chemiluminescence 
from ozone reaction, plant leaves, 7850 
Sinusoidal transporter 
distinct from mitochondrial carrier and 
canalicular transporters for re- 
duced glutathione, 15946 
SipS 
Bacillus subtilis, similarities with LexA- 
like proteases, 3611 
SIV. see Simian immunodeficiency virus 
Skeletal muscle 
ATP-sensitive potassium channels in, rat, 
5691 
chick, ubiquitin C-terminal hydrolases, 
8766 
competetive inhibition of creatine kinase, 
12428 
glucose transport, transgenic mice, 1679 
identification and characterization of pool 
of exercise-sensitive glucose trans- 
porters, 27584 
identification of calcium release trigger- 
ing and blocking regions, dihydro- 
pyridine receptor II-III loop, 22116 
isolated, effects of CGS 9343B on, 25613 
myosin, minimal motor domain from, 
chicken, 15348 
phosphorylation of dihydropyridine recep- 
tor II-III loop peptide regulates 
calcium release channel, 18459 
porcine, dantrolene binding sites in sar- 
coplasmic reticulum of, 18465 
regulation of dihydropyridine and ryano- 
dine receptor gene expression in, 
25844 
restoration of phosphorylation-dependent 
regulation to myosin regulatory 
light chain, 24646 
sarcoplasmic reticulum, calcium release 
channel ryanodine receptor, inter- 
action with thimerosal in, 29644 
sarcoplasmic reticulum calcium release 
channel, stimulated by hydrogen 
peroxide, 25557 
troponin C, high affinity calcium binding 
sites, 9770 
troponin T, NH/d2/D truncation does not 
alter calcium sensitivity of thin 
filament assembly, 25455 
Wortmannin effects, rat, 2107 
Skeletal muscle calcium release channel, 
also see ryanodine receptor 
Skeletal muscle cells 
E-C coupling in, embryonic chick, 4220 
IGF-1 secretion, collagen and stretch 
modulation of, 2099 
Skeletal muscle stretching 
sarcoplasmic reticulum, role of phospho- 
lamban gene and SERCA2 gene in 
coordinate expression of proteins 
during, 11619 
SK-Hep cells 
cell-surface retention sequence binding 
proteins in, bovine liver plasma 
membrane, 1807 
SKY 
murine homolog of, mouse mammary tu- 
mors, 6872 
Sky receptor tyrosine kinase 
stimulation by Gas6, a product of growth 
arrest-specific gene 6, 22681 
SLA2 
control, plasma membrane hydrogen-AT- 
Pase, Saccharomyces cerevisiae, 
6815 
Sinl 
two component regulator, transcription 
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factor Mcm1 is downstream target 
of, yeast, 8739 
SLP-76 
molecular cloning of, Grb2 in T cells, 


Smal endonuclease 
DNA recognition by, sequence-specific, 
6496 
Small nucleolar ribonucleoprotein particle 
snR30 
isolation and characterization of, Saccha- 
romyces cerevisiae, 11549 
Smooth cell specific gene SM22a 
structure and expression of, 13460 
Smooth muscle 
caldesmon, identification of calmodulin 
binding site in, 19964 
kinetics of myosin light chain prephos- 
phorylation and phosphorylation 
reactions, 23966 
myosin in 
assembly of, caldesmon effects, 3919 
phosphorylation-dependent regulation, 
71 


regulatory light chain, calcium-specific 
site, 6773 
tracheal, aldolase binding of inositol 
1,4,5-triphosphate, 20459 
vascular. see Vascular smooth muscle 
Smooth muscle cells 
calcium regulated compartmentalization 
of calmodulin, 21532 
cerebrovascular, pathological properties 
in, aggregation amyloid £-protein, 
20887 
cultured vascular, angiotensin II stimu- 
lates cationic amino acid trans- 
porter gene expression and system 
y*’ 27577 
effect of growth factors on regulation of 
scavenger receptor activity, 21672 
vascular. see Vascular smooth muscle 
Smooth muscle contraction 
calcium sensitivity of, enhanced by calpo- 
nin peptide, no effect on myosin 
light chain phosphorylation, 20400 
Snake 
toxin, genetic engineering of, 9362 
Snake venom 
characterization of novel plasminogen 
activator from, 10246 
a-SNAP 
conformational change in syntaxin in- 
duced by N-ethylmaleimide-sensi- 
tive fusion protein and, 16955 
high affinity binding site, formation by 
synpatobrevin, syntaxin and 
SNAP25 synaptic core, 2213 
SNAP25 
synaptic core complex of, formation of 
high affinity a-SNAP binding site, 
2213 
SNAP-25 gene 
regulation of expression by transcription 
factor Brn-3a, 15858 
SNF2/SWI1 protein 
cloning of, binding to SPH motifs of SV40 
enhancer and HIV-1 promoter, 
4575 
SNQ2 
identification and characterization of, 
multidrug ATP binding cassette 
transporter, plasma membrane, 
Saccharomyces cerevisiae, 18150 
SN56 cells 
mouse, coordinated upregulation of cho- 
line acetyltransferase gene and 
vesicular acetylcholinetransporter 
gene expression, 22101 
Sodium 
excretion, Escherichia coli mutant MH1, 
3816 
as a potassium analog, on gastric hydro- 
gen-potassium-ATPase, 7890 
renal, dicarboxylate cotransporter, se- 
quence and functional character- 
ization of, 5779 
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Sodium/bicarbonate symport 
angiotensin II activates, cardiac cells, 
20432 
Sodium binding site 
thrombin, 22089 
Sodium-calcium antiport 
mitochondria, heart, 672 
Sodium-calcium exchange 
ATP-dependent regulation of, Chinese 
hamster ovary cells, 9137 
carboxy-terminal transmembrane do- 
mains of, alternative splicing, 6917 
Sodium-calcium exchanger 
cadiac sarcolemma, positively charged 
cyclic hexapeptides inhibitors of, 
16182 
human renal, lacking signal sequence, 
expression of functionally active, 
19345 
Sodium/calcium exchanger 
aortic smooth muscle, growth factor in- 
duced phosphorylation and activa- 
tion of, 8996 
Sodium-calcium exchanger gene (RBE-1) 
amino-terminal signal peptide not man- 
datory for expression of, rat brain, 
19120 
Sodium/calcium/potassium exchanger 
regulation of cytosolic free calcium ions, 
retinal rods, 13231 
Sodium channel 
amiloride sensitive, functional degenerin 
chimeras containing residues es- 
sential for function of, 11735 
amiloride-sensitive, novel, molecular 
cloning and functional expression 
of, 27411 
antibody probing of cytoplasmic domain 
structure, 22271 
cardiac, modulation of expression by 61 
subunits, Xenopus oocytes, 25696 
a subunit, tr brane segment 
IVS6, role in inactivation of, 12025 
Sodium channels 
voltage-gated, blockage by new family of 
conotoxins, 16796 
voltage-sensitive, dephosphorylation of, 
rat brain, 7750 
B1 subunits, functional coexpression, 
mammalian cell line, 3306 
Sodium-coupled glucose transporters 
molecular characteristics of, adult and 
embryonic rat kidney, 29365 
Sodium currents 
inactivation 
new conotoxin effect on, 1123 
new conotoxin effects on, 1123 
Sodium dependent glucose transport 
development of, regulated by protein ki- 
nase C, differentiation of intestinal 
epithelial cells, 12536 
Sodium/glucose cotransporter 
kinetics of steady state currents and 
charge movements, rat, 27099 
Sodium/glucose cotransporter gene 
post-transcriptional regulation of expres- 
sion, LLC-PK, cells, 20536 
Sodium-hydrogen antiporter 
halobacterial, specific inhibition by halo- 
cins, 6450 
Sodium/hydrogen antiporter 
G protein regulation of, oocytes, Xenopus 
laevis, 17898 
Sodium-hydrogen exchange 
chloride-dependent, mechanism in colonic 
crypts, 11051 
Sodium/hydrogen exchange 
regulation of, by parathyroid hormone 
and parathyroid hormone related 
peptide, renal OK cells, 20004 
Sodium/hydrogen exchanger 
isoforms, differentially responsive to sec- 
ond messenger agonists of protein 
kinase A and C pathways, 29209 
Sodium-hydrogen exchanger gene 
activation, transcription factor AP-2, 
1375 
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activation during neuronal differation, 
embryonal carcinoma cells, 10420 
Sodium/hydrogen exchanger NHE1 
cytoplasmic domain of, confers calcium 
responsiveness to apical isoform 
NHES3, 26460 
Sodium/hydrogen exchanger NHE-1 
activation by parathyroid hormone and 
parathyroid hormone-related pep- 
tide, osteoblastic cells (UMR-106), 
23166 
Sodium-hydrogen exchanger NHE3 
C-terminal domains of, role in stimula- 
tion/inhibition by protein kinases/ 
growth factors, 13716 
Sodium influx 
regulation of, resting and stimulated sub- 
mandibular salivary glands, 19606 
Sodium-potassium APTase 
a subunit, hydrophobic segments, role in 
membrane translocation of 
polypeptide, 11985 
Sodium,potassium ATPase 
serine 775 in asubunit of, disrupts potas- 
sium high affinity activation, 
22764 
Sodium,potassium-ATPase 
modification of Asp*®*: sheep al isoform, 
characterization of D369N mutant, 
16206 
a-subunit, cytoplasmic region of neces- 
sary for specific a/a association, 
14332 
a subunit, identification of binding motif 
for ankyrin on, 29971 
topology of, 8785 
Sodium-potassium-ATPase 
choroid plexus, 2427 
intramembrane electric charge effects, 


proteolytic fragments, coupling of phos- 
phorylation and nucleotide binding 
sites in, 3989 
a1 isoform of, glutamic acid 327 in, 
sheep, 2993 
Sodium/potassium ATPase 
phosphorylation by protein kinase C, 
structural basis for species specific 
differences, 14072 
Sodium/potassium-ATPase 
aromatic isothiouronium derivatives, 
high affinity competitive agonists 
of alkali metal cations on, 29788 
interaction of complexes with sodium, 
influence of 8 subunit structure, 
13937 
intersubunit and intrasubunit contact 
regions of, 26528 
a-subunit of, interaction of phosphoryla- 
tion and dimerizing domains, 
15707 
Sodium-potassium-chloride cotransport 
protein 
{Cl],-dependent phosphorylation of, dog 
tracheal epithelial cells, 28955 
Sodium-potassium-chlorine cotransporter 
bumetanide-sensitive, structure, expres- 
sion, chromosomal localizaton of, 
human colon, 17977 
Sodium + potassium coupled glutamate 
transporter 
GLT-1, glutamate 404 involved in sub- 
strate discrimination of, rat brain, 
17093 
Sodium-potassium-2chloride cotransporter 
role of direct phosphorylation in regula- 
tion of, rat parotid acini, 25252 
Sodium salicylate 
yeast heat shock gene, and transcription, 
10369 
Sodium transport 
electrogenic, arginine vasopressin stimu- 
lation of, A6 cells, 16082 
Soluble RNA. see RNA entries 
Solvents 
aqueous buffer and organic, bilirubin in, 
73 
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Somatic cells 
mRNP particles in, 50-kDa protein from, 


multifuntional receptor, different spliced 
variants expressed by chicken oo- 
cytes and, 23546 
Ss t tropin gene 
chorionic, promoter and enhancer func- 
tion, initiator element in, 3683 
Son-of-sevenless (Sos) 
functional roles for pleckstrin and Db1 
homology regions in, 15954 
Son-of-sevenless proteins 
disassembly from, from Grb2, 1485 
Sorcin 
association with cardiac ryanodine recep- 
tor, 26411 
Sorghum 
biosynthesis of cyanogenic glucoside 
dhurrin, cytochrome P450,-yp and, 
3506 
Sorting signal motif 
identification of, for regulated secretory 
pathway, pro-opiomelanocortin, 
23 





Sorting signals 
f-amyloid precursor protein, cytoplasmic 
domain of, 3565 
SOS-GrB2 complex 
desensitization of Ras activation, feed- 
back disassociation of, 20883 
Sos1 
and Sos2, human, interaction with Grb2, 
18212 
Sos2 
and Sos1, human, interaction with Grb2, 
18212 
SoxR 
characterization of [2Fe-2S] protein gov- 
erning an oxidative response regu- 
lonEscherichia coli, 10323 
SoxR protein 
binuclear [2Fe-2S] clusters, role of metal 
centers in transcription, Esche- 
richia coli, 20908 
SOX4 
high mobility group transcription factor, 
transactivation of human CD2 en- 
hancer, 7515 
Soybean root nodules 
Bradyrhizobium japanicum, 5-aminolevu- 
linic acid dehydratase with altered 
metal requirement, tetrapyrrole 
synthesis, 19823 
SPAI 
cloning, characterization and distribu- 
tion, porcine, 22428 
SP-A promoter 
interactions with thyroid transcription 
factor-1 
expression of surfactant protein-A gene 
and, 6531 
expression of surfactant protein-A gene 
and (correction), 16482 
SPC. see Sphingosylphosphorylcholine 
Spectrin 
non-erythroid, proteolysis of, during ap- 
optosis, 6425 
a-Spectrin 
ubiquitin conjugated to, mature erythro- 
cytes, 8928 
B-Spectrin 
phosphorylation and dephosphorylation, 
modulation of erythrocy membrane 
function by, 5659 
Spectrin-actin binding 
definition of protein 4.1 domain involved 
in, 21243 
Spectrin-actin complexes 
adducin model for function in assembly 
of, 18990 
Spectrometry, electrospray mass 
proteolysis, plant lectins, Escherichia 
coli, 2563 
Spectrometry, mass 
isoforms of Bet v 1 analyzed by, 2607 
Spectrometry, tandem mass 
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glycopeptides, from hydroxyproline-rich 
plant cell wall, 2541 
Spectroscopy 
electron paramagnetic resonance, ische- 
mic heart, nitric oxide measure- 
ment with, 304 
Sperm 
calcium release induced by, meiotic mat- 
uration, mouse oocytes, 6671 
chromatin, human, Alu binding protein, 
prevents DNA methylation, 18539 
human, haploid expressed gene cluster 
exists as single chromatin domain, 
8755 
Sperm adhesion 
to zona pellucida glycoprotein ZP3, oocyte 
gala1,3Gal epitopes, implicated in, 
21437 
Spermatogenic cells 
stress response of, 18745 
Spermidine 
accumulation results in decreased cell 
viability in spermidine acetyltrans- 
ferase deficient mutant, Esche- 
richia coli, 18831 
preferential uptake system, in Esche- 
richia coli, 25377 
transport 
hormonal and feedback regulation of, 
human breast cancer cells, 1685 
inorganic cation dependence of, human 
breast cancer cells, 1695 
Spermidine acetyltransferase 
deficient mutant, spermidine accumula- 
tion results in decreased cell via- 
bility in, Escherichia coli, 18831 
Spermine 
gates inward-rectifying muscarinic potas- 
sium channels, atrial myocytes, 
rabbit, 9289 
Sperm membrane protein 
binds in species-specific manner to egg 
extracellular matrix, 26025 
S phase 
of cell cycle, SQ 20006 blocks transition 
to, Swiss 3T3 cells, 26698 
Sphingolipid 
de novo biosynthesis by cultured rat 
hepatocytes, 13834 
Sphingolipid biosynthesis 
change of medium induces increased 
turnover in sphingosine and sphin- 
ganine and, cultured J774A.7 cells, 
18749 
Sphingolipids 
cell cycle arrest and, 2859 
cholesterol and, in detergent insolubility 
of alkaline phosphatase, 6254 
regulatory role for, in neuronal growth, 
10990 
Sphingomyelinase activity 
growth factor and cytokine differential 
regulation of ceramidase activity 
and, 23305 
Sphingomyelin hydrolysis 
induction by neurotrophins, 22135 
regulation of cytochrome P450 2C11 gene 
expression by interleukin-1, ceram- 
ides and, rat hepatocytes, 25233 
Sphingomyelin-transferring protein 
isolation from chicken liver from, 14263 
Sphingosine 
DNA synthesis and regulation of activity 
of phospholipase D influenced by 
interaction of sphingosine 1-phos- 
phate, ceramides and, 26318 
Sphingosine 1-phosphate 
activation of MAP kinase pathway by G 
protein-dependent mechanism, 
11484 
DNA synthesis and regulation of activity 
of phospholipase D influenced by 
interaction of ceramides, sphingo- 
sine and, 26318 
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Sphingosylphosp 
activation of MAP kinase, requires pro- 
tein kinase C and pertussis toxin- 
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sensitive G protein, 3T3 cells, 
24334 
induces rearrangement of the actin cy- 
toskeleton and focal contact assem- 
bly, 24343 
induces tyrosine phosphorylation of 
p125"4" and paxillin, 24343 
pertussis toxin inhibits phospholipase C, 
and calcium mobilization by galac- 
tosylsphingosine and, HL60 cells, 
26332 
Spinach 
chloroplast cpn21 co-chaperonin, charac- 
terization of two functional do- 
mains, 10695 
Spleen cells 
normal, transient aggregation of during 
assembly of major histocompatibil- 
ity complex class II chains, 10475 
Spliced leader RNA genes 
novel, structure and expression of, Cae- 
norhabditis elegans, 22066 
Spliceosome A-complex 
purification and visualization by electron 
microscopy, 15515 
Splicing factor 9G8 
h , gene ding, 17830 
Splicing patterns 
tenascin-C pre-mRNA, control by extra- 
cellular pH, 6243 
Spot 14 protein 
role in regulation of lipid synthesis, 





spp24 
bone 
isolation and sequence of, 431 
isolation and sequence of (correction), 
10359 
Spuma retrovirus 
human, characterization by site-directed 
mutagenesis, 2957 
Spl 
binding, gastrin EGF response element, 
6314 
binding site, constitutive responsive ele- 
ment of collage gene, fibroblasts, 
4299 
binding sites, mediate cAMP-induced 
transcription through protein ki- 
nase A signaling pathway, bovine 
CYP11A gene, 25402 
component of the cytokine-inducible en- 
hancer in VCAM-1 promoter, 
28903 
differential activation of phenylethano- 
lamine N-methyltransferase gene 
by Egr-1 and, rat, 17299 
interaction with Egr-1 in proximal plate- 
let derived growth factor A-chain 
promoter, cultured vascular endo- 
thelial cells, 27679 
major histocompatability complex class IJ 
associated invariant chain gene 
expression, upregulated by interac- 
tion of NF-Y and, 20978 
non-canonical binding element, luteiniz- 
ing hormone gene, 7487 
phosphorylation and down-regulation of 
DNA binding activity upon termi- 
nal differentiation of the liver, 
25879 
regulation, ornithing decarboxylase pro- 
moter activity, rat, 4341 
Stat1 depends on transcriptional synergy 
with, 30264 
transcriptional analysis of acetylcholine 
receptor a3 gene promoter motifs 
that bind AP2 and, 8514 
with tumor necrosis factor and p53, coop- 
erate in transcriptional activation 
of HIV-1 long terminal repeat, 
19680 
zinc finger proteins EGR-1 and, regula- 
tory element in interleukin 2 gene 
promoter, binding site for, 22500 
a,-adrenergic induction of skeletal a-ac- 
tin and, during cardiac myocyte 
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hypertrophy, 410 
Sp1 binding sites 
medium chain acyl-CoA dehydrogenase 
gene promoter 
nuclear receptor response elements 
and, 16308 
nuclear receptor response elements and 
(correction), 24622 
Sp1 consensus site 
transforming growth factor B activates 
promoter of cyclin-dependent ki- 
nase inhibitor p15'“**® through, 
26750 
Squalene epoxidase 
molecular cloning and expression, rat, 17 
Squalene synthase gene 
human, cloning and functional analysis 
of promoter, 21958 
Squalene synthetase 
zaragozic acid A, competitive inhibition 
of, irreversible inactivation of, 
9083 
Squalus acanthias 
Nucleotide sequence and expression of 
carbamoyl-phosphate synthetase- 
aspartate transcarbamoylase-dihy- 
droorotase mRNA, 14130 
Squamous cell-associated gene 
related to PMP22, characterization and 
identification of novel, 28910 
Squamous cell differentiation marker 
human, expression in tracheobronchial 
epithelium dependent on JUN and 
TRE motifs, 26451 
Squid 
photoreceptors, phospholipase C from, G 
protein activated, 854 
tRNA™* cleavage catalyzed by magne- 
sium ions, 10097 
SQ 20006 
blocks mitogenic action of p70°** and 
transition to S phase of cell cycle, 
Swiss 3T3 cells, 26698 
SR-BI 
class B scavenger receptor, receptor for 
anionic phospholipids, 16221 
SRC 
family proteins, SH3 domain regulation 
of kinase activity, 333 
novel site phosphorylation of epidermal 
growth factor receptor by, medi- 
ates interaction with Sre and 
P85a, 15591 
tyrosine phosphorylation of, staurospo- 
rine-induced cell spreading in Colo 
201, 2298 
tyrosine protein kinase, Zap-70 regula- 
tion by, antigen-specific T-cell line, 
2791 
Sre homology 
containing protein tyrosine phosphatase 
1 nerve growth factor stimulation 
of tyrosine phosphorylation, activa- 
tion of, PC12 cells, 25629 
domain 2 
Abelson protein kinase, enhanced affin- 
ities and specificities of consoli- 
dated ligands for, 26738 
association with p72syk,PLCy1, B lym- 
phocytes, 11806 
single point mutation changes Group 
Ill SH2 domains specificity to that 
of Group I SH2 domains, 26029 
of Src family kinases associated with 
Syk, 15658 
domain 3 
Abelson protein kinase, enhanced affin- 
ities and specificities of consoli- 
dated ligands for, 26738 
regulation of kinase activity, SRC fam- 
ily proteins, 333 
regulated binding of phosphatidylinositol 
3-kinase, 7937 
Sre kinases 
SH2 domains of, associated with Syk, 
15658 
v-Crk induced transformation through 
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activation of, 31219 
Src-like adapter protein 
novel, associates with Eck receptor tyro- 
sine kinase, 19201 
Sre-related tyrosine kinase, Hck 
Ras GTPase activating protein,SH3 do- 
main binding protein, substrate 
for, 14718 
Sre SH2 domain 
p80/85 cortactin associates with, trans- 
formed cells, 26613 
Stanniocalein gene 
post-transcriptional regulation, calcium, 
1960 
Staphyloccocus aureus 
enterotoxin B superantigen induction of 
down regulation by increased in- 
ternalization of t-cell receptor, 
12839 
Staphylococcal aureus 
pore formation activity of a-hemolysin 
and membrane binding residues 
for oligomerization, 23065 
Staphylococcus aureus 
collagen-binding adhesin ligand binding 
site, critical residues in, 12005 
expression of major histocompatability 
complex class II analog in, 21457 
interactions between a-hemolysin resi- 
dues shown by, reversion mutagen- 
esis, 23072 
pore-forming toxin, photolabelling with 
2-(*H]diazofluorene, 11348 
Staphylokinase 
structure-function relationships revealed 
by “clustered charge to alanine” 
mutagenesis, 27192 
STAT factors 
activation by prolactin, interferon y, 
growth hormones, tyrosine phos- 
phatase inhibitor, mammary epi- 
thelial cells, 20952 
Stat-like DNA binding activity 
characterization of, Drosophila melano- 
gaster, 16510 
STAT pathway 
angiotensin II activation of, T3CHO/AT,, 
cells, 19059 
STAT protein 
activation and gene regulation via inter- 
leukin 6 response element, role of 
box 3 motif of gp130, 14847 
Stat proteins 
pping of cytopl ic d in of human 
growth hormone receptor required 
for activation of Jak2 and, 21326 
STAT transcription factors 
interleukin-2 or IL-4 stimulated T-lym- 
phocytes, protein-tyrosine kinase- 
dependent activation of, 11628 
STAT1 
and STAT5, erythropoietin induces tyro- 
sine phosphorylation, nuclear 
translocation and DNA binding of, 
erythroid cells, 31282 





Statl 
depends on transcriptional synergy with 
Spl, 30264 
phosphorylation and activation of DNA 
binding activity by Jaks and epi- 
dermal growth factor, 20775 
Statla 
mediated cell signaling, role of protein- 
tyrosine phosphatases, 25709 
Stat-2 
interaction with interferon receptor type 
1, 24627 
STAT3 
activation of, by interleukin-5, 25778 
target of signal pathway activated by he- 
matopoietin receptors, 23254 
Stat3 transcription factor 
acute phase response factor and, activa- 
tion by growth hormone, 3974 
STAT5 
and STAT1, erythropoietin induces tyro- 
sine phosphorylation, nuclear 


SUBJECT INDEX 


translocation and DNA binding of, 
erythroid cells, 31282 
Stat 5 
mammary gland factor, mediation of 
growth hormone-dependent tran- 
scriptional activation, 9448 
Stat5 
regulation by extracellular matrix, 21639 
Stat 5 
related DNA binding protein in liver, 
growth hormone activated, 13262 
STAT5B 
target of signal pathway activated by he- 
matopoietin receptors, 23254 
STAT5-like factor 
activation by, interleukin-3, erythropoie- 
tin and prolactin, lymphoid cells, 
15942 
Staurosporin 
cell spreading induced by, in Colo 201, 
2298 


Staurosporine 
epidermal growth factor and, differention 
in PC12 cells, 7568 
up-regulation of human serotonin trans- 
porter by, choriocarcinoma cells, 
17189 
Steady state currents 
kinetics of, and charge movements, sodi- 
um/glucose cotransporter, rat, 
27099 
Stearoyl-acyl carrier protein 
epidermal, thioesterase, role in wax bio- 
synthesis, 16962 
Stellacyanin 
investigation by '''™Cd perturbed angu- 
lar correlation, 573 
Stem cell factor 
induction of prostaglandin G/H synthase 
I, dexamethasome in mast cells 
and, 8044 
Stereochemistry 
changing, metabolic pathway, in vivo, 
yeast, 27453 
Steroid hormone 
responsiveness mediated by cellular fac- 
tors binding to novel cis-acting ele- 
ment, mouse mammary tumor vi- 
rus promoter, 24502 
Steroid hydroxylase (P450c11) 
mitochondrial, involvement in xenobiotic 
metabolism, 20895 
Sterol 
dependent transcription of two choles- 
terogenic genes, role of NF-Y, 
21445 
regulatory element-binding protein, coop- 
eration, sterol regulation, 1161 
Sterol carrier protein-2 
role in cholesterol transfer, endoplasmic 
reticulum to plasma membrane, 
human fibroblasts, 18723 
Sterol regulation 
of fatty acid synthase promoter, 25578 
Sterol regulatory element binding proteins 
proteolytic cleavage of interleukin-18 
converting enzyme-related cysteine 
protease, 18044 
Sterol regulatory element binding protein-2 
truncation by single intron rearrange- 
ment, production of sterol resistant 
phenytypes, 12152 
Sterol regulatory element-binding protein-2 
hairpin orientation in cell membranes, 
29422 
Sterols 
newly synthesized, efflux from cells, 
25037 
Ste20p 
protein kinase, molecular characteriza- 
tion of, Saccharomyces cerevisiae, 
15984 
Stilbene synthase 
homodimeric plant, reaction mechanisms, 
7922 
Stoichiometric reaction 
control, biological activation of pro-HGF 
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by urokinase, 603 
EGF receptor interaction, clathrin-associ- 
ated protein complex AP-2, 619 
Stomach 
recombinant human alcohol dehydrogen- 
ase, substrate specificity and, liver 
isozymes, 3625 
Strand specific repair 
rate of, and interference with transcrip- 
tion, HPRT gene in diploid human 
fibroblasts, 27222 
Streptavidins 
recombinant core, relationship between 
core and function, 28204 
Streptoccocus pyogenes 
cysteine proteinase, releases biologically 
active fragments of surface pro- 
teins, 9862 
Streptococci group A 
expression of hyaluronic acid synthesis 
operon in, 18452 
Streptococcus pneumoniae 
cloning and expression of B-N-acetylglu- 
cosaminidase gene, 8805 
Streptococcus pyogenes 
strain 6414, novel collagen-binding pro- 
tein from, 347 
Streptococcus suis 
meningitis-associated, purification of 
galactosyl-a1l—4-galactose-binding 
adhesin from, 28874 
Streptococcus thermophilus 
lactose transport protein Glu®”? mutants, 
kinetic analysis of, in, 12995 
Streptokinase 
interaction with plasminogen, 29601 
Streptolydigin 
resistance conferred by alterations to B 
or B’ subunits of RNA polymerase, 
Bacillus subtilis, 23930 
resistant mutants in f’ subunit of RNA 
polymerase, Escherichia coli, 
23926 
Streptolysin O permeabilized CHO cells 
transferrin recycling reconstituted in, 
25976 
Streptomyces antibioticus 
purification of clavaminate synthase 
from, 5299 
Streptomyces griseus 
protease evolution in, 7594 
Streptomyces sp. N174 
site-directed mutagenesis reveals two 
residues essential for catalysis of 
chitosanase, 31077 
Streptomyces virginiae 
Virginiae butanolide binding protein 
from, 12319 
Streptozotocin 
induced diabetes and insulin supplemen- 
tation, effect on expression of gly- 
cogen phosphorylase gene, rat 
liver, 24955 
Stress-activated protein kinase 
ceramide activates, 22689 
c-Jun amino terminal kinases, MAP ki- 
nase, activators for, 12969 
Grb2-mediated association of phosphati- 
dylinositol 3-kinase with, stimu- 
lated by ionizing radiation, 18871 
Stress fiber formation 
Rho-dependent, Ga,; and Ga, stimulate 
focal adhesion assembly and, 
24631 
Stress-inducible proteins 
gene family encoding, alfalfa (correction 
to 1994 article), 986 
Stress proteins 
low molecular weight, variation during 
cell differentiation, 7047 
Stress response 
spermatogenic cells, 18745 
Stretch 
modulation of IGF-1 secretion and, skele- 
tal muscle cells, 2099 
Stromelysin 
activation of 92-kDa gelatinase by, 6351 
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selective substrates of, identification us- 
ing bacteriophage peptide phage 
display, 6440 
Stromelysin-1 gene 
novel nerve growth factor-responsive ele- 
ment in, gene expression in PC12 
cells, 9106 
Stromelysin-3 
structural determinats controlling proteo- 
lytic activities of, 22866 
Stromelysin-3 gene 
human, structure and promoter charac- 
terization of, 20337 
Strontium 
calcium and, distinct binding properties 
of synaptotagmins, 24898 
Structure-function relations 
human interleukin-11, 978 
STX 
human, cDNA confers polysialic acid ex- 
pression, mammalian cells, 22685 
STY kinase 
nuclear, specificity of, 21524 
ST2/T1 protein 
binding to secreted proteins from Balb/ 
3T3 and human umbilical vein en- 
dothelial cells but does not bind 
interleukin 1, 27905 
Suberin 
polyaromatic domain of, hydroxycinnamic 
acid-derived polymers and, 7382 
Submaxillary gland 
distinct glycoforms of carbonic anhydrase 
VI, 5985 
Submitochondrial particles 
bovine, subunits in, ATP synthase com- 
plex, 2053 
Substance P 
receptor, mapping of, P388D, cells with 
photolabile agonists, 1213 
tyrosine phosphorylation promotion of 
protein kinase Cé by carbachol and 
phorbol ester, salivary gland epi- 
thelial cells, 13490 
(p-Arg'-p-Phe®'p-Trp’*' Leu!" Substance P 
differential modulation of PLCB and 
MAPK activity by, 8623 
Substrate channeling 
riboflavin synthase complexed with lum- 
azine synthase, Bacillus subtilis, 
16788 
Substrate discrimination 
GLT-1, glutamate 404 involved in, rat 
brain, 17093 
Substrate recognition 
identification of residues involved in, ve- 
sicular monamine transporter, 
25798 
Substrate recognition domain 
Gal2 galactose transporter, yeast Saccha- 
romyces cerevisiae, 2423 
Substrates 
functional interactions dependent on, 
TEM f-lactamase double mutant, 
781 
specificity, extraordinary active site, 
pp60°°”", 5375 
susceptibility, calpain proteolysis, PEST 
sequence effects, 2032 
Substrate specificity 
chimeric domain responsible for, flavonol 
sulfotransferases, 12498 
Subtilisin E 
propeptide of, role as intramolecular 
chaperone for protein folding, 
25127 
Subunit assembly 
cartilage matrix protein, role of coiled- 
coil a-helices and disulfide bonds 
in, 23150 
Succinate dehydrogenase b 
mRNA, functional iron-responsive ele- 
ment in 5’-untranslated region, 
Drosophila melanogaster, 30781 
Succinate-ubiqui oxidoreductase 
mitochondria, Ascaris suum, 928 
Succinic semialdehyde dehydrogenase 
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mature NAD*-dependent, molecular 
cloning from rat to human, 461 


Sucrose 
lentil lectin interaction, NMR molecular 
modeling and crystallographic 
studies of, 25619 
Sugar phosphate phosphatase 
purification of, activation by HPr(Ser(P)) 
of phosphotransferase system, Lac- 
tococcus lactis, 16740 
Sugar transport 
role of tryptophans 371 and 395 in p-ga- 
lactose-H* symport protein bind- 
ing of antibiotics and, Escherichia 
coli, 30359 
Sulfate transport 
reconstituted proteoliposomes in, media- 
tion by mammalian anion exchang- 
ers, 11251 
Sulfate 00-3GlycAB1-4XylB-(4-methylum- 
belliferone) 
HNK-1-reactive, novel, synthesized by 
skin fibroblasts, human, 13794 
Sulfite 
stabilization, vacuolar ATPase, 1557 
Sulfite reductase 
flavin reductase activity of flavoprotein 
component of, Escherichia coli, 
20550 
Sulfobolus solfataricus 
polypeptide elongation factor 2, 21082 
Sulfolipid-deficient mutant 
Rhodobacter sphaeroides, accumulation of 
UDP-sulfoquinovose in, 25792 
Sulfolobus shibatae 
archaeosome conformational cycle, from, 
28818 
Sulfolobus solfataricus chaperonin 
in vitro protein thermal aggregation pre- 
vention by, 28126 
Sulfolobus sp. strain 7 
aerobic respiratory system resolution, 
terminal oxidase supercomplex, 
fusion of respiratory complexes III 
and IV, 30881 
characterization of respiratory complex 
II, aerobic respiratory system, 
30902 
characterization of terminal oxidase sub- 
complexes, aerobic respiratory sys- 
tem, 30893 
ferredoxin-dependent redox system, 
17878 
Sulfotransferase 
role in sulfonation of terminal galactose 
in N-acetyllactosamine-containing 
mucin carbohydrate chain, human 
airway, 27544 
Sulfur 
iron and, from NifB cofactor, incorpora- 
tion into iron-molybdenum cofactor 
of dinitrogenase, 26890 
Sulfur transferase 
6-sulfates both chondroitin sulfate and 
keratin sulfate, purification of, 
22483 
Superhelicity 
changes, closed circular DNA, high mo- 
bility group protein I/Y, 4355 
Superoxide 
formation, neutrophil, C.-ceramide inhi- 
bition of, 3056 
Superoxide dismutase 
copper and zinc containing, catalase, si- 
multaneous overexpression retards 
age related changes, Drosophila 
melanogaster, 15671 
copper-zinc, expression, mouse testis, 236 
increases cytotoxicity of 3-morpholinop- 
holinosydnonimine, HepG2 cells, 
20922 
Superoxide dismutase 1 
subunits, mutations linked to familial 
amyotrophic lateral sclerosis, 3234 
Superoxide production 
neutrophil, site on Clq required for stim- 
ulation of, 30627 
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rapid, by fumarate reductase, Esche- 
richia coli, 19767 
Surface dilution kinetics 
lipid signaling enzymes and, minireview, 
18711 
Surface-linked molecules 
measurement of lifetime of bonds made 
between, 26586 
Surface residues 
human thrombin, functional mapping of, 


Surfactant protein-A gene 
pulmonary 
thyroid transcription factor-1 regula- 
tion of, 6531 
thyroid transcription factor-1 regula- 
tion of (correction), 16482 
Surfactant protein B gene 
human, upstream enhancer activity me- 
diated by thyroid transcription fac- 
tor 1, 24852 
Surfactant protein C 
neutralization of positively charged resi- 
dues, effect on structure and func- 
tion of, 16225 
Surfactant protein C gene 
transcription, inhibition by tumor necro- 
sis factor-a, 19402 
Surfactant protein D 
different binding mechanisms for phos- 
phatidylinositol and glucosylceram- 
ide, 14725 
rat, amino-terminal domain and collage- 
nous region, role in function of, 
19052 
SV40 early promoter 
gene expression from, simple repeat DNA 
sequence effects, 3313 
SV40 enhancer 
SPH motifs of, SNF2/SWI2-related pro- 
tein binding to, cloning of, 4575 
Swedish mutant amyloid precursor protein 
intracellular accumulation of B-Amyloid, 
in cells expressing, 26727 
Swinholide A 
binding, actin dimers, severing of actin 
filaments and, 3463 
Swiss 3T3 cells 
activation of MAP kinase cascade dissoci- 
ated from cAMP-stimulated mito- 
genesis, 21411 
stimulated phospholipase A, activity in, 
inhibited by demethoxyviridin and 
structural analogue wortmannin, 
25352 
Swiss 3T3 fibroblasts 
gastrin receptors mediate mitogenic ef- 
fects of gastrin and processing in- 
termediates, 8429 
Swidp 
cooperative DNA binding at HO promoter 
by Pho2p and, determination of 
requirements for, 29151 
SW15 
transcription factor, yeast, nuclear local- 
ization in mammalian cells, 17064 
syd 
SecY interacting factor, Escherichia coli, 
5519 
Syk 
activation by phosphotyrosine-containing 
peptides, 10498 
mutation in Jurkat E6-derived clones re- 
sult in lack of expression of 
p72syk, 26533 
protein kinase/phospholipase A, pathway 
activation by FceR1 requirement 
for, 10960 
Sre family kinases, SH2 domains of asso- 
ciated with, 15658 
syk 
ick and, Fcy receptor initiation of activa- 
tion, natural killer cells, 16415 
Syk protein-tyrosine kinase 
cAMP-insensitive activation of c-Sre and, 
through platelet membrane glyco- 
protein VI, 28029 
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regulated by tyrosine-phosphorylated 
Iga/IgB ITAM binding and auto- 
phosphorylation, 11590 
Sympathetic neurons 
ciliary neurotrophic factor binding char- 
acteristics in, 313 
Synapsin II gene promoter 
human, cloning and sequencing of, 24361 
Synaptic core 
synaptobrevin, syntaxin, and SNAP25, 
formation of high affinity a-SNAP 
binding site, 2213 
Synaptobrevin 
synaptic core complex of, formation of 
high affinity a-SNAP binding site, 
2213 
Synaptotagmin 
calcium regulation of interaction with 
syntaxin 1, 23667 
Synaptotagmin family 
functional diversity of C2 domains of, 
26523 
Synaptotagmins 
distinct calcium and strontium binding 
properties of, 24898 
N-Syndecan core protein 
self-association mediated by novel struc- 
tural motif in transmembrane do- 
main and ectodomain flanking re- 
gion, 26404 
Syndecans 
cell aggregation mediated by, 5077 
Synechococcus sp. strain PCC7942 
DpsA protein, DNA-binding hemoprotein, 
22478 
Synechocystis sp. PCC 6803 
cytochrome c-550 role in, 6901 
Synergy site 
requirement for activation state of inte- 
grin a5£1, in cell adhesion to fi- 
bronectin, 21612 
Syntaxin 
conformational change in, induced by N- 
ethylmaleimide-sensitive fusion 
protein and a-SNAP, 16955 
synaptic core complex of, formation of 
high affinity a-SNAP binding site, 
2213 
Syntaxin-binding protein 
homologous to yeast Secl, novel isoform 
of, 4963 
Syntaxins 
botulinum neurtoxin type C cleavage of, 
10566 
interactions with novel Munc-18, 13022 
Syntaxin 1 
association with chromaffin granules, 
15930 
calcium regulation of synaptotagmin in- 
teraction with, 23667 
a-Syntrophin 
binding, syntrophin triplet, dystrophin, 
and utrophin, 4975 
Syntrophin genes 
al and £2, mouse, structure, chromosome 
localization and homology with 
discs large domain, 25859 
Syntrophin triplet 
a-syntrophin binding to, 4975 
Syp 
association with gp130 and JAK2 stimu- 
lated by interleukin-11, 3T3-L1 
mouse preadipocytes, 24826 
involvement in erythropoietin receptor 
signal transduction pathways, 
5631 
Syp substrate 
identification of PDGF receptor as puta- 
tive, 22208 
System B 
regulation of alanine transport via, pro- 
tein kinase C dependence, 3582 
System y* 
angiotensin I] stimulates cationic amino 
acid transporter gene expression 
and, cultured vascular smooth 
muscle cells, 27577 
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S6 
phosphorylation, hepatic autophagy, 2320 
S6/H4 kinase (PAK 65) 
activation by intramolecular and inter- 
molecular autophosphorylation, 
human placenta, 21121 
S6 kinase signaling pathway 
differential activation of mitogen-acti- 
vated protein kinase and, by TPA 
and insulin, 28325 
S-100b 
characterization of binding epitopes, 
identification of novel target actin 
capping protein CapZ, 14651 
$100 Calcium binding protein A3 
EF-hand motif protein, zinc binding, pu- 
rification of cation binding proper- 
ties of human recombinant, 21056 


T 


Talin 
cytoskeletal protein, interaction with fo- 
cal adhesion kinase, 16995 
TAL1/SCL 
erythropoietin stimulates transcription 
and phosphorylation of protein 
products of, 11603 
T antigen 
induction of amplification, simian virus 
40, pre-parietal cells, transgenic 
mice, 15777 
large, glial specific JC virus early pro- 
moter, activation by, 13240 
T antigens 
encoded by simian virus 40 mutants 
di1135 and 5080, 15377 
Targeting signal 
mitochondrial, chaperonin 10, rat, 1323 
Taste buds 
molecular cloning of ebnerin, 17674 
TATA 
containing promoter elements, myogenic 
regulatory factor activation of, via 
an E-box independent mechanism, 
15664 
TATA binding protein 
ADA2 transcriptional adaptor, interac- 
tions with acidic activation do- 
mains and, 19337 
dimerization of, 13842 
functional binding and stable sliding on 
nonspecific DNA, 13850 
transactivation ability of transcriptional 
activation domain of p53 related to 
binding affinity to, 25014 
TATA-binding protein 
Promoter-dependent photocross-linking to 
acidic transcriptional activator 
E2F-1, 13674 
TATA-binding protein gene promoter bind- 
ing factor 
cloning, expression and characterization, 
Acanthamoeba, 28839 
TATA-binding proteins 
interactions between TFIIA TFIIA and 
negative cofactor NC2(Dr1), in- 
volvement of, 10976 
TATA binding protein sequence 
Thermococcus celer, translation product 
of, related to Methanococcus tran- 
scription factor B, 17649 
TATA-less promoter 
regulation of transcription enhancer fac- 
tor-1 gene with binding sites for 
ubiquitous transcription factors, 
19487 
TATA-like sequence 
upstream, CAA repeated element, E1A- 
dependent negative regulation and, 
2327 
TAT protein 
HIV-1, expression and secretion of acidic 
fibroblast growth factor induced 
by, 17457 
Tau 
fetal, adult and paired helical filament 
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tau, detection of phosphorylated 
Ser?® in, 18917 
Taurocholate 
enhancement of, Mdr2-mediated translo- 
cation of phosphatidylcholine, 
25388 
Taxa-4(5),11(12)-diene 
geranylgerany| diphosphate cyclization 
to, is committed step in biosynthe- 
sis of taxol, 8686 
Taxol 
binding sites on microtubule, 20235 
biosynthesis of, geranylgerany] diphos- 
phate cyclization to taxa- 
4(5),11(12)-diene is commited step 
in, 8686 
Taxol resistance 
murine J774.2 cell line with elevated, 
altered M82 expression in, 31269 
Tax transactivation 
molecular mechanism for latency and, 
human T-cell leukemia virus, 
12814 
T cell 
activation dependent association with 
p58 subunit of phosphatidylinositol 
3-kinase and pp36/38, 20177 
targeted immunofusion proteins, Esche- 
richia coli, 14951 
38-42 kDa B cell surface protein in- 
volved in activation and differenti- 
ation, 23429 
T-cell 
activation induced apoptosis, inhibited by 
retinoids, 18672 
leflunomide inhibitor of T-cell protein 
kinase phosphorylation in, 12398 
role of protein kinase C isotypes in acti- 
vation of, 9833 
Vav signaling associated with prolactin 
receptor, nuclear translocation, 
13246 
T Cell antigen receptor 
¢ chain tyrosine-based activation motif, 
interaction between She and tyro- 
sine kinase ZAP-70, 13981 
T-cell antigen receptor 
expression, CD3-gamma domains in- 
volved in, 4675 
ligation of, induces association of phos- 
phoproteins with Grb2 and ¢-chain 
of, 18428 
T-cell leukemia virus type I tax 
human, role in activating NF-«B, 11745 
T-cell leukemia virus type I tax protein 
human, transcriptional repression of p53 
by, 28503 
T cell receptor 
B-chain of, characterization of single- 
chain antibody to, 25819 
T-cell receptor 
enterotoxin B superantigen induction of 
down regulation by increased in- 
ternalization of, Staphyloccocus 
aureus, 12839 
T cell receptor-CD3 
mediated signaling, effect of G proteins 
and tyrosine kinases interaction 
on, 30635 
T-cell receptors 
a and B enhancers, functional redun- 
dancy of, 1515 
T cell receptor transcripts 
in vivo detection of premature nonsense 
codons in, reversed by protein syn- 
thesis inhibitors in vitro, 28995 
T cells 
activated, accumulation of RNA binding 
proteins during RNA degradation 
and apoptosis, 26593 
c-myb gene repression by WT1 protein, B 
cells and, 23785 
cyclosporin A treated human, phosphoryl- 
ation of transcription factor 
NFATp inhibits DNA binding in, 
20653 
Jurkat, activation, calmodulin and, 8032 
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stimulated, P-selectin glycoprotein li- 
gand-1 major counter-receptor for 
P-selectin, 21966 

CD4°* T cells 

HIV-1 envelope glycoproteins induce acti- 
vation of activated protein-1, 
19364 

HIV-1 envelope glycoproteins induce acti- 
vation of activated protein-1 (cor- 
rection), 29038 ‘ 

IV°a(NeuGca2—8NeuGc)-Gg,Cer on, 
mouse, 3876 

T-cells 

activated, induction of nuclear factor me- 
diated by FceRI, 16333 

activation, tyrosine-phosphorylated p116 
and crk interaction in, 2893 

antigen-specific line, Sre family tyrosine 
protein kinase, Zap-70 regulation 
by, 2791 

cryptic translation products to, major his- 
tocompatibility complex class I 
molecule expression, 1088 

RAF-1 regulation in, 5594 

signaling, inhibition of ZAP-70/T cell an- 
tigen receptor association and, 944 

T cell surface receptors 

CTLA-4 and CD28, CD80 extracellular 

domains bind, 21181 
BTC6 cell line 

pancreatic, glucose modulates y-aminobu- 

tyric acid release from, 30286 
T-dGTP 

replication error rates for, leading and 

lagging, 2595 
T-DNA 

processing, initiation of Agrobacterium 

tumefaciens, 1269 

TEF-1. see Transcriptional enhancer 
factor-1 

Teichoic acid 

wall, lipoteichoic acid and, incorporation 
of p-alanine into, Bacillus subtilus, 
15598 

Telomerase 

ATP-dependent processivity, Saccharo- 
myces cerevisiae, 21453 

Tetrahymena, gel shift and UV cross- 
linking analysis of, 8893 

Telomere end-binding protein 
candidate, extent of site occupancy, 4509 
TEM £-lactamase 

active site of, substitution of Asp for Asn 
at position 132, 775 

specificity mutant, substrate-dependent 
functional interactions, 781 

Temperature 

cysteine residue function, fibroblast 
growth factor-1 release from NIH 
3T3 cells and, 33 

Tenascin 

asparagine-linked oligosaccharides on 
phosphacan mediate binding to 
N-CAM and, 24650 

asparagine-linked oligosaccharides on 
protein-tyrosine-phosphatase {/B 
mediate binding to N-CAM and, 
24650 

human, integrin 81 receptor for fi- 
bronectin, vitronectin and, 23196 

Tenascin-C 

binding to soluble fibronectin and matrix 
fibrils, 29012 

heparin binding and, fibronectin type III 
domain five, 4619 

heparin binding site, chick, 3378 

isoforms, human, susceptibility to degra- 
dation by matrix metalloprotein- 
ases, 8650 

pre-mRNA, splicing patterns, control by 
extracellular pH, 6243 

Tenascin gene 
transcription regulatory sequences, 3429 
Tensin 

tyrosine phosphorylation of, staurospo- 
rine-induced cell spreading in Colo 
201, 2298 
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Tepoxalin 
inhibition by, prostaglandin-H synthase 1 
peroxidase and cycloxygenase ac- 
tivities, 13948 
Terbium 
bound, alkaline phosphatase tryptophan 
109, triplet energy transfer to, 
Escherichia coli, 22890 
Terminal differentiation 
liver, down-regulation of DNA binding 
activity and phosphorylation of 
Sp1 upon, 25879 
A Terminase 
subunits of, and translocalase activity, 
20059 
Termination 
as factor in quality control during ribo- 
some biogenesis, 28003 
Ternary complex 
Klenow fragment, deoxynucleoside 
triphosphate and pyrophosphate 
binding site in, 1945 
RNA polymerase II, arrest on linear tem- 
plates, 2290 
Terpene cyclases 
sesquiterpene cylcase from Hyoscyamus 
muticus and, 7375 
Testes 
bovine, purification and characterization 
of DNA ligase III, 9683 
Testes specific transcription factor CREMr 
calspermin gene activation by, 20962 
calspermin gene activation by (correc- 
tion), 28494 
Testicular germ cells 
novel protein kinase TESK1, identifica- 
tion and characterization of, 31331 
Testicular protein 
glutathione S-transferase activity of, ex- 
tracellular in seminiferous tubules, 
15675 
Testis 
germ cells, copper-zinc superoxide dis- 
mutase expression in, 236 
nuclear extract, bovine, base excision re- 
pair, DNA polymerase B in, 949 
rat, purification and characterization of 
deoxyhypusine synthase from, 
8660 


Tetanus toxin 
inhibition of exocytosis, bovine chromaf. 
fin cells, 1770 
inhibits neuroexoctyosis even after re- 
moval of its zinc-dependent prote- 
ase activity, 31386 
Tethered ligand library 
peptide agonist discovery using, 23398 
Tetracycline efflux protein TetA 
amino-terminal half of Tn/0-specified, 
contains dimerization domain, 
22752 
Tetracycline-sensitive expression system 
responsiveness in different cell lines, 
14168 
Tetradecamers 
Cpn60, dissociation, high hydrostatic 
pressure-induced, 2061 
12-O-Tetradecanoylphorbol-13-acetate 
effects on estrogen receptor, MCF-7 cells, 
25244 
insulin and, differential activation of 
MAPK and S6 kinase signaling 
pathway by, 28325 
regulation mediated by, gene expression, 
6894 
selective induction of single transcription 
start site in HMG-1/Y gene, 14235 
Tetradecenoic acid 
reactivity of purified fatty acid activation 
proteins with oximes, triacsin C 
and, Saccharomyces cerevisiae, 
20090 
Tetrahydrobiopterin 
oxidation of nitric oxide induced by, ki- 
netics of, 655 
Tetrahymena 
class II and III genes, transcription in, 
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7601 
ribosomal protein S7 in, structural char- 
acterization of, 6000 
telomerase, gel shift and UV cross-link- 
ing analysis of, 8893 
Tetrapyrrole synthesis 
Bradyrhizobium japanicum, 5-aminolevu- 
linic acid dehydratase with altered 
metal requirement, soybean root 
nodules, 19823 
Tetrapyrrole synthesis gene 
gsal, soybean, 7387 
Tetraspan membrane glycoprotein 
from human intestinal epithelium and 
liver, regulates cell density-depen- 
dent proliferation, 21907 
Tetrazole 
angiotensin receptor antagonists, interac- 
tions, 2284 
TFIIF30 
small subunit of, Drosophila melano- 
gaster, 6292 
TGF-a. see Transforming growth factor-a 
TGF-£. see Transforming growth factor-8 
TGF-£ receptors types I and II 
cooperative binding of transforming 
growth factor-B2, 15919 
TGN38 
isoforms, strain specific presence in, and 
absence of TGN41, mouse, 14471 
TGN41 
strain specific absence of, and presence of 
TGN38, mouse, 14471 
Thapsigargin 
calcium release induced by, meiotic mat- 
uration, mouse oocytes, 6671 
induction of grp78, protein kinases and, 
494 
intracellular calcium pumps, resistant to, 
11955 
Jurkat cells activated by, calcium influx 
factors from, 6429 
kinetics of interaction with calcium-AT- 
Pase (sarcoplasmic reticulum), 
11731 
resistance, development of, intracellular 
calcium transport ATPase, chinese 
hamster lung fibroblasts, 12140 
Thermal isomerization 
catalyzed, between previtamin D, and 
vitamin D, via B-cyclodextrin com- 
plexation, 8706 
Thermal stability 
effects of base pair location on, 128 octa- 
mer DNA duplexes, 8439 
Thermococcus celer 
translation product of TATA binding pro- 
tein sequence, related to Methano- 
coccus transcription factor B, 
17649 
Thermodynamics 
DNA melting, enthalpy-entropy compen- 
sation in, 746 
Thermogenesis 
brown fat, novel regulatory pathway of, 
5666 





Thermolysin-like enzymes 
role of histidine 231 in, 16803 
Thermophilic Bacillus PS3 
ATP synthesis by F,F,-ATPase, 21571 
Thermophillic bacilli 
cytochrome b genes split for cytochrome 
6, and subunit IV (correction), 
22076 
Thermus thermophilus HB8 
characterization of cytochrome ba, 20345 
Thiamine pyrophosphokinase 
encoded by tnr3 gene, Schizosaccharomy- 
ces pombe, 28457 
regulates thiamine and phosphate metab- 
olism, mating and growth, S. 
pombe, 28457 
Thiamin pyrophosphate 
binding site, mammalian pyruvate dehy- 
drogenase, tryptophan residue in, 
4570 
Thiazolidine 
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amelioration, high glucose-induced insu- 
lin resistance, 7724 
Thiazolidinedione 
antidiabetic, peroxisome proliferator-acti- 
vated receptor y, ligand for, 12953 
Thiazolidinediones 
fatty acids and, convert myogenic cells 
into adipose-like cells, 28183 
Thimerosal 
interaction with calcium release channel 
ryanodine receptor, skeletal muscle 
sarcoplasmic reticulum, 29644 
Thimet oligopeptidase 
neurolysin as homologue of, 2092 
Thin filament assembly 
skeletal muscle, calcium sensitivity of, 
unaltered by troponin T, NH/d2/D 
truncation, 25455 
L-Thiocitrulline 
characterization of interactions with 
heme cofactor region of nitric oxide 
synthase, 27423 
Thioesterase 
epidermal stearoyl-acyl carrier protein, 
role in wax biosynthesis, 16962 
Thiol 
identification of cysteine as, 1422 
Thiolate-ligated heme protein 
nitric oxide synthase identified as, by 
magnetic circular dichroism spec- 
troscopy, 19943 
Thiol peroxidase 
thioredoxin-linked, from periplasmic 
space of Escherichia coli, 28635 
Thiol protease 
inhibitors, cystatin family of, bone phos- 
phoprotein related to 
molecular cloning, 431 
molecular cloning (correction), 10359 
Thiols 
kinetics of nitric oxide nitrosation of, in 
presence of oxygen, 28158 
Thiophosphorylation 
130-kDa subunit, decreased activity of 
myosin light chain phosphatase 
associated with, 18191 
Thiophosphotyrosine peptide 
activation of phosphatidylinositol 3-ki- 
nase, effect on glucose transport, 
3T3-L1 adipocytes, 26000 
Thioredoxin 
bacterial, increase in solubility of foreign 
proteins by coproduction of, Esche- 
richia coli, 25328 
Thioredoxin-like active site 
chaperone activity of protein disulfide 
isomerase, independent of, 17078 
Thioredoxin-like protein 
bacterial, has redox properties compara- 
ble with those of cytoplasmic thi- 
oredoxins, 26178 
Thioredoxin reductase 
human 
reduces lipid hydroperoxides, 11761 
1-chloro-2,4-dinitrobenzene inhibition 
of, 3479 
Thioredoxin/thioredoxin reductase hybrid 
protein 
purification and functional analysis of, 
Mycobacterium leprae, 25604 
Thiostrepton 
high accessibility, base substitution 
within mammalian 28S ribosomal 
RNA GTPase-associated domain 
causes, 29889 
thr Attenuator 
transcription termination at, 23330 
Threonine kinase receptor 
novel type II serine and, interaction with 
type I TGF-8 receptor, 5625 
Threonine residues 
aspartic acid residues and, in I domain of 
£2 integrins critical for interac- 
tions with ICAM-1 and C3bi, c3bi, 
12531 
Threonine 54 
role in iron-sulfur cluster and electron 
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transfer, adrenodoxin, 29959 
Threonine 58 
c-Myc glycosylated at, lymphomas, 18961 
Threonine 431 
elongation factor eEF-1la at, protein ki- 
nase Cé-specific phosphorylation 
of, 6156 
Threonine 558 
phosphorylation of, by thrombin activa- 
tion of human platelets, in moesin, 
31377 
Thrombin 
activation of human platelets, phospho- 
rylation of threonine 558 in moe- 
sin, 31377 
cytosolic phospholipase A, differential 
activation by thrombin receptor 
agonist peptide and, human plate- 
lets, 14816 
formation, activation of factor VII by hep- 
sin and, 66 
human, functional mapping of surface 
residues of, 16854 
identification of a p21cdce42/rac1-acti- 
vated serine/threonine kinase rap- 
idly activated by, in platelets, 
26690 
induces activation of progelatinase A, 
vascular endothelial cells, 23730 
induces activation of p38 MAP kinase, 
human platelets, 27395 
prethrombin-2 expression, 163 
production, prothrombinase, tubular flow 
reactor, 1029 
regulation of thrombin receptor protein 
and mRNA expression, different 
pathways, 545 
slow form stabilization by binding of fi- 
brinogen Aal—50-8-galactosidase 
fusion protein, 24790 
sodium binding site of, 22089 
stimulates phosphorylation of IGF-1R, 
IRS-1, and PLC-y1, rat aortic 
smooth muscle cells, 27871 
suppressor mutant that restores affinity 
of oligonucleotide inhibitor for, 
19370 
tissue factor pathway, mathematical 
model of serine protease inhibition, 
25383 
triabin is potent exosite inhibitor of, 
28629 
a-Thrombin 
role of tyrosine residues of glycoprotein 
Iba in binding of von Willebrand 
factor and, 9571 
Thrombin-activable fibrinolysis inhibitor 
(TAFI) 
purification and characterization of, 
14477 
Thrombin fragments 
functional role of domains of troponin-C, 
studied with, 19287 
Thrombin II 
tissue factor pathway to, mathematical 
simulation (correction to 1994 arti- 
cle), 9026 
Thrombin receptor 
activation, platelet shape change induced 
by, 1057 
determinants of cleavage, domains, speci- 
ficity and P3 aspartate, 16435 
endothelial cell, human platelet and, 
neutrophil derived cathepsin G 
proteolysis, 11168 
G protein-coupled, modifications of, 8367 
mechanisms of agonist specificity, 21619 
mediated calcium entry inhibition by pro- 
tein kinase C B, 23887 
regulation on human umbilical vein en- 
dothelial cells, 9868 
serotonin type 2 and, direct mechanisms 
for regulation, 4813 
Thrombin receptor agonist peptide 
cytosolic phospholipase A, differential 
activation by thrombin and, hu- 
man platelets, 14816 
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Thrombin receptor antisense sequences 
growth-related responses arrested by, 
arterial smooth muscle cells, 7431 
Thrombin-thrombomodulin complex 
protein C inhibitor potent inhibitor of, 
25336 
Thrombomodulin 
structure of C-loop of EGF4-like domain 
of, 23366 
Thrombopoietin 
induces megakaryocyte differentiation in 
FDC-P2 cells, 19673 
stimulation of tyrosine phosphorylation 
of Jak2, She, and cMPL, 4979 
Thrombosis 
calreticulin effects, canine coronary arter- 
ies, 8179 
Thrombospondin 
binding domain, definition on GST/CD36 
fusion protein, 2981 
catabolism of, mediation by LDL receptor 
related-protein/a.-macroglobulin 
receptor, 9543 
mediation of calcium mobilization in fi- 
broblasts, 23747 
Thrombospondin 1 
calcium ion binding to, 1729 
discrete sequences of, modulation of 
TGF-B activity, 7304 
Thrombospondin 3 
pentamer, interchain disulfide linkage 
with cysteine residues, 12725 
Thrombospondin-4 
human, characterization of, 2809 
Thromboxane A, receptor 
human endothelial, divergent cytoplasmic 
tail in (correction to 1994 article), 
7011 
Thr*™™ 
conserved amino acids, catalytic activity 
of aspartylglucosaminadase, 4903 
Thylakoid membrane 
chloroplast 
ATP-independent protein translocation 
mechanism in, 1657 
pH-dependent protein transport path- 
way in, 1663 
nuclear-encoded chloroplast membrane 
proteins, distribution to envelope 
and, 20808 
Thylakoid protein 
activation/deactivation cycle of redox-con- 
trolled phosphorylation of, 25225 
translocation dependent on Sec, 23275 
Thylakoids 
isolated, D1 incorporation into photosys- 
tem II core proteins, 25685 
Thymidine kinase 
Herpes simplex virus type-1, purification 
of, 7055 
Thymidine kinase promoter 
human, different regulation in normal 
human diploid IMR-90 fibroblasts 
and HeLa cells, 27374 
Thymidine phosphorylase 
mediates sensitivity to 5-fluorouracil, hu- 
man colon carcinoma cells HT-29, 
19073 
Thymidylate synthase mRNA 
translation of, effects of 5-fluoro- and 
5-bromouracil substitution on (cor- 
rection to 1994 article), 4180 
Thymine dimer 
DNA strand opposite, endonuclease V 
protection of, 3765 
Thymocytes 
dithiocarbamates induce apoptosis by 
raising intracellular level of redox- 
active copper in, 26202 
IV°a(NeuGca2—8NeuGc)-Gg,Cer on, 
mouse, 3876 
Thymocytes CD4°CD8& 
mouse, identification of Kv1.1 expression, 
22406 
Thymus 
calf, hsc70 protein protects and reacti- 
vates prokaryotic and eukaryotic 
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enzymes, 15479 
Thyrocytes 
epithelial cell surface polarity in, 2478 
Thyroid cell proliferation 
function of Pax-8 and TTF-1 in, 23139 
Thyroid follicles 
mitogen-activated protein kinase in, 
stimulation by thyrotropin, 3693 
Thyroid follicular cells 
plasma membrane proteins in, polarized 
distribution of, 2478 
Thyroid hormone 
apolipoprotein A-I mRNA maturation 
and, rat liver, 3996 
Thyroid hormone receptor 
interaction with peroxisome proliferator- 
activated receptor and retinoid X 
receptor, 18117 
isoforms of, ligand dependent and inde- 
pendent functions, role of distinct 
amino termini, 14274 
relationship between P-box amino acid 
sequence and DNA binding speci- 
ficity, 16981 
retinoid X receptor and, regulation and 
transcriptional activation, Xeno- 
pus, 18479 
a Thyroid hormone receptor 
inhibition of neurogenesis by antisense 
oligonucleotides, 12100 
Thyroid hormone receptor B 
interaction with transcription machinery, 
ligand modulated, 10601 
Thyroid hormone receptors 
activity, NUC1 as a repressor of, 3836 
ligand-induced conformational changes 
of, regulation, homo- and het- 
erodimeric functions, 3107 
Thyroid hormone receptor al 
v-ErbA and, DNA binding specificity and 
function of, 7957 
Thyroid hormone response element 
HIV-1 long terminal repeat contains, 
31059 
Thyroid hormone response elements 
direct repeat, half-site sequence and 
space effects, 5238 
inhibitory, ligand-dependent antagonism 
by retinoid X receptors, 13899 
Thyroid hormones 
stabilization of acetylcholinesterase RNA, 
in neuro-2A cells overexpressing 
B1 thyroid receptor, 30651 
Thyroid hormone synthesis 
in vivo and in vitro, N-glycans modula- 
tion of, 29881 
B1 Thyroid receptor 
thyroid hormones stabilization of acetyl- 
cholinesterase RNA in neuro-2A 
cells overexpressing, 30651 
Thyroid transcription factor 1 
human surfactant protein B gene up- 
stream enhancer activity mediated 
by, 24852 
redox regulation of DNA binding activity 
and dimerization ability, 12048 
redundant domains contribute to tran- 
scriptional activity, 26649 
Thyroid transcription factor-1 
gene structure and expression of, respira- 
tory epithelial cells, 8108 
regulation 
pulmonary surfactant protein-A gene, 
6531 
pulmonary surfactant protein-A gene 
(correction), 16482 
Thyrotropin 
human, expression in cell lines with dif- 
ferent glycosylation patterns, 
29378 
stimulation, mitogen-activated protein 
kinase, human thyroid follicles, 
3693 
Thyrotropin receptor 
cDNA, cloning and functional expression 
of, rat fat cells, 10833 
extracellular domain of, baculovirus sys- 


31585 


tem, 1543 
Thyrotropin-releasing hormone 
down regulation of nPKCe by, role of cal- 
pain-calpastatin system in, rat pi- 
tuitary GH,C, cells, 25115 
Thyrotropin-releasing hormone receptor 
disulfide bond between extracellular cys- 
teines is critical for binding, 24682 
Thyrotropin-releasing hormone receptors 
to Gs phospholipase C, Xenopus oocytes, 
3554 
truncation of, constitutive activity and, 
Xenopus oocytes, 1041 
Thyroxine-binding globulin-Chicago 
heat-resistant, molecular and structural 
characterization of, 28234 
Tight junction 
dynamics in transformed mammary epi- 
thelial tumor cells, growth factor 
polarity of responsiveness regu- 
lates, 28223 
formation, glucocorticoid-stimulated, 
TGF-B abrogation of, 6505 
TIMP gene family 
tissue inhibitor of metalloproteinases 
(TIMP)-3 gene structure of and 
inhibitory activities define, 14313 
TIMP-1. see tissue inhibitor of 
metalloproteinases- 1 
Tinman homeodomain factor 
knx-2.5, identification of nove) DNA bind- 
ing targets and regulatory do- 
mains, mouse, 15628 
Tissue factor 
binding of human factor VIla to, calcium 
signals and, 4650 
Tissue factor pathway 
to thrombin, mathematical model of ser- 
ine protease inhibition, 25383 
Tissue factor pathway inhibitor 
two receptor systems involved in plasma 
clearance, in vivo, 24800 
Tissue factor promoter 
regulation, endothelial cells, 3849 
Tissue inhibitor of metalloproteinase 
elevated levels, myofibroblasts from 
scleroderma skin, 3423 
Tissue inhibitor of Metalloproteinases-1 
bound to progelatinase B, inhibited by 
human neutrophil elastase, 16518 
Tissue inhibitor of metalloproteinases-1 
pro-matrix metalloproteinase-9 complex, 
activation by 4-aminophenylme- 
curic acetate and proteinases, 
18506 
Tissue inhibitor of metalloproteinases-3 
mouse, molecular cloning of, and pro- 
moter, 19312 
Tissue inhibitor of metalloproteinases 
(TIMP)-3 gene 
gene structure of and inhibitory activities 
define TIMP family, 14313 
Tissue plasminogen activator 
plasminogen activation by, acceleration 
by prothrombinase components, 
17871 
type I and II, activation of type 1 and 2 
plasminogen activator by, 3261 
Tissue-specific expression 
gene encoding interphotoreceptor retin 
oid-binding protein, cis-acting ele- 
ment, 1289 
Tissue specificity 
far-upstream carbamoyl]-phosphate syn- 
thetase I gene enhancer responsi- 
ble for hormone induction of ex- 
pression and, 24932 
Tissue type plasminogen activator 
role of lysyl binding site of, in fibrin clot 
formation, 12355 
Tissue-type plasminogen activator 
protein loop grafting constructs variant 
that binds platelet integrin a;),Bs. 
30486 
role of finger and growth hormone do- 
mains in clearance of, by hepato- 
cytes, 26053 
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variants of, enhanced stimulation by fi- 
brin, 18319 
variants with enhanced response and se- 
lectivity toward fibrin cofactors, 
23444 
Titin 
class I and II motifs, cloned rat cardiac, 
6908 
T-lymphocyte 
mediated apoptosis inhibited by CrmA, 
22705 
migration induced by lymphocyte che- 
moattractant factor, requires CD4- 
associated tyrosine kinase p56lck, 
17081 
T Lymphocytes 
effect of herbimycin A on NF-«B activa- 
tion, 28557 
T lymphocytes 
cAMP inhibits c-Jun N-terminal kinase, 
18094 
T-lymphocytes 
from AIDS patients, de Novo synthesis of 
ribonucleotides in response to mi- 
togenis stimulation impaired in, 
29690 
cell cycle progression in, /ck-associated 
p70 in, 2506 
cytotoxic, interleukin-2-dependent, apop- 
tosis in, 3203 
human, 7-O-acetyl-G, detection by spe- 
cific T-cell-activating monoclonal 
antibody, 30173 
interleukin-2 or IL-4 stimulated, protein- 
tyrosine kinase-dependent activa- 
tion of STAT transcription factors 
in, 11628 
proliferating, importance of ribonucle- 
otide availability to, healthy hu- 
mans, 29682 
type 1 inositol 1,4,5-trisphosphate recep- 
tor in, 2833 
T-lymphoma cells 
inositol 1,4,5-trisphosphate receptor, in- 
teraction with ankyrin-binnding 
domain, 7257 
internal regulation of calcium release, 
ankyrin interaction with ryanodine 
receptor, mouse, 17917 
TNF. see Tumor necrosis factor 
TNF-a. see Tumor necrosis factor-a 
Tn5306 
cloning, expression and sequence analy- 
sis of N°-carboxyethy])ornithine 
synthase encoded by, Lactococcus 
lactis K1, 12226 
Tocopherol 
peroxidation mediated by, prevention of, 
ubiquinol-10-free LDL, 5756 
TolA N-terminal domain 
Escherichia coli inner membrane, protein 
complex within, interacts with 
TolQ and TolR proteins, 11078 
Topochemical catalysis 
achieved by structure-based ligand de- 
sign, 31210 
Topogenesis 
cytochrome oxidase subunit II, mecha- 
nisms of protein export from mito- 
chondrial matrix, 27079 
Topoisomerase 
Vaccinia, proteolytic footprinting of DNA 
binding, 11636 
yeast type II, resistance to quinolones, 


Topoisomerase | 
camptothecin-resistant DNA, mutants, 
6141 
Topoisomerase II 
binding to ellipticine, 14998 
core DNA binding sequence for, 5932 
mediation of double stranded DNA cleav- 
age by abasic sites, 21441 
Topoisomerase Ila 
human, cell cycle phase-specific phospho- 
rylation of, 28357 
Topoisomerase III 
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DNA, site-specific DNA binding protein, 
Escherichia coli, 23700 
Topoisomerase IV 
interaction with DNA, Escherichia coli, 
25286 


Topoisomerase poisons 
enzyme mechanism, minireview, 21429 
Topoisomerase type II 
mutant, mechanistic basis for drug hy- 
persensitivity of, 28018 
Topoisomerase V 
unlinks circular DNA above 100 degrees 
C, Methanopyrus kandleri, 13593 
Topology 
human norepinephrine transporter, 9197 
membrane, P-glycoprotein, 843 
transmembrane, goldfish kainate recep- 
tors, 2000 
TOP2 
yeast, mutation in, homologous to quin- 
olone-resistant mutation in bacte- 
ria, 20359 
TOR mutations 
confer rapamycin resistance by prevent- 
ing interaction with FKBP12-rapa- 
mycin, 27531 
Torpedo 
nicotinic acetylcholine receptor, interac- 
tion of d-tubocurarine analogs 
with, 31141 
Toxin 
ADP-ribosylating, active site similarities, 
polymer formation, 3247 
snake, genetic engineering of, 9362 
a-Toxin 
resistance, molecular determinants, ace- 
tylcholine receptors, 4165 
Toxin receptor 
Bacillus thuringiensis, 5490 
Toxocara canis 
infective larvae, trans-spliced mRNA en- 
codes 26-kDa protein, 18517 
Toxoplasma gondii 
characterization of isozymes of nucleoside 
triphosphate hydrolase, 11391 
TPA. see 


12-O-Tetradecanoylphorbol-13-acetate 


Trachea 
bovine, epithelium, cloning of chloride 
channel, 31016 
Tracheal epithelia 
outwardly rectified anion channel puri- 
fied from, CFTR and, 1521 
Tracheal smooth muscle cells 
activation of MAP kinase by serotonin 
and growth factor antagonized by 
histamine, 19908 
Tral endonuclease 
encoded by plasmid R100, characteriza- 
tion of, 21319 
Trancytoses 
bidirectional, characterization of novel 
protein (p137) in caco-2 cells, 
20717 
Transactivation 
protein kinase A-dependent, E2A-Pbx1 
fusion protein, 25340 
Transactivation functions 
retinoic acid receptor a, 923 
Transamidase 
addition of glycosylphosphatidylinositol 
to protein involves a, 19576 
Transcobalamin II receptor 
expression and interactions, 8152 
Transcriptase 
bacterial reverse, formation of phosphodi- 
ester linkage in, 581 
Transcription 
a-Actin gene, characterization of DNA- 
binding proteins, vascular smooth 
muscle, 11310 
activation 
grp78/BiP promoter, by thapsigargin, 
494 


intrinsically bent DNA and, 1282 
negative regulation by TEF-1, HeLa 
cell factor and, 3631 
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NF-«B/Rel proteins, 3123 
studies by multimeric CCAAT-binding 
factor CBF, 468 
activation by, mouse Ah receptor, 12697 
activation of by hydrogen peroxide and 
TNF-a, via cis-regulatory element 
in ICAM-1, 18966 
activation of murine TSG-14 gene, pro- 
moter structure and, 25584 
autoregulatory mechanism for, E2F-1 
and uracil-DNA glycosylase, 5289 
c-fos, L-type voltage-sensitive calcium 
channel activation and, 4224 
controlled by 2 promoters, b/k gene, hu- 
man B lymphocytes, 25968 
control of uterglobin promoter by Sp 
transcription factor family, 12737 
dependent, glutathione independent, N- 
Acetylcysteine promoted survival 
of PC12 cells, 26827 
down-regulation, m2 muscarinic receptor 
gene expression, embryonic lung 
cells, 7213 
elongation, effects of antiterminator box 
A, Escherichia coli, 18335 
enhancement and deactivation, RNA po- 
lymerase a subunit COOH-termi- 
nal domain role in, bacteriophage 
T4 late promoter, 15899 
fatty acids, protein mediation of, preadi- 
, 2367 
gene, hypoxia-inducible factor I, 1230 
HIV-1, block by LBP-1, 2274 
human involucrin promoter activation, by 
fos-related antigen, junB, junD, by 
binding to AP1 sites, 12614 
induction of, by lysophosphatidylcholine, 
nitric oxide synthase type III, en- 
dothelium, 17006 
inhibited by negative cis-regulatory ele- 
ment and trans-acting protein, an- 
giotensin II type la receptor gene, 
24282 
insulin regulation of, CCAAT/enhancer 
binding protein, 647 
interference with, and rate of strand spe- 
cific repair, HPRT gene in diploid 
human fibroblasts, 27222 
interferon-y-mediated inactivation of, 
BPAG1, 392 
junB, interleukin-6 induced, B cell hybri- 
doma 7TD1, 1261 
leukosialin gene CD43, tissue specific 
regulation by DNA methylation, 
13298 
negative regulation of interferon y pro- 
moter by glucocorticoids, c-Jun 
mutants, 12548 
novel silencer of, in human collagen type 
IV gene COL4A2, 11209 
Pit-1 activation, promoter spacing re- 
quirement for, 4484 
polymerase II and III, Tetrahymena ex- 
tracts, 7601 
and post-transcriptional control of ex- 
pression of B-F ,-APTase gene, bio- 
genesis of mitochondria, liver, 
10342 
proximal promoter of aromatase P450 
gene,Ad4BP/SF-1 regulation of cy- 
clic AMP-induction of, human 
ovary, 13561 
regulation 
cAMP, human tryptophan hydroxylase 
gene promoter, 3757 
carcinoembryonic antigen gene, 3602 
inflammatory cytokines, ICAM-1 gene, 
endothelial cells, 933 
interferon-y-inducible tryptophanyl- 
tRNA synthetase, 397 
p53 functional domains, 6966 
vacuolar hydrogen-ATPase gene, 7320 
regulation by hypoxia of, vascular endo- 
thelial growth factor gene, rat, 
13333 
regulation by LIM domain homeobox 
gene sil-1, islet cell specific proglu- 
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cogon gene, 12646 

regulation of expression, nicotinic acetyl- 
choline receptor, 4497 

regulation of phospholipase C-,1, colorec- 
tal carcinomas, 16378 

regulatory sequences, tenascin gene, 
3429 


repair-coupling, mouse cells, 3949 
repression of, by human homeobox pro- 
tein EVX1, transfected mammalian 
cells, 27695 
silencer of Wilms’ tumor gene WT1, con- 
tains Alu repeat, 17908 
sixth promoter directing y-glutamyl 
transpeptidase type III RNA, 
mouse, 13711 
suppression by proteins binding single- 
stranded DNA, androgen receptor, 
10968 
suppression by sequence-specific single- 
stranded DNA binding protein, 
mouse myelin basic protein gene, 
12503 
termination, membrane exon 2, untrans- 
lated region contributes to, y2a 
Immunoglobulin gene, 11903 
TGF-B-dependent, inactive type II and 
type I receptors for TGF-f are in- 
hibitors of, 8274 
thyroid hormone receptor f interaction 
with, ligand modulated, 10601 
xenobiotic-inducible, of cytochrome P450 
genes, minireview, 18175 
yeast heat shock gene, sodium salicylate 
and, 10369 
YY1 activity, altered by interaction with 
cyclophilin A and FKBP12, 15187 
zinc influx activation of, through calcium 
channels, 2473 
Transcriptional activation 
by CREMr and CREMa 
angiotensin-converting enzyme gene 
cAMP response elements mediate, 
19078 
phosphoenolpyruvate carboxykinase 
(GTP) gene cAMP response ele- 
ments mediate, 19078 
retinoid independent, mediated by reti- 
noid X receptors, retinoid acid re- 
ceptor B gene, S91 melanoma cells, 
17429 
role of novel positive cofactor in, by re- 
combinant upstream stimulatory 
factor 1, 21307 
thyroid hormone receptor and retinoid X 
receptor, regulation and, Xenopus, 
18479 
WT 1-mediated, inhibited by negative 
dominant mutant proteins, 10878 
Transcriptional activators 
RNA polymerase, stimulation of DNA- 
protein kinase by, 1449 
Transcriptional activator Sox-4 
lymphocyte, solution structure of se- 
quence-specific HMG box, 30516 
Transcriptional adaptor 
ADA2, interactions with acidic activation 
domains and TATA binding pro- 
tein, 19337 
Transcriptional enhancer factor-1 
negative regulation, HeLa cell factor and, 
3631 


novel homologue of, characterization of 
cDNA for, neural precursor cells, 
18649 
Transcriptional enhancers 
Alu DNA repeats function as estrogen 
receptor-dependent, 22777 
Transcriptional factor ISGF3 
activation of, type I IFN signaling path- 
way for, 8188 
Transcriptional induction 
by double stranded RNA, mediated by 
interferon stimulated response ele- 
ments, 19624 
Transcriptional modulators 
in vivo protein binding to LDL receptor 
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and 3-hydroxy-3-methylglutaryl 
coenzyme A reductase promoters, 
25812 
Transcriptional regulation 
of the cholesteryl ester transfer protein 
gene by apolipoprotein AI regula- 
tory protein, 29916 
of genes for cytochrome P450,,,.5 and 
cytochrome P450,y-3, Bacillus 
megaterium, 18606 
insulin-like growth factor-I gene, role of 
nuclear proteins binding to down- 
stream region of, 24917 
Transcriptional repression 
of p53 by human T-cell leukemia virus 
type I tax protein, 28503 
Transcriptional silencing 
methylation associated, major histocom- 
patibility complex-linked hsp70 
genes, mouse cell lines, 26940 
Transcription enhancer 
identified in second region upstream, 
mouse heme oxygenase-1 gene, 
11977 
Transcription enhancer factor-1 gene 
regulation by TATA-less promoter with 
binding sites for ubiquitous tran- 
scription factors, 19487 
Transcription factor 
B-myb, function in human neuroblastoma 
cells, 8540 
defective, in class II major histocompati- 
bility complex genes, 6396 
FadR, acyl coenzyme A binding, 1092 
high mobility group, transactivation of 
human CD2 enhancer, 7515 
murine, aA-crystalline binding protein I, 
1221 


SW15, yeast, nuclear localization in 
mammalian cells, 17064 
Transcription factor AP-1 
effect of ionizing radiation on bFGF gene 
expression and binding activity of, 
MCF-7 and MCF-7/ADR cells, 
28790 
Transcription factor AP-2 
activation of sodium-hydrogen exchanger 
gene, 1375 
regulation of human insulin-like growth 
factor binding protein-5 gene ex- 
pression by, 24844 
Transcription factor BEF-1 
negative regulation of human apolipopro- 
tein E gene by, liver HepG2, 15447 
Transcription factor BM1P1 
cloning and characterization of, cyto- 
chrome P450gy,.;, Bacillus megate- 
rium, 18615 
Transcription factor BM1P2 
cloning and characterization of, cyto- 
chrome P450gy,.;, Bacillus megate- 
rium, 18615 
Transcription factor Brn-3a 
regulation of neurite outgrowth and 
SNAP-25 gene expression by, 
15858 
Transcription factor Egr-1 
role in phorbol ester induced phenyleth- 
anolamine N-methyltransferase 
gene expression, 11161 
Transcription factor E2F 
regulation of histone H2A.X gene pro- 
moter by CCAAT binding protein 
and, mouse, 18759 
Transcription factor Fra-2 
circadian expression of, in rat pineal 
gland, 27319 
Transcription factor GATA-1 
regulation, HOXB2 gene expression in 
erythroid cells, 4544 
Transcription factor IIA 
interactions between negative cofactor 
NC2(Dr1) and TFIIB, involvement 
of TATA-binding proteins, 10976 
Transcription factor IIB 
accessibility of epitopes on, native protein 
and complex with DNA, 4735 
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interactions between negative cofactor 
NC2(Dr1) and TFIIA, involvement 
of TATA-binding proteins, 10976 
interaction with CREB, 17488 
interaction with Oct-1, 19613 
vitamin D receptor interaction with, 4748 
Transcription factor IID 
interaction with CREB, 17488 
Transcription factor IID complex 
Transactivation function in progesterone 
receptor interacts with TAF,,110 
subunit of, 21331 
Transcription factor I[H-associated protein 
kinase 
inhibition by 5,6-dichloro-1-B-p-ribo- 
furanosylbenzimidazole, 23922 
Transcription Factor II-I 
binding initiator element, TATA-less ri- 
bonucleotide reductase R1 gene 
promoter contains a, 30162 
Transcription factor IIIA 
interaction with specific RNA-DNA het- 
eroduplexes, 22665 
Transcription factor IIIB 
and IIIC, complex interactions between, 
yeast, 15353 
Transcription factor-IIIC 
contacts, identification by lethal muta- 
tions in yeast U6 RNA gene B 
block promoter, 11398 
Transcription factor Mcm1 
downstream target of Sln1, yeast, 8739 
Transcription factor MTF1 
import into mitochondria, yeast, 11970 
Transcription factor NFATp 
phosphorylation inhibits DNA binding in 
cyclosporin A treated human B 
and T cells, 20653 
Transcription factor NF-«xB 
activation, induction of oxidative stress 
by okadaic acid required for, 27136 
inhibition of nuclear translocation by 
synthetic peptide, 14255 
Transcription factor Nm23H2 
binding and activation of tranlocated c- 
myc allele, Burkitt’s lymphoma, 
13392 
Transcription factor Oct-1 
stimulates basal transcription from 
mouse mammary tumor virus pro- 
moter, 27823 
Transcription factor Pit-1 
activin increases phosphorylation and 
decreases stability of, MtTW15 so- 
matotrope cells, 28733 
tissue specific, in vivo mutational analy- 
sis of DNA binding domain, 25520 
Transcription factor Pu.1 
I-AB gene expression repressed by, 24385 
Transcription factors 
cAMP response element binding protein 
synergizes with, mediation of 
cAMP responsiveness, 8225 
cis-acting elements, and activity of hu- 
man factor VIII gene promoter, 
11828 
ETS domain family, Elk-1, 5805 
hematopoietic development and, 4955 
NFES3 and CP1/NFY, differential binding 
to e- and y-globin CCAAT boxes, 
21934 
Transcription factors C/EBP 
DNA binding activity of, regulated in G, 
phase, hepatocyte cell cycle, 18123 
Transcription factors IIF and IIB 
COOH-terminal domain phosphatase ac- 
tivity regulated by site on RNA 
polymerase II and, 14962 
Transcription factor Sp family 
transcription control of uterglobin pro- 
moter by, 12737 
Transcription factor Sp4 
functional analysis of, shows properties 
distinct from Sp] and Sp3, 24989 
Transcription factor Stat3 
Stat5b and, in rat liver nuclei late in 
acute phase response and bind 
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IL-6 response elements, 29998 
Transcription factor Stat5b 
Stat3 and, in rat liver nuclei late in 
acute phase response and bind 
IL-6 response elements, 29998 
Transcription factor TFITH 
nucleotide excision repair with, Rad pro- 
teins, replication protein A, 12973 
RAD23 promotes complex formation be- 
tween RAD14 and, 8385 
Transcription factor TFIIIB 
selective inactivation of two components, 
in cycloheximide growth-arrested 
yeast cells, 13476 
Transcription factor YY1 
characterization of functional domains of, 
30213 
Transcription inhibitors 
effect on iron-dependent degradation of 
transferrin receptor mRNA, 29400 
Transcription regulator H-NS 
flucrescence analysis of DNA binding 
sites, Escherichia coli, 22243 
Transcription-repair coupling factor 
structure and function of, 4882, 4890 
Transcription-repair factor TFIIH 
recruited to excision repair complex, XPA 
protein and, 4896 
Transcription sites 
and translation start sites, cDNA cloning 
and identification of, phospholipid- 
hydroperoxide glutathione peroxi- 
dase, rat, 26993 
Transcription start sites 
multiple, prostate, androgen modulation 
of, aspartate aminotransferase 
gene, mitochondria, 12629 
Transcription termination 
at thr attenuator, 23330 
Transcytosis 
of aminopeptidase N, mediated by non- 
cytoplasmic signal, Caco-2 cells, 
22933 


inhibited by wortmannin in polarized epi- 


thelial cells, 28425 
Transducin 
activation, bovine opsin apoprotein, 5024 
binding rhodopsin mutants that fail to 
induce GTP nucleotide uptake, 
10580 
a subunit, cGMP phosphodiesterase 
ysubunit, interaction, rod, 13210 
Transduction pathway 
nitric oxide, Trypanosoma cruzi, 16576 
Transferrin 
iron acquired from, goes into pool of che- 
latable iron (II), K562 cells, 24209 
Transferrin Fe(III) binding sites 
periodate modification of, 12404 
Transferrin receptor 
down-regulation, response to protein ki- 
nase C activation, K562 cells, 3698 
internalisation motif, creation of in cyto- 
plasmic domain, 9067 
mRNA, effect of transcription inhibitors 
on iron-dependent degradation of, 
29400 
Transferrin receptors 
newly synthesized, detection in endo- 
somes, 10999 
Transferrin recycling 
reconstituted, streptolysin O permeabi- 
lized CHO cells, 25976 
Transfer RNA. see RNA entries 
Transforming growth factor-a 
B-loop, involvement in EGF receptor 
binding, 1612 
regulation, cell cycle and tight junction 
permeability, 6505 
Transforming growth factor-B 
activation 
P44,,,.api, epithelial cells, 7117 
regulation by thrombospondin 1, 7304 
cell surface binding proteins for, GH, 
cells, 770 
coinhibitory effect, WAF1 as mediator of, 
4971 
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heteromeric receptors for, GH3 pituitary 
tumor cells containing, 765 
induced downregulation of cyclin A ex- 
pression requires functional TGF-8 
complex, 24237 
lung fibroblasts, fetal rat, 2722 
pre- and post- translational regulation of 
lysyl oxidase, osteoblastic MC3T3 
E1 cells, 30797 
receptor kinase complexes, signaling ac- 
tivity of, 7134 
regulation 
collagen gene transcription, 3353 
D-type cyclin expression, skeletal myo- 
blasts, 4093 
pro-a2(I) collagen and plasminogen ac- 
tivator inhibitor-1 promoters, 4473 
regulation of collagen gel contraction, os- 
teogenic cells, 376 
release, chymase and elastase in, epithe- 
lial and endothelial cells, 4689 
type II, soluble exoplasmic domain of, 
2747 
type I receptor, cloning of novel type II 
serine/threonine kinase receptor 
through, 5625 
up-regulation, expression of N-acetylglu- 
cosaminyltransferase V gene, 6216 
Transforming growth factor a 
peptide analogues of cysteine 21-32 resi- 
dues, mitogenically active, 21062 
Transforming growth factor B 
activates the promoter of cyclin-depend- 
ent kinase inhibitor p15'**® 
through Sp1 consensus site, 26750 
cell growth inhibition by, human breast 
cancer cells, mediated by insulin- 
like growth factor binding protein 
3, 13589 
production by human keratinocyte cell 
line in a calcium and cell density 
dependent manner, 12373 
ve ts, functional analysis 
of, in WAF 1/Cip1/p21 promoter, 
28623 
——_ pathways, role of phosphatidyl- 
li C and pro- 
tein kinase C, 13600 
Transforming growth factor-8 binding 
protein 
human latent, association with extracel- 
lular matrix, 31294 
Transforming growth factor-B receptors 
dominant negative mutant inhibits capil- 
lary morphogenesis and apoptosis, 
21144 
type I and II, dominant-negative, 8274 
Transforming growth factor B receptors 
type I and type II, phosphorylation de- 
pendent interaction of cytoplasmic 
domains, 12235 
Transforming growth factor B type II 
mutation of, inactivates tumor supressor 
activity, replication error positive 
colon carcinoma ceils, 22044 
Transforming growth factor Type III 
receptor 
expression of, in vascular endothelial 
cells, responsiveness to transform- 
ing growth factor B2, 13567 
Transforming growth factor-f type II recep- 
tor gene 
human, characterization of promoter re- 
gion, 29460 
Transforming growth factor-f type I 
receptor 
interaction with farnesyl-protein trans- 
ferase-a, 29628 
Transforming growth factor-B1 
induction of TNF resistance, L929 fibro- 
blasts, 7765 
modulation of cell growth not correlated 
with MAP kinase activation, 30686 
Transforming growth factor B, 
autocrine, modulation of integrin a,8, 
expression in human colon carci- 
noma FET cells, 14154 
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Transforming growth factor 61 
precursor, processing by human furin 
convertase, 10618 
Transforming growth factor-B2 
cooperative binding of, TGF-f receptors 
types I and II, 15919 
Transforming growth factor B2 
responsiveness to, expression of trans- 
forming growth factor type III re- 
ceptor, vascular endotheilial cells, 
13567 
Transgenic mice 
neuron specificity of neurofilament light 
promoter requires DNA unwinding 
elements, 25739 
pre-parietal cells, T antigen induction of 
amplification simian virus 40, 
15777 
Transglutaminase 
fibronectin-binding domain of, 5654 
modified human plasminogen, location of 
€-(y-glutamy])lysy! cross-linking 
site, 17929 
Transglutaminase, 
catalyzed modification of BM-40, adjacent 
N-terminal glutamines active in, 
23415 
Transglutaminase II 
regulation, retinoids, 6022 
Transglutaminase promoter gene 
human tissue, isolation and characteriza- 
tion, 9748 
Transglutaminases 
substrate requirements for, 22855 
Transglutaminase substrate 
properties of human loricrin, biochemical, 
structural and, 26382 
Transglutaminase 1 
soluble processed forms of, epidermal! ke- 
ratinocytes, 18026 
Transglycosylation reaction 
bovine testicular hyaluronidase, enzymic 
reconstruction of glycosaminogly- 
cans, 3741 
trans-Golgi network 
localization of furin to, 28397 
Transient free radicals 
role in iron/oxygen reconstitution of mu- 
tant protein R2 Y122F, 12361 
Transit peptide of ferredoxin 
characterization of import process into 
chloroplasts, 22368 
Translation 
derepression of GCN4, followed by tran- 
sient GCN4 mRNA destabilization, 
17317 
eukaryotic, relationship between mRNA 
stability and, 8936 
Translational control 
by influenza virus, 28433 
Translational elongation 
step times, cordon pair utilization biases 
influence, 22801 
Translational enhancer 
contained in 5’ leader of photosystem I 
gene psaDb, Nicotinia sylvestris, 
12466 
Translational repression 
platelet-derived growth factor 2/c-sis 
mRNA leader mediated, relieved 
during megakaryocytic differentia- 
tion, 10559 
Translational repressor activity 
RNA binding, IRP1 and IRP2, 4983 
Translation elongation factor Ts 
mitochondrial, cloning and expression of, 
bovine and human liver, 17243 
Translation initiation codons 
alternate, functional forms of cystic fibro- 
sis transmembrane conductance 
regulator created by, 11941 
Translation initiation factor Prt1 
protein complex containing, isolation, 
Saccharomyces cerevisiae, 4288 
Translation initiation factor 1A 
yeast, characterization of and cloning of 
gene for, 22788 





SUBJECT INDEX 


Translation initiation factor 4E 
eukaryotic, regulates transcriptional and 
post transcriptional expression of 
cyclin D1, 21176 
Translation scanning 
in vitro, calcium ATPase membrane to- 
pology by, endoplasmic and sarco- 
plasmic reticulum, rat, 25678 
Translation start sites 
transcription sites and, cDNA cloning 
and identification of, phospholipid- 
hydroperoxide glutathione peroxi- 
dase, rat, 26993 
Translocalase activity 
A terminase and subunits of, 20059 
Translocation 
and tyrosine phosphorylation ¢-Cb1 pro- 
tein, follows activation of tyrosine 
kinase signaling pathway, 14347 
unidirectional, Dda helicase bacterioph- 
age T4, on single stranded DNA, 
22236 
Transmembrane 
topology, goldfish kainate receptors, 2000 
Transmembrane domain 
flanking amino acids and, down-regula- 
tion of insulin receptor, 3115 
gastrin receptor/CCK-B, role in affinity 
for subtype-selective ligands, 5019 
Transmembrane helices I and VII 
mutational analysis of, G protein-coupled 
receptors, 19532 
Transmembrane segment [VS6 
sodium channel a subunit, role in inacti- 
vation, 12025 
Transmembrane segments 
artificial, requirements for stop transfer 
and polypeptide orientation, 14115 
Transmembrane signaling 
insulin receptor lacking cytoplasmic 
B-subunit domain, 10885 
a subunit of type I interferon receptor, 
activation of Jak kinases and fac- 
tor ISGF3, 8188 
Transmembrane signaling helix 
of aspartate receptor identification, 
24043 
Transmembrane 4 superfamily 
selective interactions of UPla and UPIb 
with single transmembrane-domi- 
nated domain proteins, urothelial 
cells, 29752 
Transmembrane 12 
drug binding domain and, P-glycoprotein 
encoded by MDR1, 5441 
Transport activity 
identification of a mutation that abol- 
ishes in ileal sodium-dependent 
bile acid transporter gene, 27228 
Transport coupling ratio 
plasma membrane hydrogen-ATPase, 
yeast, 19659 
Transporters 
novel family of, conserved in prokaryotes 
and eukaryotes, 8610 
Transport mechanisms 
nucleobase in choroid plexus, rabbit, 
22816 
Transport proteins 
secondary, uncoupling in, 12670 
Transport vesicle 
uncoupled packaging of targeting and 
cargo molecules during budding, 
endoplasmic reticulum, 30567 
Transthylakoidal 5 pH 
protein transport dependent on, chloro- 
plast, 1663 
Transthyretin 
mice deficient in, retinoid metabolism in, 


serum, transport into chicken oocytes, 
2952 


Transversion mutation 
prevented by 8-oxo-7,8-dihydro-2’-deox- 
yguanosine 5’-triphosphatase activ- 
ity, mouse MTH1 protein, 25942 
traY gene product 
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DNA helicase I-catalyzed nicking at F 
plasmid oriT, stimulated by inte- 
gration host factor and, 28374 
Trehalase gene NTH1 
expression and function Saccharomyces 
cerevisiae, 10193 
Trehalose 
precursor of sulfated L-galactan, ascidian 
tunic, 3132 
Triabin 
potent exosite inhibitor of thrombin, 


Triacsin C 
reactivity of purified fatty acid activation 
proteins with oximes, tetradecenoic 
acid and, Saccharomyces cerevi- 
siae, 20090 
Triacylglycerol synthetase 
purified, synthesis of triacylglycerol in 
rat intestinal mucosa, 13630 
Triacylgycerols 
cytoplasmic, turnover in human fibro- 
blasts, acyl chain dependent degra- 
dation pathways, 27027 
Triadin 
association with ryanodine receptor and 
calsequestrin, sarcoplasmic reticu- 
lum, 9027 
Triads 
isolated, role of calcium feedback in exci- 
tation-contraction coupling, 19936 
Trichothiodystrophy 
lethal mutations in human xeroderma 
pigmentosum group D gene, yeast, 
17660 
Trifluoromethyl ketones 
inhibition, macrophage Ca * -independent 
phospholipase A, 445 
Trifluroethanol 
27-residue peptide in, effect of pH on con- 
formation and backbone dynamics 
of, 24693 
Triglyceride-rich lipoprotein binding 
VLDL enhancement of, by apolipoprotein 
E and lipoprotein lipase, 15747 
Triglycerides 
binding site, CETP, 612 
lipoprotein particles rich in, apoprotein E 
effects on, 1761 
Trimethylamine dehydrogenase 
flavination reaction products, 13186 
prototropic control of intramolecular elec- 
tron transfer in, 22196 
reaction with electron transferring fla- 
voprotein, 23958 
Trimethylpsoralen 
binding detects DNA structural alter- 
ations associated with transcribing 
regions in human f-globin cluster, 
28978 
Triose phosphate 
intrahepatic flux and gluconeogenesis, 
response to fasting and substrate 
loads, 14452 
Triple helix 
targeted psoralen photoadducts, altered 
repair in, 22595 
Triple helix formation 
inhibition of human mitochondrial alde- 
hyde dehydrogenase gene expres- 
sion by, hepatoma cells, 28402 
Triplex DNA 
magnesium ion-dependent affinity cap- 
ture, human genomic library of 
clones withpoly(dG-Da)-poly(dT-Dc) 
tracts, 9258 
Triskelions 
clathrin-coated vesicles and light chains, 
interaction of calmodulin with, 
2395 
Tristetraprolin 
phosphorylatio by MAP kinase, in vitro, 


phosphorylation, mitogen stimulation of, 
intact cells, 13341 
TrkA 
interaction, immobilization of gp75, high 
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affinity nerve growth factor, 2133 
nerve growth factor binding site on, 
mapped to single 24-amino acid 
leucine-rich motif, 28133 
TrkA receptor 
nerve growth factor binding of, competi- 
tive mimetic agonsits, 6564 
regulation of TrkB receptors and, by reti- 
noic acid and interferon-y in neu- 
roblastoma cell lines, 24725 
TrkB receptor 
regulation of TrkA receptors and, by reti- 
noic acid and interferon-y in neu- 
roblastoma cell lines, 24725 
TrkC 
tyrosine kinase inserts block binding of 
phospholipase Cy and She, to, neu- 
rotrophin-3 signaling and, 20384 
Trk receptors 
neurotrophin heterodimers induce phos- 
phorylation of, and neural differen- 
tiation, PC12 cells, 23104 
B-Tropomyosin 
striated muscle, molecular and physiolog- 
ical effects of overexpression, adult 
murine heart, 30593 
Troponin 
calcium and, motility analysis of actin- 
tropomyosin regulation by, 7836 
calcium induced flexibility revealed by 
distance distribution measure- 
ments, 15507 
Troponin C 
direct regulatory role, Ca** regulation of 
muscle contraction, 2557 
human cardiac, binding of levosimendan 
to (correction to 1994 article), 2880 
phosphorylation of cardiac troponin I ser- 
ine residues required to decrease 
calcium affinity of, 30773 
skeletal muscle, high affinity calcium 
binding sites, 9770 
Troponin-C 
functional role of domains of, studied 
with thrombin fragments, 19287 
Troponin I 
cardiac 
characterization of mutants, 25445 
phosphorylation of serine residues re- 
quired to decrease calcium affinity 
of troponin C, 30773 
Troponin T 
direct regulatory role, Ca?* regulation of 
muscle contraction, 2557 
skeletal muscle, NH/d2/D truncation does 
not alter calcium sensitivity of thin 
filament assembly, 25455 
trp RNA-binding attenuation protein 
L-tryptophan structural features required 
for activation of, Bacillus subtilis, 
12452 
TRP** 
conserved amino acids, catalytic activity 
of aspartylglucosaminadase, 4903 
Trp-145 
25-hydroxyvitamin D, binding and, hu- 
man serum vitamin D-binding pro- 
tein, 2636 
Tryosine kinases 
activation by angiotensin II, in rat liver 
epithelial cells, 28440 
Tryosine phosphorylation 
of insulin receptor substrates in T cells, 
stimulated by interleukins, 28527 
Trypanosoma brucei 
accurate transcription of U2 small nu- 
clear RNA gene, in vitro, 17287 
ethanolamine transport and further me- 
tabolism in, 16160 
ornithine decarboxylase and rat antizyme 
inhibition of activity in, 10264 
Trypanosoma brucei brucei 
uptake of diamidine drugs in P2 nucleo- 
side transporter of, 28153 
Trypanosoma burcei 
bloodstream forms, essential lipids for, 
host plasma LDL particles in, 5736 
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GPI-PLC from, glycan requirements, 
2517 
mRNA editing, 7233 
Trypanosoma cruzi 
characterization of carbohydrate binding 
proteins, 11062 
Elements regulating post-transcriptional 
expression, amastin/tuzin gene 
cluster, 22586 
Lipid structure changes during differenti- 
ation, glycosylphosphatidylinositol- 
anchored mucin-like sialic acid ac- 
ceptors, 27244 
mucin-like genes in, 24146 
nitric oxide transduction pathway, 16576 
Y-strain, glycosylphosphatidylinositol 
membrane-anchored glycoproteins, 
7241 
120-kDa alkaline peptidase from, genera- 
tion of calcium signaling factor, 
mammalian cells, 5172 
Trypanosomatid 
Crithidia fasciculata, DNA polymerase B 
in mitochondrion of, 3495 
Trypanosomatids 
characterization of universal minicircle 
sequence binding protein, 21339 
Trypanosome 
cap4, modification of in homologous cell 
free system, 20365 
Trypsin 
gastric, isolation and characterization of, 
from microsomal fraction of gastric 
antral mucosa, porcine, 14748 
Tryptophan 
containing a-subunits of Escherichia coli 
tryptophan synthase, unfolding 
properties of, 28177 
residues of bovine protein tyrosyl phos- 
phatase, fluorescence resolution, 
3809 
L-Tryptophan 
structural features required for activa- 
tion of trp RNA-binding attenua- 
tion protein, Bacillus subtilis, 
12452 
Tryptophan biosynthetic enzymes 
chloroplast localization of, flowering 
plant Arabidopsis thaliana, 6081 
Tryptophan-containing a-subunits 
tryptophan synthase, Escherichia coli, 
17712 
Tryptophan fluorescence 
ATP-induced changes, sarcoplasmic retic- 
ulum calcium-ATPase, 3089 
properties of Rab5, effect of guanine nu- 
cleotide binding on, 24204 
Tryptophan hydroxylase 
phosphorylated, identification of 14—3-3 
protein interaction site, 28515 
Tryptophan hydroxylase gene 
human 
promoter, characterization of, 3757 
splicing complexity in, 3748 
Tryptophan radical 
oxygen-reactive, formed by self-peroxida- 
tion of metmyoglobin, 16075 
Tryptophans 
reactive, UDP-glucose 4-epimerase at ac- 
tive site, Kluyveromyces fragilis, 
11383 
Tryptophan synthase 
kinetic characteristics of channel im- 
paired mutants of, 29936 
nile red interaction with, 6357 
N-terminal end of, residues 2-9 effects, 
4255 
subunit interaction, 7944 
tryptophan-containing a-subunits, Esche- 
richia coli, 17712 
unfolding properties of tryptophan con- 
taining a-subunits of, from Esche- 
richia coli, 28177 
Tryptophan synthase a,f. complex 
mutant, partial repair of conformational 
defect by monovalent cations, 
17333 
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Tryptophan tryptophylquinone 
enzymes using, common element transfer 
pathway for, 4293 
Tryptophanyl-tRNA synthetase 
IFN-y-inducible, transcriptional regula- 
tion of, 397 
L-Tryptophan 2',3'-oxidase 
substrate specificity, Chromobacterium 
violaceum, 23540 
Tryptophan £37 mutant 
UVRR studies with, quarternary struc- 
ture of hemoglobin, 1636 
Tryptophan 86 
anionic subsite, stabilization of charged 
ligand complexes of AChE, 2082 
Tryptophan 109 
alkaline phosphatase, triplet energy 
transfer to bound terbium, Esche- 
richia coli, 22890 
Tryptophan 142 
of cytochrome 6, role in bc, complex ca- 
talysis of ubiquinol oxidation, Sac- 
charomyces cerevisiae, 22321 
Tryptophan 1173 
mutation of, tyrosine kinase domain of 
IGF-I receptor, autophosphoryla- 
tion and, 2764 
TR2 orphan receptor 
transcriptional initiation site 
simian virus 40-MLP, 5434 
simian virus 40-MLP (correction), 
26721 
TR2-11 Orphan receptor 
role in retinoic acid signal transduction 
system, 30121 
TR3 orphan receptor gene 
promoter region of, identification of a 
new enhancer for, 5427 
TR4 Orphan receptor 
human, suppression of gene expression 
on simian virus 40 major late pro- 
moter by, 30129 
TSG-6 gene 
activation by NF-IL6, two adjacent NF- 
IL-6 binding sites in, 3677 
TSG-14 gene 
murine, encodes interleukin-1-inducible 
pentraxin protein, promoter struc- 
ture and transcriptional activation 
of, 25584 
Tsp protease 
identification of active site residues, 
28864 
TTF-1 
and Pax-8, function in thyroid cell prolif- 
eration, 23139 
TTQ. see Tryptophan tryptophylquinone 
Tuberin 
product of tuberous sclerosis-2 gene, 
Rap1GAP activity of, 16409 
Tuberous sclerosis-2 gene 
Rap1GAP activity of tuberin, 16409 
d-Tubocurarine analogs 
Torpedo nicotinic acetylcholine receptor 
interaction with, 31141 
Tubulin 
interaction with ZAP-70 and Vav, Jurkat 
T cells, 30241 
lated B. r, colchicine binding 
by, 16809 
y-Tubulin 
phosphoinositide 3-kinase binding to, in 
response to insulin, 25985 
a/B-Tubulin 
phosphoinositide 3-kinase binding to, in 
response to insulin, 25985 
Tubulointerstitial nephritis antigen 
indentification of cDNA for, 16265 
Tumor Growth Factor-61 
Activation of h.O,-generating NADH oxi- 
dase, human lung fibroblasts, 
30334 
Tumorigenesis 
inhibition of, expression of antisense to 
DNA methyltransferase mRNA 
induction of, 8037 
role of insulin-like growth factor-I recep- 
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tor tyrosine kinase domain in in- 
tracellular signaling, cell prolifera- 
tion and, 29176 
Tumor necrosis factor 
activation of NF-«B by, involves protein 
tyrosine phosphatase and IxB-a 
serine phosphorylation, 18881 
apoptosis induced by, poxvirus crmA 
gene product, 3255 
dependent activation of nuclear tran- 
scription factor NF-KB, blocked 
byprotein-tyrosine phosphatase 
inhibitors, 10631 
endothelial cells activated by, CD36 in- 
duction on human monocytes, 6267 
and Fas induced apoptosis, cleavage of 
U1 small nuclear ribonucleoprotein 
during, 18738 
interleukin-1l-inducible pentraxin protein, 
promoter structure and transcrip- 
tional activation of murine TSG-14 
gene, 25584 
membrane bound, generation and biologi- 
cal characterization of, mouse, 
18473 
promoter, regulation by transcription fac- 
tor Ets, 6577 
with p53 and Spl, cooperate in transcrip- 
tional activation of HIV-1 long ter- 
minal repeat, 19680 
resistance, induction by TGF-61, L929 
fibroblasts, 7765 
signaling, p60 tumor necrosis factor re- 
ceptor-associated kinase binds resi- 
dues 344-397 within cytoplasmic 
domain involved in, 14867 
Tumor necrosis factor-a 
activation 
of NADPH oxidase and hydrogen ion 
current, human neutrophils, 13124 
RelA homodimer, astrocytes, 2703 
of transcription by hydrogen peroxide 
and, via cis-regulatory element in 
ICAM-1, 18966 
autocrine production of, NF-«B and. T- 
lymphoma line HuT 78, 7399 
dependent induction of cyclooxygenase-2, 
transcriptional role of NF-«B and 
IL-6, 31315 
domains critical for, mapping of, 2874 
effects on antimitogenicity and cell cycle 
related proteins, MCF-7, 18367 
epitopic regions for antibodies to, 19509 
human, in vitro processing of, 23688 
induced activation of p42mapk /erk2, role 
of MEK1, mouse macrophages, 
27391 
induced apoptosis, inhibited by plasmino- 
gen activator inhibitor type 2, 
27894 
induces phosphorylation of insulin recep- 
tor substrate-1, 23780 
induction of c-fos expression, role of reac- 
tive oxygen species, chondrocytes, 
11727 
inhibits surfactant protein C gene tran- 
scription, 19402 
interleukin-6 gene triggering by, in 
monocytic cells required coopera- 
tion between transcription factors, 
27920 
mechanism of induction mediated by, en- 
dothelial tissue factor, 26419 
modulates retinoic acid regulation of ex- 
pression of alkaline phosphatase 
gene, 8958 
regulation 
collagen gene transcription, 3353 
of ferritin H by, and role of NF-«B, 
15285 


Tumor necrosis factor receptors 


dimerization of unliganded receptor, 
13303 

down regulation by blockade of mitochon- 
drial respiration, 23944 

protein binding to, homology to hsp90, 
3574 
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p55 
human adenocarcinoma cell line, in- 
duction of lipopolysaccharide toler- 
ance by tumor necrosis factor 
through, 25418 
spontaneous signaling of, 387 
p75, casein kinase-1 phosphorylates, and 
downregulates TNF signaling for 
apoptosis, 23293 
Tumor necrosis factor-a-responsive 
elements 
transcriptional regulation of C-type lectin 
leukocyte receptor AIM/CD69 gene, 
characterization of, 21545 
Tumor supressor 
maspin does not inhibit trypsin-like ser- 
ine proteases, 15832 
mutation in transforming growth factor B 
type II inactivates, replication er- 
ror positive colon carcinoma cells, 
22044 
B Turn motifs 
specificity of Shc PTB domain for, 18205 
Tus protein 
mutations define domain close to DNA in 
Tus-Ter complex, Escherichia coli, 
30941 
Tus-Ter complex 
Tus protein mutations define domain 
close to DNA in, Escherichia coli, 
30941 
T-vimentin aggregates 
structure, transient electric birefringence 
measurements, 2931 
Tyk-2 


interferon-dependent tyrosine kinase, as- 
sociation with hematopoietic cell 
phosphatase, 18179 
tyk2 domains 
structural and functional role of, 3327 
Tylorrhynchus heterochaetus 
hemoglobin, determination of polypeptide 
chain composition, 18209 
Ty retrotransposons 
post transcriptional regulation by, Sac- 
charomyces cerevisiae, minireview, 
10361 
Tyrosine 
chlorination in peptides by, myeloperoxi- 
dase and human neutrophils, 
16542 
cytoplasmic, interactions of Neu recep- 
tors with coated pits and, 7061 
dephosphorylation, pp125 focal adhesion 
kinase, insulin stimulation of, 991 
phosphorylation 
altered, matrix nonenzymatic glycosy- 
lation leads to, 3278 
interleukin induction of, 966 
paxillin, aortic smooth muscle cells, 
4401 
permeabilized 3T3 cells, 6984 
platelet shape change and, 1057 
regulation of p62-RNA complexes, 2010 
She, B cell receptor signaling, 6824 
staurosporine-induced cell spreading in 
Colo 201, 2298 
vascular endothelial cell growth factor 
promotion of, 6729 
phosphorylation of p95°°", insulin-depen- 
dent, 7712 
residues, human growth hormone, Jak- 
STAT signaling by, 7021 
76-kDa phosphoprotein, SLP-76, molecu- 
lar cloning of, 7029 
Tyrosine aminotransferase gene 
novel heteromeric complex binding to 
glucocorticoid modulatory element 
of, 21893 
Tyrosine hydroxylase 
expression directed by cAMP response 
elements, catecholaminergic cell 
lines, from transgenic mice, 21579 
Tyrosine hydroxylase gene 
hypoxia-induced protein binding to O, 
responsive sequences on, 23774 
Tyrosine hydroxylase locus 
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targeted disruption of, results in severe 
catecholamine depletion and peri- 
natal lethality, mice, 27235 

Tyrosine kinase 

activity, interactions of Neu receptors 
with coated pits and, 7061 

antisense inhibition of, insulin receptor 
signaling and, 2435 

Axl receptor, regulation by proteolytic 
cleavage, 551 

domain, insulin-like growth factor-I re- 
ceptor, role in intracellular signal- 
ing, cell proliferation and tumori- 
genesis, 29176 

endocytosis and lysosomal targeting, epi- 
dermal growth factor receptors, 
4325 

FceR1-mediated activation, RBL-2H3 
mast cells, 4013 

inhibitors, cyclooxygenase expression 
and, 5418 

MATK gene, intracellular, translated 
product of, 1833 

pathway, inhibition of bicarbonate ab- 
sorption by hyperosmolality, rat, 
9883 


receptor, juxtamembrane domain of, 507 
requirement, thapsigargin induction of 
grp78, 494 
signaling pathway 
JNK activation through G protein-cou- 
pled receptors, 5620 
tyrosine phosphorylation c-Cb1 protein, 
translocation of, follows activation 
of, 14347 
SRC family 
Lek unique domain, 3385 
SH3 domain regulation of activity, 333 
substrate, signaling complexes, formation 
after engagement of Fcgamma re- 
ceptors, 9115 
Tyrosine kinase domain 
IFG-I receptor, autophosphorylation in, 
Ser-1173 effects, 2764 
Tyrosine kinase inserts 
block binding of phospholipase Cy and 
She to TrkC and neurotrophin-3 
signaling, 20384 
Tyrosine kinase interacting protein 
herpesvirus saimiri, identification of Lck 
binding elements in, 20660 
Tyrosine kinase p56’ 
p70 phosphorylation and binding to, T- 
lymphocytes, 2506 
Tyrosine kinases 
association of CD20 with 75/80 phospho- 
proteins and, B cells, 22632 
G proteins and, effect of interaction on T 
cell receptor-CD3 mediated signal- 
ing, 30635 
phosphatidylinositol 3-kinase and, IL-3 
receptor 8, subunit signal, 6886 
Src family of, sequence requirements for 
binding of, to activated growth fac- 
tor receptor, 9840 
lck and syk interactions, Fcy receptor 
initiation of activation, natural 
killer cells, 16415 
Tyrosine kinase tyk2 
distinct domains of, binding of interferon- 
a/B and signal transduction, 3327 
Tyrosine kinase ZAP-70 
and shc,{ chain tyrosine-based activation 
motif, interaction between,T Cell 
antigen receptor, 13981 
Tyrosine phosphatase 
human dual-specific protein 
purification and characterization, 3796 
purification and characterization (cor- 
rection), 10358 
protein 
multiple dual specificity, liver cell 
lines, 1156 
novel receptor-type, cDNA cloning and 
characterization of, brain, 2337 
Tyrosine phosphatase inhibitor 
activation of STAT factors by, and prolac- 





31591 


tin, growth hormones, interferon y, 
mammary epithelial cells, 20952 
Tyrosine-phosphorylated peptides 
binding of to C-terminal SH2 and N-ter- 
minal phosphotyrosine binding do- 
mains of Shc, 31119 
Tyrosine phosphorylation 
automodulation by protein-tyrosine phos- 
phatase 1D, 24635 
binding and, insulin receptor kinase, 
4870 


of c-cbl proto-oncogene protein product 
and association with epidermal 
growth factor receptor, 20242 

c-Cb1 protein, translocation of, follows 
activation of tyrosine kinase sig- 
naling pathway, 14347 

of cortactin and p130°**: role in integrin- 
mediated cell adhesion to extracel- 
lular matrix, 22259 

of eps8 and eps15, structural require- 
ments of epidermal growth factor 
receptor for, 16271 

insulin-like growth factor stimulation of, 
endogenous c-Crk, 5187 

insulin receptor substrate-1, in vivo, de- 
pendent on pleckstrin homology 
region, 18083 

of insulin receptor substrate-1 induced by 
interleukin-9 via JAK tyrosine ki- 
nases, 20497 

insulin stimulated, SHPTP2 binding pro- 
tein pp115, 17716 

integrin variants a6A1 and a6B £1, dif- 
ferential signaling in, of paxillin, 
23648 

in kinase domain of ZAP-70 regulates 
activity, 18730 

kinetics of, during binding of IgE dimers 
to FCe 

rat basophilic leukemia cells, 20264 
rat basophilic leukemia cells (correc- 

tion), 31414 

L-selectin enhancement of, and activation 
of MAP kinase in signaling func- 
tion, 15403 

mammary gland prolactin receptor, rab- 
bit, 5136 

mediation by integrin, cytokine message 
induction, monocytes, 16189 

multiple proteins, ligands of integrin 
a,B3 mediate, adherent bovine pul- 
monary artery endothelial cells, 
16781 

nerve growth factor stimulation of, acti- 
vation of Sre homology containing 
protein tyrosine phosphatase 1, 
PC12 cells, 25629 

of N-methyl-p-aspartate receptor sub- 
units, 20036 

paxillin of, by focal adhesion kinase, in 
vitro, 17437 

of protein-tyrosine phosphatase HePTP 
induced by aggregated IgE recep- 
tors, basophilic leukemia 2H3 
cells, rat, 21902 

of p130°**: integrin-mediated cell adhe- 
sion promotes, 15398 

role in potassium channel activation, 


role in regulation of protein-tyrosine 
phosphatases, by integrin aj;,85, 
platelets, 11927 
Shc isoform-specific, by epidermal growth 
factor receptor and insulin recep- 
tor, 20737 
stimulation of amyloid precursor protein 
secretion dependent on, 8337 
Tyrosine-phosphorylation 
77-kDa protein, by high affinity IgE re- 
ceptor aggregation after associa- 
tion with pp125"4*: mast cells, 
12305 
Tyrosine phosphorylation cascade 
stimulated by aurin tricarboxylic acid, 
PC12 cells, 16464 
Tyrosine phosphorylations 
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induction of incomplete, kinase-defective 
epidermal growth factor receptors, 
12085 

Tyrosine protein kinase 

Sre family, Zap-70 regulation by, anti- 

gen-specific T-cell line, 2791 
Tyrosine protein kinases 

inhibitors of, role in asialoglycoprotein 

endocytosis, 12823 
Tyrosine regulation 

mechanism regulated by, binding EGF 
receptors to coated pit adaptins, 
6320 

Tyrosine residues 

role in antigen binding, anti-lysozyme 
monoclonal antibody HyHEL10, 
18551 

333 and 338 of growth hormone receptor, 
growth hormone-dependent phos- 
phorylation of, 21738 

333 and 338 of growth hormone receptor 
required for selected growth hor- 
mone stimulated function, 21745 

Tyrosine-specific phosphoprotein phospha- 
tase Ptpl 

Fpr3 is substrate for, yeast, 25185 

Tyrosine sulfation 

of P-selectin glycoprotein ligand-1 re- 
quired for binding to P-selectin, 
22677 

Tyrosine Z 

hydrogen bonding to, infrared study, 

1589 
Tyrosine 133 

aromatic moieties of, stabilization of 
charged ligand complexes of AChE, 
2082 

Tyrosine 537 

phosphorylation of, required for binding 
of human estrogen receptor to es- 
trogen response element, 30205 

Tyrosine 1251 

mutation at, effects on mitogenesis and 
transformation, insulin-like growth 
factor I receptor, 22639 

Tyrosyl 

phosphorylation of SHC proteins, growth 

hormone-promoted, 7587 
Tyrosy! phosphatase 

protein, intrinsic tryptophan residues of, 

fluorescence measurement, 3809 
Tyrosy! phosphoproteins 

regulation of phosphatidylinositol 3’ -ki- 

nase by, 3662 
Tyrosyl phosphorylation 

stimulation of, by growth hormone, inter- 
feron-y, and leukemia inhibitory 
factor, insulin receptor substrate-1, 
14685 

Tyrosyl radical 

reaction of, from prostaglandin H syn- 
thase-1, with arachidonic acid, 
10503 

Tyrosy! residues 350/354 

B-adrenergic receptor, phosphorylation of, 
obligatory for counterregulatory 
effects of insulin, 25305 

Tyr’ 

Tyr’® and, reversible phosphorylation by 
membrane bound kinase and phos- 
phatase by hydrogen, potassium 
ATPase a-chain, 15475 

Tyr'* 

Lys"® and, of interleukin-8 and interac- 
tion with interleukin-8 receptor A, 
10428 

3T3 cells 

protein kinase C activation in, EGF stim- 
ulation of phospholipase D and, 
3980 

gosylphosphorylcholine activation of 
MAP kinase, requires protein ki- 
nase C and pertussis toxin-sensi- 
tive G protein, 24334 
T3CHO/AT,, cells 

angiotensin II activation of STAT path- 

way, 19059 
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3T3L1 cells 
adipocytes, cellubrevin and VAMP-2 in, 
insulin-sensitive GLUT4 vesicles, 
8233 
interleukin-11 induces complex formation 
of Grb2, Fyn and JAK2, 27999 
mouse fibroblasts, induction of apoptosis 
by c-Myc helix-loop-helix/leucine 
zipper domain, 28797 
mouse preadipocytes, JAK2 and gp130 
association with Syp stimulated by 
interleukin-11, 24826 
T4 DNA polymerase 
modular organization of, 26558 
T4 endonuclease V 
protection, DNA strand opposite thymine 
dimer, 3765 
T-47D cells 
progesterone receptor B expression stim- 
ulated by estrogen, 30693 
T47D human breast carcinoma cell line 
hormonal regulation of p53 tumor sup- 
pressor protein in, 28507 


U 


UBAI gene 
yeast, encoding homolog of ubiquitin-acti- 
vating enzyme, 18099 
UBF 
primary response gene, 4209 
regulation, neonatal cardiomyocytes, 
8290 
Ubiquinol-cytochrome c reductase 
mitochondrial, cloning, sequencing and 
expression of small molecular mass 
ubiquinone-binding protien, 25634 
Ubiquinol oxidase 
bd type, cyanide-binding site of, Esche- 
richia coli, 28565 
Ubiquinol oxidation 
role of tryptophan 142 of cytochrome 6 in 
bc, complex catalysis of, Saccharo- 
myces cerevisiae, 22321 
Ubiquinone-binding 
domain identification, QPs1 of succinate- 
ubiquinone reductase, 6193 
by subunit IV of cytochrome bc,, role of 
amino acid residues in, 
Rhodobacter sphaeroides, 11496 
Ubiquitin 
conjugation. see also Ubiquitin-conjugat- 
ing enzymes 
to a-spectrin, mature erythrocytes, 
8928 
dynamics during erythroid differentia- 
tion in vitro, 9507 
pathway for, induction of programmed 
cell death, insect skeletal muscle, 
9407 
role in rapid degradation of CPY2E1, 
ethanol induction of CPY2E1, 
29632 
dependent protein degradation 
in vitro, inhibition by amyloid B-pro- 
tein, 19702 
20S proteasome, of receptor tyrosine 
kinases, herbimycin A induction of, 
16580 
increased expression supresses CDC34 
mutation, yeast, 9347 
mediated processing of NF«B transcrip- 
tional activator precursor p105, 
21707 
mediated proteolysis, inhibition by Arabi- 
dopsis 26 S protease subunit S5a, 
29660 


prokaryotic, Anabaena variabilis, 3720 
recognized as degradation signal by pro- 
teolytic pathway, 17442 
Ubiquitin-activating enzyme 
UBAI gene, yeast, encoding homolog of, 
18099 
Ubiquitin-conjugating enzymes 
Cdc34, characterization of dominant neg- 
ative mutant, 26209 
human, identification of family of closely 
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related, 30408 
Ubiquitin C-terminal hydrolases 
chick skeletal muscle, 18766 
Ubiquitin proteasome pathway 
connexin43 degraded via, 26399 
Ubiquitin-proteasome proteolytic pathway 
ligand-stimulated platelet-derived growth 
factor B-receptor degradation proc- 
ess involves, 29447 
Ubiquitinylation 
optional for degradation of c-Jun protein 
by 26 S proteasome, 11623 
UDP-GalNAc 
utilization of, by 61,4-glalactosyltrans- 
ferase, induced by a-lactalbumin, 
bovine milk, 18447 
UDP-glucose pyrophosphorylase activity 
molecular characterization of hasC, dem- 
onstration of, 28676 
UDP-glucose 4-epimerase 
reactive tryptophans at active site, 
Kluyveromyces fragilis, 11383 
UDP-N-acetyl-p-galactosamine:polypeptide 
N-acetylgalactosaminyltransferase 
human 
identification of two transferase activi- 
ties, 24166 
purification and cloning of, 24156 
recombinant, kinetic analysis of, 16947 
UDP-N-acetylglucosamine:a-6-b-mannoside 
B-1,2-N-acetylglucosaminyltrans- 
ferase II 
molecular cloning and expression of 
cDNA encoding, 15211 
UDP-sulfoquinovose 
accumulation in sulfolipid-deficient mu- 
tant, Rhodobacter sphaeroides, 
25792 
Ultraviolet cross-linking analysis 
Tetrahymena telomerase, gel shift and, 
8893 
Ultraviolet endonuclease 
purification and cloning, Micrococcus lu- 
teus, 23475 
Ultraviolet-induced (6—4) photoproducts 
DNA nucleosome core, repair of, 16507 
Ultraviolet radiation 
JNK activation mediated by heat shock 
and, via alternate pathways, 26071 
p53 phosphorylation induced by, c-Jun 
kinase, 5511 
Ultraviolet resonance Raman studies 
quarternary structure, hemoglobin, 1636 
Ultraviolet sunscreen pigment 
Nostoc commune, cyanobacterium, struc- 
ture of, 8536 
UL9 
binding, stoichiometry of, herpes simplex 
virus type 1, 7330 
Umbilical vein 
endothelial cells, expression of neuroten- 
sin receptors, 3409 
Uncoupling protein gene 
adrenergic receptors B, B. B; regulation 
by, immortalized brown adipose 
cells, 10723 
unc-13 gene 
Caenorhabditis elegans, novel family of 
C,-domain proteins, defined by 
mammalian homologues, 25273 
Unc-13 protein 
characterization of cysteine rich region as 
phorbol ester receptor, Caenorhab- 
ditis elegans, 10777 
Universal minicircle sequence binding 
protein 
characterization of, trypanosomatids, 
21339 
Upstream binding factor 
angiotensin II induced hypertrophy of, 
associated with phosphorylation of, 
rat vascular smooth muscle, 25096 
Upstream promoter element 
glucagon gene, cell-specific expression of, 
3046 


Upstream stimulatory factor proteins 
glucose response complex, L-type pyru- 
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vate kinase gene promoter, 2640 
Upstream stimulatory factors 
bind to insulin response sequence of fatty 
acid synthase promoter, 28716 
recombinant, role of novel positive cofac- 
tor in transcriptional activation by, 
21307 
transcription factor binding to cognate 
DNA, 19325 
Uracil 
base excision repair initiated by, DNA 
polymerase B in, 949 
DNA glycosylase inhibitor proteins, sec- 
ondary structure, 296 
Uracil-DNA glycosylase 
autoregulatory mechanism for transcrip- 
tion, 5289 
Uracil-DNA inhibitor protein 
tertiary structure of, 16840 
Urea transport function 
human erythrocytes, same protein carries 
Kidd blood group and, 15607 
Uridine diphosphate. see UDP entries 
Uridine nucleotide receptor 
human, cloning and expression of, 30849 
Uridine nucleotide receptor gene 
human, cloning, expression and chromo- 
somal localization of, 30845 
Uridine phosphorylase 
inactivation by Woodward's reagent K, 
Escherichia coli, 10050 
murine, purification, cloning and expres- 
sion of, 12191 
Urinary epidermal growth factor precursor 
human, isolation of, from urine, 27954 
Urinary tract infection 
model of, glycoconjugate receptors for P- 
fimbriated Escherichia coli, mouse, 
9017 
Urinary trypsin inhibitor 
urokinase and, conjugate between, tumor 
cell invasion and, 8361 
Urogenital sinus mesenchymal cells 
purification of novel protein with growth 
inhibitory properties in vitro, 
22058 
Urokinase 
activation of pro-HGF, stoichiometric re- 
action control of, 603 
single-chain, interaction with plasmino- 
gen activator inhibitor type 1, 
20032 
urinary trypsin inhibitor, conjugate be- 
tween, tumor cell invasion and, 
8361 
Urokinase-plasminogen activator inhibi- 
tor-1 complex 
binding ofpro-urokinase complex and, 
binding to LDL receptor related 
protein, 11770 
Urokinase-plasminogen inhibitor type I 
complexes 
catabolism of lipase and, mediated by 
very low density lipoprotein recep- 
tor, 26550 
Urokinase promoter 
regulation of activity by c-Ha-ras in- 
volves MAP kinase signaling path- 
way, 23007 
Urokinase receptor 
expression increased by vascular endo- 
thelial growth factor, vascular en- 
dothelial cells, 9709 
soluble, single-chain urokinase plasmino- 
gen activator enzymatic activity 
enhanced by, 17375 
Urokinase-type plasminogen activator 
induced monocyte adhesion requires C- 
terminal lysine and cAMP-depend- 
ent transduction, 30282 
Urokinase-type plasminogen activator gene 
role of LFB3 in cell-specific cAMP induc- 
tion of, 21833 
Urokinase-type plasminogen activator- 
type-1 plasminogen activator 
complex 
endocytosis mediated by very low density 
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lipoprotein receptor, 20855 
Urothelial cells 
selective interactions of UPla and UPIb 
with single transmembrane-domi- 
nated domain proteins, transmem- 
brane 4 superfamily, 29752 
Uteroglobin promoter 
transcriptional control by Sp transcrip- 
tion factor family, 12737 
Uterus 
rat, characterization of matrilysin and 
cDNA, 16016 
Utrophin 
aciculin interaction, 6328 
a-syntrophin binding to, 4975 
UUAG binding 
heterogeneous nuclear ribonucleoprotein 
DO, isolation and expression of 
cDNA clones for, human, 22167 
UV. see Ultraviolet entries 
UvrAB proteins 
binding to cis-[N-2-amino-N-2-methyl- 
amino-2,2,1-bicycloheptane |dichlo- 
roplatinum(II) and cisplatin, 21251 
UvrB protein 
C-terminal region contains important de- 
terminant for UvrC binding to pre- 
incision complex, Escherichia coli, 
30508 
structure and function, 8319 
UvrC protein 
binding to preincision complex, Uvrb pro- 
tein C-terminal region contains 
important determinant for, Esche- 
richia coli, 30508 
UVRR. see Ultraviolet resonance Raman 
studies 
UvsX 
protein-catalyzed joint molecule forma- 
tion, homology dependence of, 5181 
U1 small nuclear ribonucleoprotein 
cleavage of, during tumor necrosis factor 
and Fas induced apoptosis, 18738 
5’ splice site interaction, U2AF™ splicing 
factor, 4031 
U2AF® splicing factor 
binding, U1 small nuclear ribonucleopro- 
tein/5' splice site interaction, 4031 
U2 small nuclear RNA gene 
accurate transcription of, in vitro, Trypa- 
nosoma brucei, 17287 
U4 small nuclear RNA genes 
variant, proximal sequence element nu- 
cleotides contribute to differential 
expression of, 27629 
U937 cells 
phospholipase D activation in, phosphati- 
dylinositol 4,5-bisphosphate re- 
quired for, 5130 


Vv 


v-Abl oncogene 
signal transduction by, 5956 
Vaccinia 
topoisomerase, proteolytic footprinting of 
DNA binding, 11636 
Vaccinia viruses 
recombinant 
dopamine £-hydroxylase, human, ex- 
pression in mammalian cells in- 
fected by, 12601 
properties of human peptide transport- 
ers TAP1 and TAP2 expressed by, 
21312 
Vaccinia virus genes 
A18R, DNA-dependent ATPase, 1550 
B18R, encodes type 1 interferon binding 
protein, blocks interferon a trans- 
membrane signaling, 15974 
Vaccinia virus ribonucleotide reductase 
role in DNA precursor biosynthesis, 
27415 
Vaccinia virus vector system 
mammalian cells, expression of human. 
DNA polymerase 6 in, 7993 
Vacuolar hydrogen-ATPase 
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assembly of complex, novel endoplasmic 
reticulum-associated protein 
Vma22p required for, yeast, 22329 
in vivo disassembly and reassembly, 
yeast, 17025 
Vacuolar membrane 
ATPase, sulfite stabilization and nitrate 
inactivation, 1557 
Candida albicans, inositol trisphosphate- 
dependent calcium mobilization in, 
7272 
H*-pyrophosphatase, site-directed mu- 
tagenesis of, 2630 
plant, pyrophosphatase transport, hydro- 
gen and potassium transport, 4368 
Vacuolar membrane protein 
ABC-type, transport of metal-binding 
peptides by, 4721 
Vacuolar proton-translocating ATPase 
reconstitution of 58kDa subunit of, 16926 
Vacuolating cytotoxin alleles 
mosaicism in, Helicobacter pylori, 17771 
Vacuolating toxin 
Helicobacter pylori, activation by low pH, 
23937 
Valaciclovir 
hydrolysis, purification and characteriza- 
tion of rat liver enzyme responsible 
for, 15827 
Val?” 
mutations, CC chemokine activity into 
interleukin-8, 2716 
VAMP. see Vesicle-associated membrane 
proteins 
Vampire bat plasminogen activators 
structural features mediating fibrin se- 
lectivity, 25596 
Vanadate 
induced inhibition of P-glycoprotein, 
19383 
reverses blockade of preadiopcyte differ- 
entiation by protein-tyrosine phos- 
phatase HA2, 12123 
Vascular adhesion molecule-1 promoter 
cell type specific transactivation by 
NF-«B enhancer motif, 8976 
Vascular cell adhesion molecule-1 
domains 1 and 4 of, a, integrin binding 
to, 5979 
gene promoter, control during neural dif- 
ferentiation, 3710 
Vascular cell adhesion molecule-1 promoter 
Sp1 is a component of the cytokine-induc- 
ible enhancer in, 28903 
Vascular endothelial cells 
thrombin induces activation of progelati- 
nase A in, 23730 
transcriptional regulation of prostag- 
landin-endoperoxide synthase-2 by 
lipopolysaccharide and phorbol es- 
ter, 24965 
Vascular endothelial growth factor gene 
transcriptional regulation by hypoxia, 
rat, 13333 
Vascular endothelial growth factor 
heterodimer 
naturally occurring, purification and 
characterization, 7717 
Vascular endothelial growth factor receptor 
(flt-L) 
novel promoter for, confers endothelial- 
specific gene expression, 27948 
Vascular endothelial growth factors 
autocrine and paracrine, role in hypoxia- 
induced proliferation of endothelial 
cells and pericytes, 28316 
characterization of KDR/flk-1 promoter, 
receptor for, 23111 
gene expression 
interleukin-18 and, aortic smooth mus- 
cle cells, 308 
stimulated by v-Raf and v-Ha-Ras, 
NIH 3T3 cells, 25915 
hypoxia induction of, cultured human 
endothelial celis, 31189 
promotion, signal transduction, 6729 
regulation of expression in keratinocytes, 
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12607 
transcriptional activation in C6 glioma 
cells, hypoxia induced, 19761 
VEGF ,,., isoform, cell-surface heparan 
sulfates required for binding to 
VEGF receptors, human mela- 
noma, 11322 
Vascular muscle 
transcription of a-Actin gene, character- 
ization of DNA-binding proteins, 
11310 
Vascular smooth muscle 
angiotensin II induced hypertrophy of, 
associated with phosphorylation of 
upstream binding factor, rat, 
25096 
gp38k heparin-binding glycoprotein in 
differentiation, 13076 
Vascular smooth muscle cells 
angiotensin II-induced protein synthesis, 
p70 S6 protein kinase role in, 5225 
Gla-containing, growth-potentiating fac- 
tor, 5702 
identification of cytokine responsive en- 
hancer, inducible nitric oxide syn- 


thase, 29541 
MAP kinase phosphatase in, mitogen- 


activated protein kinase regulation 


by, 7161 


phosphorothioate oligonucleotides regu- 


late insulin-like growth factor I 


receptors, 14383 
platelet-derived growth factor a-receptor 
expression stimulated by native 
and activated a j-macroglobulin, 


rol incorporation 
bat, Aiatad 


30741 
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nuclear factor with nearby si- 
lencer, 25785 
Vinclozolin 
androgen receptor antagonist or agonist 
activities, comparison with hy- 
droxyflutamide, 19998 
Viral enhancer regions 
inverted repeat of, EF-C/RFX-1 and, 8353 
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induced transformation through activa- 
tion of Sre kinases, 31219 


VEGF jo, 
VEGF j¢5, inhibition of mitogenic activity 
by platelet factor-4, 15059 
VEGF }2;, inhibition of mitogenic activity 


VEGF j¢5 
by platelet factor-4, 15059 
Viral long terminal repeat 
trans-activation,HIV-1 viron protein Vpr 


interaction with cellular transcrip- 
tion factor Sp1 and, 25564 
Virginiae butanolide binding protein 
from Streptomyces virginiae, 12319 


Venom 

bee, peptide and apamin, precursors en- 
VirG protein 

extracellular transport, Shigella, 30874 


coded by two genes sharing same 
3’exon, 12704 


Conus magus, ¢ pine-M isolat 
from, 3518 

funnel web spider, isolation and charac- 

terization of peptide isomerase, 





Viron protein Vpr 
HIV-1, interaction with cellular tran- 
scription factor Spl and trans-acti- 
vation of viral long terminal re- 


peat, 25564 
Virus. see also specific viruses 
receptor interactions, sialic acid-depend- 


16719 
snake, characterization of novel plasmin- 
ent, primate polyoma viruses, 1308 


ogen activator from, 10246 
white face hornet, sequence identity, an- 
tigenic cross-reactivity and, 4457 


Vitamin C 


accumulation of, and dehydroascorbic 
acid, separate mechanisms of, 


Venom metalloproteinase 
cobra, mocarhagin cleaves peptide from 
N terminus of P-selectin glycopro- 

tein ligand receptor PSGL-1, P- 


selectin-binding, 26734 
12584 


Vitamin D 
hydroxylation site selection by cyto- 
chrome P450 isoforms CYP27 and 


CYP24, 16766 
response elements, 1,25-dihydroxyvita- 
min D 24-hydroxylase promoter, 
rat, 1675 
Vitamin D-binding protein 
human serum, 25-hydroxyvitamin D, 
binding to, Trp-145 in, 2636 
Vitamin D receptor 
activation of, 20-epi analogues of 1a,25- 
dihydroxyvitamin D, by, 10551 
interaction, transcription factor IIB, 4748 


Verapamil 
reversal of resistance to chloroquine, 
Plasmodium falciparum, 22393 


Veratridine 
brevetoxin and,a-Scorpion toxins binding, 
rat brain and insect sodium chan- 


nels reveal divergent allosteric 
modulations by, 15153 
Veratryl alcohol 
role of, in oxidation of guaiacol by lignin 
peroxidase, 22254 
Veratryl alcohol oxidase 
lignin biodegradation and, Pleurotus os- 
treatus, 3823 
Vitamin D, 
catalyzed thermal isomerization between 
previtamin D, and, via B-cyclodex- 
trin complexation, 8706 





regulation of choleste 
into free apolipop 
cellular lipid efflux 


Vasoactive intestinal peptide 


regulation, C/EBP sites in ciliary neuro- 
trophic factor-leukemia inhibitory 


factor, 8068 
Vasoactive intestinal polypeptide 


degrading endoprotease, porcine antral 
mucosal membranes, 7809 
Vasoactive intestinal polypeptide receptors 
secretin and, role of amino-terminal ex- 
tracellular domains in agonist 
binding and activation of, 14394 


Vasopressin 


arginine, stimulation of electrogenic so- 


Vasopressin-ATPase 
coated vesicle, inhibition labeling by 
2-azido-(**PJATP, 15494 
plasma membrane activity, dissociation 
of peripheral subunits, 5649 


Vasopressin receptor 
ligand-induced cleavage of, induced by 


proteinase, 6476 


Via neuropeptide, binding site of, trans- 
membrane regions, 25771 
Vasopressin Vla receptor gene 


rat, structure of, characterization of pro- 
moter region and cDNA sequence 


of 3’ end, 20042 


Vav 


ways involving, T cells, 24949 
interaction with ZAP-70 and tubulin, Ju- 


rkat T cells, 30241 
signaling, prolactin receptor associated 
with, nuclear translocation,T-cells, 


13246 


Vav SH3 
and c-Sre binding sites cluster adjacent 
to K domain that recruits interleu- 


kin 1-responsive K protein kinase, 


26976 


VCAM.-1. see Vascular cell adhesion 
molecule-1 


, rat, 26216 


dium transport, A6 cells, 16082 


CD45 protein-tyrosine phosphatase iso- 
forms regulate interleukin 2 secre- 
tion, and activation signal path- 


Veratry! alcohol radical cation 
lifetime and reactivity of, implications for 
lignin peroxidase catalysis, 16745 
Vitamin K 
carboxylase dependent on, deletion mu- 
tagenesis of, 5305 
coagulation factors dependent on, calreti- 
culin binding of, thrombosis in cor- 
onary arteries and, 8179 
dependent carboxylation of peptide sub- 
strate, example of processive post- 
transcriptional modification, 30491 
and its analogs, induction of growth inhi- 
bition by, hepatoma cells Hep3B, 


v-ErbA 
thyroid hormone receptor al and, DNA 
binding specificity and function of, 
7957 
Vertebrate splicing 
exon recognition in, 2411 
Vesicle-associated membrane proteins 
cellubrevin and, 3T3-L1 adipocytes, 8233 
dense core secretory granules and, PC12 
neuroendocrine cells, 1332 
synaptobrevin N-terminal domain, criti- 
cal for neuro-exocytosis, 16826 
28304 
Vitronectin 
human, integrin a81 receptor for tenas- 
cin, fibronectin and, 23196 
a,B, integrin receptor mediated endocy- 
tosis of, protein kinase C depend- 
ent, 18593 
Vitronectin-thrombin-antithrombin complex 
internalization by endothelial cells, 
30733 
VLDL receptor. see Lipoproteins, very low 
density receptor 


V, fragment 
Bence Jones proteins and, peptide-hydro- 
lyzing activities of, natural cata- 
lytic antibodies, 15257 
VMAS gene 
encoding vacuolar 32-kDa subunit of hy- 
drogen-ATPase required for forma- 
tion of enzyme complex, Saccharo- 


myces cerevisiae, 15037 


Vesicle budding 
docking, fusion and, molecular transport 
machinery in endothelial caveolae 


for, 14399 
Vesicles 
clathrin-coated, glycoprotein transport 
and, cell surface to Golgi complex, 


665 
traffic, PKC down-regulation and, 2669 
Vesicular acetylcholinetransporter gene 
expression 
coordinated upregulation of choline 
acetyltransferase gene and, mouse 
SN56 cells, 22101 
Vesicular monamine transporter 
identification of residues involved in sub- 
strate recognition by, 25798 
Vesicular stomatitis viruses 
casein kinase II role in function of phos- 
phoprotein (P) subunit of RNA po- 
lymerase, 24100 
envelope glycoprotein fusion domain in 
rabies and, 17575 
VMA10 gene 
encodes novel 13-kDa subunit of vaculo- 
lar hydrogen-ATPase, Saccharomy- 
ces cerevisiae, 13726 
Vma22p 
novel endoplasmic reticulum-associated 
protein required for vacuolar hy- 
drogen-ATPase complex assembly, 


yeast, 22329 


v-Ha-Ras 
stimulates expression of vascular endo- 
thelial growth factor, NIH 3T3 


cells, 25915 
Vibrio harveyi 
kinetic and binding properties of lucifer- 
ase subunits, 16813 
Vimentin gene 
chicken, enhancer elements may bind 


v-Crk 
activation of Ras/Map kinase pathway, 
PC12 cells, 20677 
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Voltage-dependent anion channel isoforms 
human, subcellular localization of, 13998 
Voltage-dependent ionic selective channel 
topography of, in mitochondrial outer 
membrane, Neurospora crassa, 
16694 
Voltage-gated sodium channels 
blockage by new family of conotoxins, 
16796 
von Willebrand factor 
binding 
to glycoprotein Ib-IX involves interac- 
tion with platelet glycoprotein V, 
transfected melanoma cells, 14693 
to platelet glycoprotein Ib, amino acid 
residues essential for, 13406 
inhibition of factor VIII binding to phos- 
pholipid by, 13826 
interaction with collagen, 10822 
interaction with collagen (correction), 
19668 
role of tyrosine residues of glycoprotein 
Iba in binding of a-thrombin and, 
9571 
soluble, characterization of mechanism 
mediating shear-dependent bind- 
ing to platelets, 23352 
v-Raf 
stimulates expression of vascular endo- 
thelial growth factor, NIH 3T3 
cells, 25915 
v-Sre 
colocalizes with p80/85 cortactin, trans- 
formed cells, 26613 
phospholipase D activity induced by, Ras 
mediation of, 6006 
v-sre 
induces prostaglandin synthase 2 gene 
expression, 27622 
V3 loop 
HIV-MN, local and global structural 
properties, 2224 


WwW 


WAF1 
induction of expression by irradiation via 
p53 independent pathway, KG-1 
cells, 19181 
WAFLCIP1 
activation of expression following oxida- 
tive stress via a p53-independent 
pathway, 29386 
WAF1/Cip1/p21 
potential role of, mediator of TGF- coin- 
hibitory effect, 4971 
WAFLCip1/p21 promoter 
functional analysis of transforming 
growth factor B responsive ele- 
ments, 28623 
Wap65 
warm temperature acclimation-related 65 
kDa protein, expression in gold 
fish, 17087 
Warm temperature acclimation-related 65 
kDa protein 
Wap65, expression in gold fish, 17087 
Watanabe heritable hyperlipidemic rabbits 
impaired chylomicron clearance in, 8578 
Water 
role in retinal complexation to bacterio- 
opsin, 13860 
Water channel properties 
major intrinsic protein, lens, 9010 
Watermelon 
cloning and characterizaton of serine 
acetyltransferase and role in cys- 
teine biosynthesis, 16321 
Wax 
biosynthesis of, role of epidermal stearo- 
yl-acy] carrier protein, thioester- 
ase, 16962 
WB liver epithelial cells 
rat, inositol triphosphate receptors type I 
and type III heteroligomers, 23310 
Weight loss 
reduced food intake and, corticosteriod 
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induction of expression of ob gene 
accompanied by, 15958 
Wheat germ protein synthesis initiation 
factor elF-(iso)4F 
and subunits P28 and P86, interaction 
with m’GTP and mRNA ana- 
logues, 29904 
Whey acidic protein transgenes 
position independent expression of, 11119 
White face hornet venom 
sequence identity, antigenic cross-reactiv- 
ity and, 4457 
Wilms’ tumor gene 
hematopoietic specific enhancer, GATA-1 
transactivation of, 5944 
inhibits G-protein a;.. protooncogene 
transcription, growth of LLC-PK, 
repressed by, 30760 
mediation of transcriptional activation, 
inhibited by negative dominant 
mutant proteins, 10878 
transcriptional effect is modulated by 
choice of expression vector, 29976 
transcriptional silencer of, contains Alu 
repeat, 17908 
Wilson disease 
copper and ceruloplasmin biosynthesis, 
cultured hepatocytes from LEC 
rats, 7656 
WI-1 
cloning, characterization and functional 
analysis of, Blastomyces dermatiti- 
dis, 30725 
Wnt5a mRNA 
expression, regulation by cell shape, con- 
fluence and hepatocyte growth fac- 
tor, human mammary epithelial 
cells, 12851 
Wollastonia biflora 
purification and properties of S-Adeno- 
syl-L methionine:L methionine S- 
methyltransferase, 22344 
Wortmannin 
effects on skeletal muscle, rat, 2107 
glygocen synthase activation antagonized 
by, 2729 
inactivation of p70°** by, methylxanthine 
$Q20006, rapamycin and, 21396 
inhibition 
stimulated phospholipase A, activity of 
Swiss 3T3 cells and, 25352 
transcytosis and, polarized epithelial 
cells, 28425 
sensitive Ras-inependent glycogen syn- 
thase activation by insulin, Chi- 
nese hamster ovary cells, 11304 
WT1. see Wilms’ tumor gene 
WT1 protein 
c-myb gene repression by, T and B cell 
lines, 23785 
WW domain 
a novel protein module, mammalian YAP 
gene role in definition of, 14733 


x 


Xanthine dehydrogenase 
chicken liver, structure of, 2818 
gene coding for, Aspergillus nidulans, 
3534 
xathine oxidase and, molybdenum cen- 
ters of, 19209 
Xanthine oxidase 
inhibition of, new tight binding inhibitor, 
7816 
substrate control of free radical genera- 
tion, postischemic heart, 18797 
and xanthine dehydrogenase, molybde- 
num centers of, 19209 
Xenobiotic metabolism 
mitochondrial steroid hydroxylase 
(P450c11) involvement in, 20895 
Xenobiotics 
inducible transcription of cytochrome 
P450 genes, minireview, 18175 
Xenopus 
extract, RCC1 protein interaction with 


31595 


Ran, RanBP1, hsc70, and a 340 
kDa protein in, 10658 
initiation of oocyte maturation, by activa- 
tion of MAPK cascade, 25898 
ribosomal protein L5, analysis of binding 
to oocyte 5 S rRNA, 27358 
stage specific regulation of tRNA genes, 
by upstream promoter element, 
10703 
thyroid hormone receptor and retinoid X 
receptor, regulation and transcrip- 
tional activation, 18479 
Y-box proteins, sequence-specific RNA 
recognition by, role of cold shock 
domain, 28297 
Xenopus embryos 
cloning of fibroblast growth factor recep- 
tor 1 spliced variant lacking a site 
for protein kinase C, 22758 
Xenopus oocytes 
activation of MAP kinase cascades by 
p21-activated protein kinases in 
cell free extracts, 26067 
agonist-induced desensitization of neuro- 
kinin-2 receptor prevented by sin- 
gle mutation, 27601 
aquaporin-collecting duct water channel 
protein, stimulation of water per- 
meability by, cAMP-dependent 
phosphorylation, 10384 
chloride conductance in, Mat-8 and, hu- 
man breast tumors, 2176 
constitutive activity of TRH receptor mu- 
tant, 1041 
coupling of TRH receptors to Gg 3554 
expressing neutral and basic amino acid 
transporter, electrical properties 
of, 8482 
extracts, plasmid DNA replication not 
dependent on prior chromatin as- 
sembly in, 29676 
G protein 
By subunit tranduces muscarinic recep- 
tor signal for calcium ion release, 
30068 
regulation of sodium/hydrogen anti- 
porter, 17898 
maturation 
initiation by activation of MAPK cas- 
cade, 25898 
phosphatase VHR role in, 14229 
meiotic cell cycle progression triggered by 
ceramide, 13541 
modulation of cardiac sodium channel 
expression by 81 subunits in, 
25696 
Xeroderma pigmentosum 
reconstitution of human exinuclease, 
2415 
Xeroderma pigmentosum group A protein 
replication protein A interacts with, and 
inhibits DNA replication, 21800 
Xeroderma pigmentosum group D gene 
human, trichothiodystrophy lethal muta- 
tions in, yeast, 17660 
X-gene product 
antagonizes p53 mediated inhibition of 
hepatitis B virus replication, 31405 
XPA 
interaction with RPA, 4152 
TFIIH recruited to excision repair factor 
by, 4896 
XPA gene 
human, expression and functional analy- 
sis of Dxpa gene, homolog of, Dro- 
sophila, 22452 
XPF-ERCC1 complex 
purification of, DNA repair excision nu- 
clease, 22657 
X-ray structures 
Antibody comparisons using high resolu- 
tion, complementarity determining 
region loops, 22081 


Xylf 

essential residues in, 6403 
D-Xylose isomerase 

active site residues in, 22895 





31596 


B-D-Xyloside naroparcil 
circulating plasma glycosaminoglycans 
and, 2662 
XyIR 
signal receptor domain of, single amino 
acid changes, 5144 
Xylulose 5-phosphate-activated protein 
phosphatase 
novel, purification and characterization 
of, 26341 
X2-box 
control of isotype specificity, in class II 
major histocompatibility complex 
genes, 6396 


Y 


YAP gene 
mammalian, role in defining WW do- 
main, a novel protein module, 
14733 
YAP3 
proprotein convertase encoded by, is a 
glycophosphatidylinositol-anchored 
protein, yeast, 20847 
Yarrowia lipolytica 
encoding of 42-kDA peroxisomal integral 
membrane protein, 1429 
Y-box motif 





redox-dependent transcriptional 
activation, mouse cells, 30499 
Y-box proteins 
Xenopus, sequence-specific RNA recogni- 
tion by, role of cold shock domain, 
28297 





YB-1 
transcriptional regulatory protein, pro- 
motion of single-strandedness in 
DRA promoter, 3527 
Ydjip 
stimulates ATP dissociation from hsp70 
stimulated by Ydjlp, Saccharomy- 
ces cerevisiae, 10412 
Yeast. see also Saccharomyces cerevisiae 
adenylyl cyclase activity, stimulation by 
lysophospholipids and fatty acids 
(correction to 1994 article), 3462 
budding, Ran/RCC1 molecular switch 
system in, Ran-binding protein-1 
in, 1975 
cell wall, architecture of, 1170 
characterization of and cloning of gene 
for translation initiation factor 1A, 
22788 
cloning of, ATP3 gene coding (correction 
of 1994 article), 2880 
COX14 cloning and characterization, 
product required for assembly of 
cytochrome oxidase, 15585 
cytochrome c oxidase subunit V, function 
of, 110 
fission, S. pombe, protein kinase Byr2 is 
target of Ras1 in, 1979 
flavohemoglobin, regulation of gene ex- 
pression, 6991 
Fpr3 is substrate for tyrosine-specific 
phosphoprotein phosphatase Ptp1, 
25185 
Gal2 galactose transporter in, 2423 
Golgi localization of, membrane anchor 
region of rat liver sialyltransfer- 
ase, 5483 
high affinity iron transport in, FET3 
gene product required for, 1098 
identification of gene for histone H4 
acetyltransferase, 24674 
import of chimeric fusion protein into mi- 
tochondria prevented by proteoly- 
sis, 16689 
in vivo disassembly and reassembly of 
vacuolar hydrogen-ATPase, 17025 
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inositol-sensitive upstream activation se- 
quence, 25087 
LEU4 gene, additive activation of tran- 
scription by multiple cis elements, 
5270 
mitochondria 
import of transcription factor MTF1, 
11970 
protein import, precursor recognition 
and, 5565 
mitochondrial citrate transport protein, 
overexpression, 4108 
mitochondrial receptor complex protein 
MAS17, 30571 
mutant heat shock transcription factor 
exhibits elevated basal transcrip- 
tion activation and confers metal 
resistance, 25079 
NADPH oxidoreductase homologues from 
Arabidopsis thaliana confer toler- 
ance towards diamide in, 26224 
and Neurospora deoxyhypusine synthase 
cDNA, cloning and expression of, 
23984 
non-mitochondrial phosphatidylserine 
decarboxylase activity in, 6062, 
6071 
overexpression of mitochondrial citrate 
carrier, 4108 
pathogenic, cell wall mannan of, 
branched side chains in, 1113 
PMT2p protein O-mannosyltransferase, 
2770 
polymerization of hsp 70-kDa by DnaJ in 
presence of ATP, 22535 
proprotein convertase encoded by YAP3 
is a glycophosphatidylinositol-an- 
chored protein, 20847 
reconstituted RNA polymerase I in, com- 
ponents of, 6205 
RHT1, conditional lethality of null muta- 
tions, 4193 
second osmosensing signal transduction 
pathway in, 30157 
type II topoisomerase, resistance to 
quinolones, 1913 
Yeast mitochondrial protein import 
receptor 
binding of precursor protein, 5565 
Yeast mutation rft1-—1 
suppression of, by human p53, 22556 
Yeast S-II 
structure-function relationship to RNA 
polymerase II, arrest relief and 
suppression of 6-azauracil sensitiv- 
ity, 8991 
Yeast two-hybrid system 
insulin-like growth factor-I receptor in- 
teraction with SHC and insulin 
receptor substrate-1 in, 23456 
Yeast U6 RNA gene 
mutations in B block promoter, identifi- 
cation of contacts with transcrip- 
tion factor-IIIC, 11398 
YHRO68w gene 
for deoxyhypusine synthase, in chromo- 
some VIII, Saccharomyces cerevi- 
siae, 18408 
YIGSR-binding protein 67-kDa 
down regulation on differentiation, hu- 
man neuroblastoma cells, 13422 
Yolk precursors 
chicken oocyte receptor for, model for ac- 
tion of receptor associated protein 
and lactoferrin, 18219 
YYl 
transcriptional activity, altered by inter- 
action with cyclophilin A and 
FKBP12, 15187 
Y1-Neuropeptide Y 
interaction with a,,, adrenergic receptors, 
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regulation of phospholipase C, pro- 
tein kinase C, arachidonic acid, 
11789 


Z 


a, 
fatty acylation of, 9667 
activity of, regulated by tyrosine phos- 
phorylation in kinase domain of, 
18730 
interaction with Vav and tubulin, Jurkat 
T cells, 30241 
Zap-70 
regulation by Sre family tyrosine protein 
kinase, antigen-specific T-cell line, 
2791 
T cell antigen receptor association, inhi- 
bition of, T cell signaling and, 944 
Zaragozic acid A 
squalene synthetase competitive inhibi- 
tion by, irreversible inactivation 
by, 9083 
14.3.3 ¢ domains 
important for self-association and Raf 
binding, 23681 
Zfp-36 gene 
promoter analysis of, 25266 
Zine 
influx, through calcium channels, excita- 
tion-transcription coupling medi- 
ated by, 2473 
ions inhibit the Qp center of mitochon- 
drial bc, complex, bovine heart, 
25001 
Zinc-binding site 
glutamyl-tRNA synthetase, located in 
aceptor-binding domain, Esche- 
richia coli, 15162 
Zine-dependent protease activity 
tetanus toxin even after removal of, in- 
hibits neuroexoctyosis, 31386 
Zinc endopeptidase 24-15 
phosphinic peptide inhibitors of, 21701 
Zinc finger proteins 
A20, activation B-cell surface receptor 
DC40 induction of, inhibits apopto- 
sis, 12343 
binds universal minicircle sequence, 
characterization of, trypanosoma- 
tids, 21339 
Spl and EGR-1, regulatory element in 
interleukin 2 gene promoter, bind- 
ing site for, 22500 
with transcriptional repressor activity, 
characterization of, 22143 
Zinc finger transcriptional regulator PacC 
Aspergillus, role of cysteine protease in 
regulation of gene expression at 
altered pH, 28519 
Zona pellucida glycoprotein ZP3 
oocyte gala1,3Gal epitopes, implicated in 
sperm adhesion to, 21437 
Zona pellucida proteins 
gene expression, inhibition by antisense 
oligonucleotides, mouse oocytes, 
849 
homologous to egg envelope proteins in 
mammals and fish, mouse Zp/ en- 
codes, 27254 
Zpl gene 
mouse, encodes zona pellucida protein 
homologous to egg envelope pro- 
teins in mammals and fish, 27254 
Zymogen 
B-glucan-sensitive serine protease, horse- 
shoe crab, 892 
granule membranes in rat, carboxyl ester 
hydrolase of, 3780 
processing, heparin role in, human, 2218 
Zymosan 
MacMARCKS mutation blocks macro- 
phage phagocytosis of, 17652 








